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International, Ann Arbor, MI. #8710112.
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Publications

To date, | have 728 peer-reviewed publications. These publications have been cited >75,000
times (Google Scholar, April, 2022). My current h-index is 119. | am currently ranked as one of
the leading researchers in the world (approximately in the top 0.04%-tile) according to the
bibliometric database published by loannidis et al (PLoS Biol. 2020 Oct 16;18(10):e3000918).
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American Standardbred horses. Anim. Genet. 19, 359-372.
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Blangero, J., MacCluer, J.W., Kammerer, C.M., Mott, G.E., Dyer, T.D., and McGill, H.C.
(1990). Genetic analysis of apolipoprotein A-l in two dietary environments. Am. J. Hum.
Genet. 47, 414-428.

Gill, P.S., Pandey, J.P., Blangero, J., Corruccini, R.S., and Gill, I.S. (1990). Genetic
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density lipoprotein cholesterol levels in the San Antonio Family Heart Study. Segregation
and linkage analyses. Arterioscler. Thromb. Vasc. Biol. 15, 1730-1739.
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gene for apolipoprotein A-lI concentration are thyroid hormone dependent in Mexican
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Quantitative variation in obesity-related traits and insulin precursors linked to the OB gene
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Quantitative genetics of dehydroepiandrosterone sulfate and its relation to possible
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Mitchell, B.D., Kammerer, C.M., Mahaney, M.C., Blangero, J., Comuzzie, A.G., Atwood,
L.D., Haffner, S.M., Stern, M.P., and MacCluer, J.W. (1996a). Genetic analysis of the IRS.
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Mitchell, B.D., Kammerer, C.M., Blangero, J., Mahaney, M.C., Rainwater, D.L., Dyke, B.,
Hixson, J.E., Henkel, R.D., Sharp, R.M., Comuzzie, A.G., VandeBerg, J.L., Stern, M.P.,
and MacCluer, J.W. (1996b). Genetic and environmental contributions to cardiovascular
risk factors in Mexican Americans. The San Antonio Family Heart Study. Circulation 94,
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Stern, M.P., Mitchell, B.D., Blangero, J., Reinhart, L., Krammerer, C.M., Harrison, C.R.,
Shipman, P.A., O’'Connell, P., Frazier, M.L., and MacCluer, J.W. (1996a). Evidence for a
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major gene for type Il diabetes and linkage analyses with selected candidate genes in
Mexican-Americans. Diabetes 45, 563-568.

Stern, M.P., Duggirala, R., Mitchell, B.D., Reinhart, L.J., Shivakumar, S., Shipman, P.A.,
Uresandi, O.C., Benavides, E., Blangero, J., and O’Connell, P. (1996b). Evidence for
linkage of regions on chromosomes 6 and 11 to plasma glucose concentrations in
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analysis of serum alanine transaminase activity in normal and hepatitis C virus-infected
chimpanzees: an application of research-oriented genetic management. Lab. Anim. Sci.
46, 26-30.

Williams-Blangero S, Blangero J, and Subedi J (1996) A role for genetic epidemiology in
the development of international health care programs for soil transmitted helminthiases.
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Perspectives Prentice-Hall: NY. pp 302-315.

Almasy, L., Dyer, T.D., and Blangero, J. (1997a). Bivariate quantitative trait linkage
analysis: pleiotropy versus co-incident linkages. Genet. Epidemiol. 14, 953—958.

Beall, C.M., Strohl, K.P., Blangero, J., Williams-Blangero, S., Decker, M.J., Brittenham,
G.M., and Goldstein, M.C. (1997a). Quantitative genetic analysis of arterial oxygen
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Beall, C.M., Strohl, K.P., Blangero, J., Williams-Blangero, S., Almasy, L.A., Decker, M.J.,
Worthman, C.M., Goldstein, M.C., Vargas, E., Villena, M., Soria, R., Alarcon, A.M., and
Gonzales, C. (1997b). Ventilation and hypoxic ventilatory response of Tibetan and Aymara
high altitude natives. Am. J. Phys. Anthropol. 104, 427-447.

