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metabolic syndrome.  The roles of socioeconomic status, physical activity, and 
diet.  Invited Lecture to the Department of Child and Family Studies, Leiden 
University, March 17, 2017, Leiden, Netherlands.  
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2007 NIH Postdoctoral Fellowship  
  
2005 Commendation in the House of Representatives of the United States Congress 
by the  Honorable Madeleine Z. Bordallo of Guam, Congressional Record, May 
24, 2005.  
  
1995 Microbiology Undergraduate Research Fellowship, American Society for 
Microbiology  
  
1994 Emerging Scholar, Chautauqua Conference, College of Arts and Sciences, 
University of  Guam, Mangilao, Guam 

Professional Organizations 

American Association for Human Genetics  
International Genetic Epidemiology Society  
  



Manuscript Reviewer  

Obesity Research, Diabetes, Journal of the American Medical Association, BMC 
Medical Genetics, Human Genetics, PLoS One  

Service  
  

Short course in statistical genetics and on the use of SOLAR at Leiden University, 
March 13-17, 2017, Leiden, Netherlands.  
  
Short course in statistical genetics and on the use of SOLAR at Brownsville and 
Edinburg to junior faculty of the STDOI, 2017  
  
Seminar in likelihood theory at Brownsville and Harlingen over the year 2015-2016 to 
junior faculty of the STDOI  
  
Mentorship program (for 2 students) under the BRIDGES Program sponsored by the 
U.S. NIH and administered by Texas State University and Northwest Vista 
College.2014  
  
Seminar in likelihood theory from Oct. 2013 to March 2014 at the Department of 
Genetics, Texas Biomedical Research Institute, San Antonio, TX, USA.  
  
Short course in statistical genetics and on the use of SOLAR on March 9-15, 2013 at 
the University of Porto, Porto, Portugal.  
  
Short course in statistical genetics and on the use of SOLAR on March 24-31, 2012 at 
the University of Porto, Porto, Portugal.  
  
Short course in statistical genetics and on the use of SOLAR on May 9-11, 2011 at the 
Center for Genomics and Personalized Medicine Research, Wake Forest School of 
Medicine, Winston-Salem, North Carolina.  
  
Short course in statistical genetics and on the use of SOLAR on April 11-15, 2011 at the 
University of Porto, Porto, Portugal.  
  
Statistical/Genetic Software Familiarity  
SOLAR, R, GAUSS, and SPSS  
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Research: Partnerships for Aging Analysis Core  
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Funding Agency: NIH  

Type of Grant: P30 AG059305  
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Role: Co-I  
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Principal Investigator: Williams-Blangero  

Percent Effort Covered: 3.3%  

  

Project Title: Significance of MUC13 in Cancer  
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Funding Agency: NIH (Chauhan)  

Type of Grant: R35  
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Indirect Costs: 67,185.00   
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Role: Co-I  

Principal Investigator: Chauhan  

Percent Effort Covered: 15.00%  

  

Project Title: Influence of Socio-behavioral Factors on Molecular Determinants of 

HCC Disparity   

Grant Period: 07/01/2022 - 06/30/2027  

Funding Agency: NIH (Jaggi)  

Type of Grant: R01  

Direct Costs: 31,538.00   

Indirect Costs: 15,138.00   

Total: 46,676.00   

Total Cost:  46,676.00   

Role: Co-I  

Principal Investigator: Jaggi  

Percent Effort Covered: 5.00%  

  

Project Title: Protein Kinase D1 in Prostate Cancer Health Disparity   

Grant Period: 07/01/2022 - 06/30/2027  

Funding Agency: NIH (Jaggi)  

Type of Grant: R01  

Direct Costs: 31,538.00   

Indirect Costs: 15,138.00   

Total: 46,676.00   

Total Cost: 46,676.00   

Role: Co-I  

Principal Investigator: Jaggi  

Percent Effort Covered: 5.00%  

  

