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Grant Period: 2020 – 2021 
Amount: $131,934  
 
Title: Discovery of Functional Variants in Type 2 Diabetes Genes in Mexican Americans 
Grant Period: 2009-2022 
Source: NIDDK U01DK85524 
Amount:  $3,715,060 
 
Title: Rio Grande Valley Alzheimer's Resource Center for Minority Aging Research: 
Partnerships for Aging 
Sub-Project:  Analysis Core 
Source: NIA P30AG059305 
Grant Period: 2018–2023 
Core Amount: $716,913  
 
Title: South Texas Alzheimer’s Center  
Sub-Project: Genetics and Multiomics Core 
Source: NIA P30AG066546 
Grant Period: 2021-2026 
Core Amount: $889, 233  
 
Title: THRIVE: A unique medical hub for improving health through advanced research and 
clinical care for the Rio Grande Valley 
Funding Agency: Valley Baptist Legacy Foundation 
Grant Period: 2020–2023 
Center for Regenerative Medicine Costs: $3,407,390  
 
Major Completed Grants: 
Title: Gene Networks Influencing Psychotic Dysconnectivity in African Americans 
Grant Period: 2015-2020 
Source: NIMH R01MH106324 
Amount: $1,579,873 
 
Title: Pedigree-Based Whole Genome Sequencing of Affective and Psychotic Disorders 
Grant Period: 2015-2020 
Source: NIMH U01MH105632 
Amount: $4,057,483 
 
Title: Whole Genome Sequencing to Identify Causal Genetic Variants Influencing CVD Risk 
Grant Period: 2012-2019 
Source: NHLBI R01HL113323 
Amount: $8,198,955 
 
Title: Neurodevelopment: Genes, Environment, and their Interactions 
Grant Period: 2015-2019 
Source: NIMH R01MH107248 
Amount: $820,284 



 
Title: Genetics of Brain Structure and Function 
Grant Period: 2006-2015 
Source: NIMH R01MH59490 
Amount:  $3,902,349 
 
Title: Genetics of Brain Structure and Function: Genome Wide Association 
Grant Period: 2008-2015 (NCE) 
Source: NIMH R01MH83824 
Amount: $3,317,653 
 
Title: Integrative Genomics of Vanin Gene Expression in Relation to CVD Risk 
Grant Period: 2010-2014 
Source: NHLBI R01HL93537 
Amount: $1,980,143 
 
Title: Genetics of Atherosclerosis in Mexican Americans 
Grant Period: 2002-2014 (NCE) 
Source: NHLBI P01HL45522 
Amount: $21,851,171 
 
Title: Identification of Genes Influencing Total Antioxidant Status 
Grant Period: 2008-2014 (NCE) 
Source: NHLBI R01HL91035 
Amount: $3,083,415 
 
Title: Quantitative Trait Locus Mapping in Human Pedigrees 
Grant Period: 2000-2010 
Source: NIMH R37MH59490 
Amount: $8,100,632  
 
Title: High Performance Computing System for Human Genomics 
Grant Period: 2010 
Source NCRR S10RR29392 
Amount: $2,068,328 
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