Blangero, J., and Almasy, L. (1997a). Multipoint oligogenic linkage analysis of quantitative
traits. Genet. Epidemiol. 14, 959-964.
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siblings on wild infant chimpanzee social interaction. Behaviour 134:1189-1210.
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data. Genet. Epidemiol. 14, 975-980.
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Comuzzie, A.G., Rainwater, D.L., Blangero, J., Mahaney, M.C., VandeBerg, J.L., and
MacCluer, J.W. (1997c). Shared and unique genetic effects among seven HDL
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component approach to dichotomous trait linkage analysis using a threshold model.
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Jaquish, C.E., Leland, M.M., Dyer, T., Towne, B., and Blangero, J. (1997h). Ontogenetic
changes in genetic regulation of fetal morphometrics in baboons (Papio hamadryas
subspp.). Hum. Biol. 69, 831-848.
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MacCluer, J.W., Blangero, J., Dyer, T.D., and Speer, M.C. (1997). GAW10: simulated
family data for a common oligogenic disease with quantitative risk factors. Genet.
Epidemiol. 14, 737-742.

Mitchell, B.D., Ghosh, S., Schneider, J.L., Birznieks, G., and Blangero, J. (1997). Power
of variance component linkage analysis to detect epistasis. Genet. Epidemiol. 14, 1017—
1022.

Rainwater, D.L., Comuzzie, A.G., VandeBerg, J.L., Mahaney, M.C., and Blangero, J.
(1997). Serum leptin levels are independently correlated with two measures of HDL.
Atherosclerosis 132, 237-243.

Relethford, J.H., Crawford, M.H., and Blangero, J. (1997). Genetic drift and gene flow in
post-famine Ireland. Hum. Biol. 69, 443—-465.

Towne, B., Siervogel, R.M., and Blangero, J. (1997). Effects of genotype-by-sex
interaction on quantitative trait linkage analysis. Genet. Epidemiol. 14, 1053—-1058.

Wang, X.L., Mahaney, M.C., Sim, A.S., Wang, J., Blangero, J., Almasy, L., Badenhop,
R.B., and Wilcken, D.E. (1997). Genetic contribution of the endothelial constitutive nitric
oxide synthase gene to plasma nitric oxide levels. Arterioscler. Thromb. Vasc. Biol. 17,
3147-3153.

Williams, J.T., Duggirala, R., and Blangero, J. (1997). Statistical properties of a variance
components method for quantitative trait linkage analysis in nuclear families and extended
pedigrees. Genet. Epidemiol. 14, 1065-1070.

Williams-Blangero, S., Vandeberg, J.L., Blangero, J., and Teixeira, A.R. (1997a). Genetic
epidemiology of seropositivity for Trypanosoma cruzi infection in rural Goias, Brazil. Am. J.
Trop. Med. Hyg. 57, 538-543.

Williams-Blangero, S., Blangero, J., and Bradley, M. (1997b). Quantitative genetic
analysis of susceptibility to hookworm infection in a population from rural Zimbabwe. Hum.
Biol. 69, 201-208.

Almasy, L., and Blangero, J. (1998a). Multipoint quantitative-trait linkage analysis in
general pedigrees. Am. J. Hum. Genet. 62, 1198-1211.

Beall, C.M., Brittenham, G.M., Strohl, K.P., Blangero, J., Williams-Blangero, S., Goldstein,
M.C., Decker, M.J., Vargas, E., Villena, M., Soria, R., Alarcon, A.M., and Gonzales, C.
(1998). Hemoglobin concentration of high-altitude Tibetans and Bolivian Aymara. Am. J.
Phys. Anthropol. 106, 385—-400.

Begleiter, H., Porjesz, B., Reich, T., Edenberg, H.J., Goate, A., Blangero, J., Almasy, L.,
Foroud, T., Van Eerdewegh, P., Polich, J., Rohrbaugh, J., Kuperman, S., Bauer, L.O.,
O’Connor, S.J., Chorlian, D.B., Li, T.K., Conneally, P.M., Hesselbrock, V., Rice, J.P., et al.
(1998). Quantitative trait loci analysis of human event-related brain potentials: P3 voltage.
Electroencephalogr. Clin. Neurophysiol. 108, 244-250.

Benhorin J, Goldmit M, MacCluer JW, Blangero J, Goffen R, Leibovitch A, Rahat A, Wang
Q, Medina A, Towbin J, and Kerem B (1998) Identification of a new SCN5A mutation,
D1840G, associated with the long QT syndrome. Mutations in brief no. 153. Online. Hum
Mutat 12:72.