Project Title: Novel therapeutic strategy for the treatment of metastatic castration 

resistant prostate cancer   



Grant Period: 07/01/2022 - 06/30/2027  

Funding Agency: NIH (Jaggi)  

Type of Grant: R01  

Direct Costs: 25,231.00   

Indirect Costs: 12,111.00   

Total Costs: 37,343.00   

Role: Co-I  

Principal Investigator: Jaggi  

Percent Effort Covered: 4.00%  

  

  

Past Grant Funding  

  

Project Title: Targeted Nanotherapy for Pancreatic Cancer   

Grant Period: 06/24/16 - 04/30/2022  

Funding Agency: NIH   

Type of Grant: R01 CA210192  

Direct Costs: $135,222.00          

Indirect Costs (STDOI): $61,256.00  

Total Costs: $196,478.00  

Role: Co-I  

Principal Investigator: Chauhan  

Percent Effort Covered: 3.00%  

  

Project Title: Development of Targeted Nanotechnology Platform for Pancreatic 

Cancer   

Grant Period: 07/19/2016 - 02/28/2022  

Funding Agency: NIH   

Type of Grant: R01 CA206069  

Direct Costs: $205,495.00          

Indirect Costs (STDOI): $93,089.00  



Total Costs: $298,584.00  

Role: Co-I  

Principal Investigator: Chauhan  

Percent Effort Covered: 5.00%  

  

Project Title: Novel therapeutic approach for the treatment of CR prostate cancer  

Grant Period: 06/01/2020 - 06/30/2023  

Funding Agency: DoD (Hafeez)  

Type of Grant: W18XWH-19-PCRP-TSA  

Direct Costs: 18,001.00   

Indirect Costs: 8,154.00   

Total: 26,155.00   

Total Cost: 26,155.00   

Role: Co-I  

Principal Investigator: Hafeez  

Percent Effort Covered: 5.00%  

  

Project Title: Novel approach to attenuate pancreatic cancer growth and metastasis  

Grant Period: 02/20/2020 - 02/20/2025  

Funding Agency: NIH (Khan)  

Type of Grant: R01 (PA-19-056)  

Direct Costs: 32,405.00   

Indirect Costs: 14,679.00   

Total Costs: 47,084.00   

Role: Co-I  

Principal Investigator: Khan  

Percent Effort Covered: 5.00%  

  

Project Title: CPRIT-Liver Cancer   

Grant Period: 03/01/2020 - 02/28/2023  

Funding Agency: CPRIT (Chauhan)  



Type of Grant: RFA P-20.1-EBP   

Direct Costs: 18,866.00   

Indirect Costs: 8,546.00   

Total Cost: 27,412.00   

Role: Co-I  

Principal Investigator: Chauhan  

Percent Effort Covered: 5.00%   

  

Project Title: Understanding the role of PKD1 in metastatic prostate cancer   

Grant Period: 07/01/2020 - 06/30/2025  

Funding Agency: NIH (Jaggi)  

Type of Grant: R01  

Direct Costs: 33,215.00   

Indirect Costs: 15,046.00   

Total Costs: 48,261.00   

Role: Co-I  

Principal Investigator: Jaggi  

Percent Effort Covered: 5.00%  

  

Project Title: Novel Biomarker and Imaging Agent for Early Detection of Pancreatic 

Cancer   

Grant Period: 07/01/2020 - 06/30/2022  

Funding Agency: Pancreatic Cancer Action Network (Chauhan)  

Type of Grant: Pancreatic Cancer Action Network Translational Research   

Direct Costs: 12,390.00   

Indirect Costs: 5,613.00   

Total Costs: 18,003.00   

Role: Co-I  

Principal Investigator: Chauhan  

Percent Effort Covered: 5.00%  

  



Project Title: MicroRNA based Biomarkers of Alzheimer's Disease in Hispanic 

Americans with Type-2 Diabetes  

Grant Period: 04/01/2021 - 03/31/2023  

Funding Agency: NIH (Roy)  

Type of Grant: R03 (PAS-19-392)  