Blangero, J. (1998). Complex segregation analysis. In: P Armitage and T Colton (eds):
Encyclopedia of Biostatistics, John Wiley and Sons. pp. 4032-4044.

Borecki, 1.B., Blangero, J., Rice, T., Pérusse, L., Bouchard, C., and Rao, D.C. (1998).
Evidence for at least two major loci influencing human fatness. Am. J. Hum. Genet. 63,
831-838.



89.

90.

91.

92.

93.

94,

95.

96.

97.

98.

99.

100.

101.

Cloninger, C.R., Van Eerdewegh, P., Goate, A., Edenberg, H.J., Blangero, J.,
Hesselbrock, V., Reich, T., Nurnberger, J., Schuckit, M., Porjesz, B., Crowe, R., Rice, J.P.,
Foroud, T., Przybeck, T.R., Almasy, L., Bucholz, K., Wu, W., Shears, S., Carr, K., et al.
(1998). Anxiety proneness linked to epistatic loci in genome scan of human personality
traits. Am. J. Med. Genet. 81, 313-317.

Goksel, D.L., Fischbach, K., Duggirala, R., Mitchell, B.D., Aguilar-Bryan, L., Blangero, J.,
Stern, M.P., and O’Connell, P. (1998). Variant in sulfonylurea receptor-1 gene is
associated with high insulin concentrations in non-diabetic Mexican Americans: SUR-1
gene variant and hyperinsulinemia. Hum. Genet. 103, 280-285.

Hanson, R.L., Ehm, M.G., Pettitt, D.J., Prochazka, M., Thompson, D.B., Timberlake, D.,
Foroud, T., Kobes, S., Baier, L., Burns, D.K., Almasy, L., Blangero, J., Garvey, W.T.,
Bennett, P.H., and Knowler, W.C. (1998). An autosomal genomic scan for loci linked to
type Il diabetes mellitus and body-mass index in Pima Indians. Am. J. Hum. Genet. 63,
1130-1138.

Mitchell, B.D., Blangero, J., Comuzzie, A.G., Almasy, L.A., Shuldiner, A.R., Silver, K.,
Stern, M.P., MacCluer, J.W., and Hixson, J.E. (1998). A paired sibling analysis of the beta-
3 adrenergic receptor and obesity in Mexican Americans. J. Clin. Invest. 101, 584-587.
Porjesz, B., Begleiter, H., Reich, T., Van Eerdewegh, P., Edenberg, H.J., Foroud, T.,
Goate, A., Litke, A., Chorlian, D.B., Stimus, A., Rice, J., Blangero, J., Almasy, L., Sorbell,
J., Bauer, L.O., Kuperman, S., O’'Connor, S.J., and Rohrbaugh, J. (1998). Amplitude of
visual P3 event-related potential as a phenotypic marker for a predisposition to alcoholism:
preliminary results from the COGA Project. Collaborative Study on the Genetics of
Alcoholism. Alcohol. Clin. Exp. Res. 22, 1317-1323.

Williams-Blangero, S., Subedi, J., Upadhayay, R.P., Manral, D.B., Khadka, K., Jirel, S.,
Robinson, E.S., and Blangero, J. (1998). Attitudes towards helminthic infection in the Jirel
population of eastern Nepal. Soc. Sci. Med. 47, 371-379.

Allison, D.B., Neale, M.C., Zannolli, R., Schork, N.J., Amos, C.I., and Blangero, J. (1999).
Testing the robustness of the likelihood-ratio test in a variance-component quantitative-
trait loci-mapping procedure. Am. J. Hum. Genet. 65, 531-544.

Almasy L, and Blangero J (1999a) Linkage strategies for mapping genes for complex
traits in man. In Molecular-Genetic Techniques for Behavioral Neuroscience. W. Crusio
and R. Gerlai, eds. Elsevier Science, Amsterdam. pp 100-112

Almasy, L., Hixson, J.E., Rainwater, D.L., Cole, S., Williams, J.T., Mahaney, M.C.,
VandeBerg, J.L., Stern, M.P., MacCluer, J.W., and Blangero, J. (1999b). Human
pedigree-based quantitative-trait-locus mapping: localization of two genes influencing
HDL-cholesterol metabolism. Am. J. Hum. Genet. 64, 1686—1693.

Almasy, L., Porjesz, B., Blangero, J., Chorlian, D.B., O’'Connor, S.J., Kuperman, S.,
Rohrbaugh, J., Bauer, L.O., Reich, T., Polich, J., and Begleiter, H. (1999c). Heritability of
event-related brain potentials in families with a history of alcoholism. Am. J. Med. Genet.
88, 383-390.

Almasy, L., Williams, J.T., Dyer, T.D., and Blangero, J. (1999d). Quantitative trait locus
detection using combined linkage/disequilibrium analysis. Genet. Epidemiol. 17 Suppl 1,
S31-6.

Beall, C.M., Almasy, L.A., Blangero, J., Williams-Blangero, S., Brittenham, G.M., Strohl,
K.P., Decker, M.J., Vargas, E., Villena, M., Soria, R., Alarcon, A.M., and Gonzales, C.
(1999). Percent of oxygen saturation of arterial hemoglobin among Bolivian Aymara at
3,900-4,000 m. Am. J. Phys. Anthropol. 108, 41-51.

Blangero, J., Williams, J.T., Iturria, S.J., and Almasy, L. (1999). Oligogenic model
selection using the Bayesian Information Criterion: linkage analysis of the P300 Cz event-
related brain potential. Genet. Epidemiol. 17 Suppl 1, S67-72.



102.

103.

104.

105.

106.

107.

108.

109.

110.

111.

112.

113.

114.

115.

Czerwinski, S.A., Mahaney, M.C., Williams, J.T., Almasy, L., and Blangero, J. (1999).
Genetic analysis of personality traits and alcoholism using a mixed discrete continuous
trait variance component model. Genet. Epidemiol. 17 Suppl 1, S121-6.

Demerath, E.W., Towne, B., Wisemandle, W., Blangero, J., Chumlea, W.C., and
Siervogel, R.M. (1999). Serum leptin concentration, body composition, and gonadal
hormones during puberty. Int. J. Obes. Relat. Metab. Disord. 23, 678—685.

Duggirala, R., Mitchell, B.D., Blangero, J., and Stern, M.P. (1999a). Genetic determinants
of variation in gallbladder disease in the Mexican-American population. Genet. Epidemiol.
16, 191-204.

Duggirala, R., Blangero, J., Almasy, L., Dyer, T.D., Williams, K.L., Leach, R.J., O’'Connell,
P., and Stern, M.P. (1999b). Linkage of type 2 diabetes mellitus and of age at onset to a
genetic location on chromosome 10q in Mexican Americans. Am. J. Hum. Genet. 64,
1127-1140.

Duggirala, R., Almasy, L., and Blangero, J. (1999c). Smoking behavior is under the
influence of a major quantitative trait locus on human chromosome 5q. Genet. Epidemiol.
17 Suppl 1, S139-44.

Hixson, J.E., Almasy, L., Cole, S., Birnbaum, S., Mitchell, B.D., Mahaney, M.C., Stern,
M.P., MacCluer, J.W., Blangero, J., and Comuzzie, A.G. (1999). Normal variation in leptin
levels in associated with polymorphisms in the proopiomelanocortin gene, POMC. J. Clin.
Endocrinol. Metab. 84, 3187-3191.

lturria, S.J., Williams, J.T., Almasy, L., Dyer, T.D., and Blangero, J. (1999). An empirical
test of the significance of an observed quantitative trait locus effect that preserves additive
genetic variation. Genet. Epidemiol. 17 Suppl 1, S169-73.

Katzmarzyk, P.T., Mahaney, M.C., Blangero, J., Quek, J.J., and Malina, R.M. (1999).
Potential effects of ethnicity in genetic and environmental sources of variability in the
stature, mass, and body mass index of children. Hum. Biol. 71, 977-987.

MacCluer, J.W., Stern, M.P., Almasy, L., Atwood, L.A., Blangero, J., Comuzzie, A.G.,
Dyke, B., Haffner, S.M., Henkel, R.D., Hixson, J.E., Kammerer, C.M., Mahaney, M.C.,
Mitchell, B.D., Rainwater, D.L., Samollow, P.B., Sharp, R.M., VandeBerg, J.L., and
Williams, J.T. (1999). Genetics of atherosclerosis risk factors in Mexican Americans. Nutr.
Rev. 57, S59-65.