Direct Costs: 10,010.00   

Indirect Costs: 4,535.00   

Total Costs: 14,545.00   

Role: Co-I  

Principal Investigator: Upal Roy  

Percent Effort Covered: 4.00%  

  

Project Title: MicroRNA based Biomarkers of Alzheimer's Disease in Hispanic 

Americans with Type-2 Diabetes  

Grant Period: 09/01/2021 - 08/31/2023  

Funding Agency: NIH (Roy)  

Type of Grant: R03 (PAS-19-392)  

Direct Costs: 27,140.00   

Indirect Costs: 12,294.00   

Total Cost: 39,434.00   

Role: Co-I  

Principal Investigator: Upal Roy  

Percent Effort Covered: 9.00%  

  

Grant Applications Submitted (Academic Year 2021-2022)  

Project Title: Influence of the Pollutome on Risk of Major Depression In Hispanic 

Families  

Grant Period: 12/01/2021 - 11/30/2026  

Funding Agency: NIH  

Type of Grant: R01  

Direct Costs (STDOI): $1,929,149.00  

Indirect Costs (STDOI): $885,229.00  



Total Costs: $2,814,378.00  

Role: Asst. Professor of Research  

Principal Investigator: Blangero  

Status: Submitted  

Project Title: Interactions of SARS-CoV-2 infection and genetic variation on the risk 

of cognitive decline and Alzheimer’s disease in Ancestral and Admixed Populations  

Grant Period: 04/01/2022 - 03/31/2027  

Funding Agency: NIH (UTHSCSA)  

Type of Grant: U19 (PAR-19-314)  

Direct Costs (STDOI): $2,127,951.00  

Indirect Costs (STDOI): $1,021,416.00  

Total Costs: $3,149,367.00  

Role: Project Lead  

Principal Investigator: Blangero  

Status: Submitted  

Project Title: Flash Glucose Monitoring vs Standard of Care in Diabetes 

Management: Improving Clinical Trial Outcome Data through Genetic Control  

Grant Period: 04/01/2022 - 03/31/2026  

Funding Agency: NIH  

Type of Grant: R01 w/Clinical Trial  

Direct Costs (STDOI): $1,993,600.00  

Indirect Costs (STDOI): $889,727.00  

Total Costs: $2,883,327.00  

Role: Co-I  

Principal Investigator: Manusov  

Status: Submitted  

Project Title: Influence of the Pollutome on Risk of Major Depression In Hispanic 

Families  

Grant Period: 04/01/2022 - 03/31/2027  

Funding Agency: NIH  

Type of Grant: R01  

Direct Costs (STDOI): $1,913,573.00  



Indirect Costs (STDOI): $930,514.00  

Total Costs: $2,844,087.00  

Role: Asst. Professor of Research  

Principal Investigator: Blangero  

Status: Submitted  

Project Title: RGV Comprehensive Research Center for Chronic Liver Diseases 

(RGV-CRCCLD) - Community Engagement Core Lead  

Grant Period: 09/01/2021 - 08/31/2026  

Funding Agency: NIH  

Type of Grant: P50 (RFA-MD-21-007)  

Direct Costs (STDOI): $1,999,766.00  

Indirect Costs (STDOI): $959,888.00  

Total Costs: $2,959,654.00  

Role: Asst. Professor of Research  

Principal Investigator: Chauhan  

Status: Submitted  

Project Title: RGV Comprehensive Research Center for Chronic Liver Diseases 

(RGV-CRCCLD) - Project # 2  

Grant Period: 09/01/2021 - 08/31/2026  

Funding Agency: NIH  

Type of Grant: P50 (RFA-MD-21-007)  

Direct Costs (STDOI): $2,331,028.00  

Indirect Costs (STDOI): $1,118,893.00  

Total Costs: $3,449,921.00  

Role: Co-I  

Principal Investigator: Chauhan  

Status: Submitted  

Project Title: RGV Comprehensive Research Center for Chronic Liver Diseases 

(RGV-CRCCLD) - Project # 3  

Grant Period: 09/01/2021 - 08/31/2026  

Funding Agency: NIH  

Type of Grant: P50 (RFA-MD-21-007)  