Mahaney, M.C., Blangero, J., Rainwater, D.L., Mott, G.E., Comuzzie, A.G., MacCluer,
J.W., and VandeBerg, J.L. (1999). Pleiotropy and genotype by diet interaction in a baboon
model for atherosclerosis: a multivariate quantitative genetic analysis of HDL subfractions
in two dietary environments. Arterioscler. Thromb. Vasc. Biol. 19, 1134-1141.

Mitchell, B.D., Almasy, L.A., Rainwater, D.L., Schneider, J.L., Blangero, J., Stern, M.P.,
and MacCluer, J.W. (1999a). Diabetes and hypertension in Mexican American families:
relation to cardiovascular risk. Am. J. Epidemiol. 149, 1047-1056.

Mitchell, B.D., Cole, S.A., Comuzzie, A.G., Almasy, L., Blangero, J., MacCluer, J.W., and
Hixson, J.E. (1999b). A quantitative trait locus influencing BMI maps to the region of the
beta-3 adrenergic receptor. Diabetes 48, 1863-1867.

Rainwater, D.L., Almasy, L., Blangero, J., Cole, S.A., VandeBerg, J.L., MacCluer, J.W.,
and Hixson, J.E. (1999). A genome search identifies major quantitative trait loci on human
chromosomes 3 and 4 that influence cholesterol concentrations in small LDL particles.
Arterioscler. Thromb. Vasc. Biol. 19, 777—783.

Rogers, J., Mahaney, M.C., Almasy, L., Comuzzie, A.G., and Blangero, J. (1999).
Quantitative trait linkage mapping in anthropology. Am. J. Phys. Anthropol. Suppl 29, 127-
151.



116.

117.

118.

119.

120.

121.

122.

123.

124,

125.

126.

127.

128.

129.

130.

131.

Rotimi, C.N., Comuzzie, A.G., Lowe, W.L., Luke, A., Blangero, J., and Cooper, R.S.
(1999). The quantitative trait locus on chromosome 2 for serum leptin levels is confirmed
in African-Americans. Diabetes 48, 643—-644.

Towne, B., Almasy, L., Siervogel, R.M., and Blangero, J. (1999). Effects of genotype x
sex interaction on linkage analysis of visual event-related evoked potentials. Genet.
Epidemiol. 17 Suppl 1, S355-60.

Williams, J.T., and Blangero, J. (1999a). Comparison of variance components and
sibpair-based approaches to quantitative trait linkage analysis in unselected samples.
Genet. Epidemiol. 16, 113-134.

Williams, J.T., and Blangero, J. (1999b). Power of variance component linkage analysis
to detect quantitative trait loci. Ann. Hum. Genet. 63, 545-563.

Williams, J.T., and Blangero, J. (1999c). Asymptotic power of likelihood-ratio tests for
detecting quantitative trait loci using the COGA data. Genet. Epidemiol. 17 Suppl 1, S397—-
402.

Williams, J.T., Van Eerdewegh, P., Almasy, L., and Blangero, J. (1999a). Joint multipoint
linkage analysis of multivariate qualitative and quantitative traits. I. Likelihood formulation
and simulation results. Am. J. Hum. Genet. 65, 1134-1147.

Williams, J.T., Begleiter, H., Porjesz, B., Edenberg, H.J., Foroud, T., Reich, T., Goate, A.,
Van Eerdewegh, P., Almasy, L., and Blangero, J. (1999b). Joint multipoint linkage
analysis of multivariate qualitative and quantitative traits. Il. Alcoholism and event-related
potentials. Am. J. Hum. Genet. 65, 1148-1160.

Williams-Blangero, S., Subedi, J., Upadhayay, R.P., Manral, D.B., Rai, D.R., Jha, B.,
Robinson, E.S., and Blangero, J. (1999). Genetic analysis of susceptibility to infection
with Ascaris lumbricoides. Am. J. Trop. Med. Hyg. 60, 921-926.

Blangero, J., Williams, J.T., and Almasy, L. (2000a). Robust LOD scores for variance
component-based linkage analysis. Genet. Epidemiol. 19 Suppl 1, S8-14.

Blangero, J., Williams, J.T., and Almasy, L. (2000b). Quantitative trait locus mapping
using human pedigrees. Hum. Biol. 72, 35-62.

Burke, J.P., Duggirala, R., Hale, D.E., Blangero, J., and Stern, M.P. (2000). Genetic basis
of acanthosis nigricans in Mexican Americans and its association with phenotypes related
to type 2 diabetes. Hum. Genet. 106, 467-472.

Cole, S.A., Mitchell, B.D., Hsueh, W.C., Pineda, P., Beamer, B.A., Shuldiner, A.R.,
Comuzzie, A.G., Blangero, J., and Hixson, J.E. (2000). The Prol2Ala variant of
peroxisome proliferator-activated receptor-gamma2 (PPAR-gammaz2) is associated with
measures of obesity in Mexican Americans. Int. J. Obes. Relat. Metab. Disord. 24, 522—
524.

Comuzzie, A.G., Almasy, L., Cole, S.A., Boss, O., Giacobino, J.P., Muzzin, P., Stern, M.P.,
MacCluer, J.W., Blangero, J., and Hixson, J.E. (2000). Linkage exclusion analysis of the
chromosome 11 region containing UCP2 and UCP3 with obesity-related phenotypes in
Mexican Americans. Int. J. Obes. Relat. Metab. Disord. 24, 1065-1068.

Duggirala R, Arya R, Blangero J, and Crawford MH (2000). Genetic and environmental
determinants of variation in phenotypes related to coronary heart disease and renal
function in the Mennonites. In MH Crawford (ed) Different Seasons. Biological Aging of
Mennonites of the Midwestern United States. University of Kansas Press. pp. 83-99.
Duggirala, R., Blangero, J., Almasy, L., Dyer, T.D., Williams, K.L., Leach, R.J., O’'Connell,
P., and Stern, M.P. (2000). A major susceptibility locus influencing plasma triglyceride
concentrations is located on chromosome 15q in Mexican Americans. Am. J. Hum. Genet.
66, 1237-1245.

Ertekin-Taner, N., Graff-Radford, N., Younkin, L.H., Eckman, C., Baker, M., Adamson, J.,
Ronald, J., Blangero, J., Hutton, M., and Younkin, S.G. (2000). Linkage of plasma



132.

133.

134.

135.

136.

137.

138.

139.

140.

141.

142.

143.

144,

145.

146.

147.

Abeta4d?2 to a quantitative locus on chromosome 10 in late-onset Alzheimer’s disease
pedigrees. Science 290, 2303-2304.

Hamill J, Sidky H, Spielbauer RH, Subedi J, Singh R, Blangero J, and Williams-Blangero
S (2000a). Preliminary ethnosemantics of the Avifauna vocabulary in Jirel. Contributions to
Nepalese Studies January: 53-77.

Hamill J, Sidky H, Subedi J, Spielbauer RH, Singh R, Blangero J, and Williams-Blangero
S (2000b). Some sociocultural consequences of transportation development in the Jiri
Valley, Nepal. Contributions to Nepalese Studies January: 89-95.

Hamill J, Sidky H, Spielbauer RH, Subedi J, Singh R, Blangero J, and Williams-Blangero
S (2000c). A brief report of some Jirel vocabulary. Contributions to Nepalese Studies
January: 79-88.

Hixson, J.E., and Blangero, J. (2000). Genomic searches for genes that influence
atherosclerosis and its risk factors. Ann. N. Y. Acad. Sci. 902, 1-7.

Iturria, S.J., and Blangero, J. (2000). An EM algorithm for obtaining maximum likelihood
estimates in the multi-phenotype variance components linkage model. Ann. Hum. Genet.
64, 349-362.

Kissebah, A.H., Sonnenberg, G.E., Myklebust, J., Goldstein, M., Broman, K., James, R.G.,
Marks, J.A., Krakower, G.R., Jacob, H.J., Weber, J., Martin, L., Blangero, J., and
Comuzzie, A.G. (2000). Quantitative trait loci on chromosomes 3 and 17 influence
phenotypes of the metabolic syndrome. Proc. Natl. Acad. Sci. U. S. A. 97, 14478-14483.
Mitchell, B.D., Cole, S.A., Bauer, R.L., lturria, S.J., Rodriguez, E.A., Blangero, J.,
MacCluer, J.W., and Hixson, J.E. (2000a). Genes influencing variation in serum
osteocalcin concentrations are linked to markers on chromosomes 16q and 20q. J. Clin.
Endocrinol. Metab. 85, 1362—1366.