Direct Costs (STDOI): $2,499,677.00  

Indirect Costs (STDOI): $1,199,845.00  

Total Costs: $3,699,522.00  

Role: Co-I  

Principal Investigator: Chauhan  

Status: Submitted  

Project Title: Influence of Socio-behavioral Factors on Molecular Determinants of 

HCC Disparity Grant Period: 07/01/2022 - 06/30/2027  

Funding Agency: NIH  

Type of Grant: R01  

Direct Costs (STDOI): $31,538.00  

Indirect Costs (STDOI): $15,138.00  

Total Costs: $46,676.00  

Role: Co-I  

Principal Investigator: Jaggi  

Status: Submitted  

Project Title: Protein Kinase D1 in Prostate Cancer Health Disparity   

Grant Period: 07/01/2022 - 06/30/2027  

Funding Agency: NIH  

Type of Grant: R01  

Direct Costs (STDOI): $31,538.00  

Indirect Costs (STDOI): $15,138.00  

Total Costs: $46,676.00  

Role: Co-I  

Principal Investigator: Jaggi  

Status: Submitted  

Project Title: Novel therapeutic strategy for the treatment of metastatic castration 

resistant prostate cancer    

Grant Period: 07/01/2022 - 06/30/2027  

Funding Agency: NIH  

Type of Grant: R01  



Direct Costs (STDOI): $25,231.00  

Indirect Costs (STDOI): $12,111.00  

Total Costs: $37,342.00  

Role: Co-I  

Principal Investigator: Jaggi  

Status: Submitted  

Project Title: Significance of MUC13 in Cancer    

Grant Period: 07/01/2022 - 06/30/2029  

Funding Agency: NIH  

Type of Grant: R01  

Direct Costs (STDOI): $139,968.00  

Indirect Costs (STDOI): $67,185.00  

Total Costs: $207,153.00  

Role: Co-I  

Principal Investigator: Chauhan  

  

Project Title: Provision of Alzheimer's Dementia Education Program for Mexican 

Americans  

Grant Period: 07/01/2022 - 06/30/2026  

Funding Agency: Texas Alzheimer’s Research and Care Consortium (TARCC)  

Type of Grant: Grant  

Direct Costs (STDOI): $753,530.00  

Indirect Costs (STDOI): $75,354.00  

Total Costs: $828,884.00  

Role: Co-I  

Principal Investigator: Manusov  

Status: Submitted  

Project Title: Center for Cellular Epidemiology of Hispanic Health  

Grant Period: 09/01/2022 - 08/31/2027  

Funding Agency: NIH  

Type of Grant: U54 (RFA-MD-22-002)  



Direct Costs (STDOI): $14,055,923.00  

Indirect Costs (STDOI): $6,758,843.00  

Total Costs: $20,814,766.00  

Role: Co-I  

Principal Investigator: SWB  

Status: Submitted  

Project Title: Trans-Omic Approaches to Factor VIII Immunogenicity in Hemophilia 

A  

Grant Period: 09/01/2022 - 08/31/2026  

Funding Agency: NIH  

Type of Grant: R01  

Direct Costs (STDOI): $1,628,122.00  

Indirect Costs (STDOI): $793,498.00  

Total Costs: $2,421,620.00  

Role: Co-I  

Principal Investigator: Howard  

Status: Submitted  

Project Title: Flash Glucose Monitoring vs Standard of Care in Diabetes 

Management: A Test of Improving Clinical Trial Outcome Data through Genetic 

Control  

Grant Period: 09/01/2022 - 08/31/2026  

Funding Agency: NIH  

Type of Grant: R01  

Direct Costs (STDOI): $1,996,730.00  

Indirect Costs (STDOI): $891,711.00  

Total Costs: $2,888,441.00  

Role: Co-I  

Principal Investigator: Manusov  
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	Education 
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