Mitchell, B.D., Cole, S.A., Hsueh, W.C., Comuzzie, A.G., Blangero, J., MacCluer, J.W.,
and Hixson, J.E. (2000b). Linkage of serum insulin concentrations to chromosome 3p in
Mexican Americans. Diabetes 49, 513-516.

Nguyen, T. V, Blangero, J., and Eisman, J.A. (2000). Genetic epidemiological approaches
to the search for osteoporosis genes. J. Bone Miner. Res. 15, 392—-401.

Sidky H, Hamill J, Subedi J, Speilbauer RH, Singh R, Blangero J, and Williams-Blangero
S. (2000). Social organization, economy and kinship among the Jirels of Eastern Nepal.
Contributions to Nepalese Studies January: 5-22.

Sidky H, Spielbauer RH, Subedi J, Hamill J, Singh R, Blangero J, and Williams-Blangero
S. (2000) .Jirel religion: A preliminary look at the rites and rituals of the Jirels of Eastern
Nepal. Contributions to Nepalese Studies January: 23-37.

Sidky H, Spielbauer RH, Subedi J, Hamill J, Singh R, Blangero J, and Williams-Blangero
S. (2000.) Phombos: A look at traditional healers among the Jirels of Eastern Nepal.
Contributions to Nepalese Studies January: 39-52.

Sinsheimer, J.S., Blangero, J., and Lange, K. (2000). Gamete-competition models. Am. J.
Hum. Genet. 66, 1168-1172.

Soria, J.M., Almasy, L., Souto, J.C., Tirado, I., Borell, M., Mateo, J., Slifer, S., Stone, W.,
Blangero, J., and Fontcuberta, J. (2000). Linkage analysis demonstrates that the
prothrombin G20210A mutation jointly influences plasma prothrombin levels and risk of
thrombosis. Blood 95, 2780-2785.

Souto, J.C., Almasy, L., Mufiz-Diaz, E., Soria, J.M., Borrell, M., Bayén, L., Mateo, J.,
Madoz, P., Stone, W., Blangero, J., and Fontcuberta, J. (2000a). Functional effects of the
ABO locus polymorphism on plasma levels of von Willebrand factor, factor VIII, and
activated partial thromboplastin time. Arterioscler. Thromb. Vasc. Biol. 20, 2024-2028.
Souto, J.C., Almasy, L., Borrell, M., Blanco-Vaca, F., Mateo, J., Soria, J.M., Coll, I.,
Felices, R., Stone, W., Fontcuberta, J., and Blangero, J. (2000b). Genetic susceptibility to



148.

149.

150.

151.

152.

153.

154.

155.

156.

157.

158.

159.

160.

161.

162.

thrombosis and its relationship to physiological risk factors: the GAIT study. Genetic
Analysis of Idiopathic Thrombophilia. Am. J. Hum. Genet. 67, 1452—-1459.

Souto, J.C., Almasy, L., Borrell, M., Gari, M., Martinez, E., Mateo, J., Stone, W.H.,
Blangero, J., and Fontcuberta, J. (2000c). Genetic determinants of hemostasis
phenotypes in Spanish families. Circulation 101, 1546-1551.

Subedi J, Sidky H, Hamill J, Spielbauer RH, Singh R, Blangero J, and Williams-Blangero
S. (2000). Jirels, Jiri and politics: An overview. Contributions to Nepalese Studies January:
117-126.

Subedi J, Subedi S, Sidky H, Singh R, Blangero J, and Williams-Blangero S. (2000).
Health and health care in Jiri. Contributions to Nepalese Studies January: 97-104.
Taussig M, Subedi S, Subedi J, Ross J, Broughton CL, Singh R, Blangero J, and
Williams-Blangero S. (2000.) Mental illness in Jiri, Nepal. Contributions to Nepalese
Studies January: 105-115.

Almasy, L., and Blangero, J. (2001). Endophenotypes as quantitative risk factors for
psychiatric disease: rationale and study design. Am. J. Med. Genet. 105, 42—-44.

Almasy, L., Terwilliger, J.D., Nielsen, D., Dyer, T.D., Zaykin, D., and Blangero, J. (2001a).
GAW12: simulated genome scan, sequence, and family data for a common disease.
Genet. Epidemiol. 21 Suppl 1, S332-8.

Almasy, L., Porjesz, B., Blangero, J., Goate, A., Edenberg, H.J., Chorlian, D.B.,
Kuperman, S., O’Connor, S.J., Rohrbaugh, J., Bauer, L.O., Foroud, T., Rice, J.P., Reich,
T., and Begleiter, H. (2001b). Genetics of event-related brain potentials in response to a
semantic priming paradigm in families with a history of alcoholism. Am. J. Hum. Genet. 68,
128-135.

Almasy, L., Towne, B., Peterson, C., and Blangero, J. (2001c). Detecting genotype x age
interaction. Genet. Epidemiol. 21 Suppl 1, S819-24.

Arya, R., Duggirala, R., Williams, J.T., Almasy, L., and Blangero, J. (2001). Power to
localize the major gene for disease liability is increased after accounting for the effects of
related quantitative phenotypes. Genet. Epidemiol. 21 Suppl 1, S774-8.

Bethony, J., Williams, J.T., Almasy, L., Corréa-Oliveira, R., Blangero, J.C., and Williams-
Blangero, S. (2001a). Genetic analysis of quantitative traits in highly ascertained samples:
total serum IgE in families with asthma. Genet. Epidemiol. 21 Suppl 1, S174-9.

Bethony, J., Williams, J.T., Kloos, H., Blangero, J., Alves-Fraga, L., Buck, G., Michalek,
A., Williams-Blangero, S., Loverde, P.T., Corréa-Oliveira, R., and Gazzinelli, A. (2001b).
Exposure to Schistosoma mansoni infection in a rural area in Brazil. II: household risk
factors. Trop. Med. Int. Health 6, 136—-145.

Bethony, J., Gazzinelli, A., Lopes, A., Pereira, W., Alves-Oliveira, L., Willams-Blangero, S.,
Blangero, J., Loverde, P., and Corréa-Oliveira, R. (2001c). Genetic epidemiology of fecal
egg excretion during Schistosoma mansoni infection in an endemic area in Minas Gerais,
Brazil. Mem. Inst. Oswaldo Cruz 96 Suppl, 49-55.

Blangero, J., Williams, J.T., and Almasy, L. (2001). Variance component methods for
detecting complex trait loci. Adv. Genet. 42, 151-181.

Comuzzie, A.G., Williams, J.T., Martin, L.J., and Blangero, J. (2001a). Searching for
genes underlying normal variation in human adiposity. J. Mol. Med. (Berl). 79, 57-70.
Comuzzie, A.G., Funahashi, T., Sonnenberg, G., Martin, L.J., Jacob, H.J., Black, A.E.,
Maas, D., Takahashi, M., Kihara, S., Tanaka, S., Matsuzawa, Y., Blangero, J., Cohen, D.,
and Kissebah, A. (2001b). The genetic basis of plasma variation in adiponectin, a global
endophenotype for obesity and the metabolic syndrome. J. Clin. Endocrinol. Metab. 86,
4321-4325.



163.

164.

165.

166.

167.

168.

169.

170.

171.

172.

173.

174.

175.

176.

177.

Czerwinski, S.A., Williams, J.T., Demerath, EW., Towne, B., Siervogel, R.M., and
Blangero, J. (2001). Does accounting for mitochondrial genetic variation improve the fit of
genetic models? Genet. Epidemiol. 21 Suppl 1, S779-82.

Demerath, E., Towne, B., Blangero, J., and Siervogel, R.M. (2001). The relationship of
soluble ICAM-1, VCAM-1, P-selectin and E-selectin to cardiovascular disease risk factors
in healthy men and women. Ann. Hum. Biol. 28, 664—678.

Duggirala, R., Blangero, J., Almasy, L., Arya, R., Dyer, T.D., Williams, K.L., Leach, R.J.,
O’Connell, P., and Stern, M.P. (2001). A major locus for fasting insulin concentrations and
insulin resistance on chromosome 6q with strong pleiotropic effects on obesity-related
phenotypes in nondiabetic Mexican Americans. Am. J. Hum. Genet. 68, 1149-1164.
Dyer, T.D., Blangero, J., Williams, J.T., Goring, H.H., and Mahaney, M.C. (2001). The
effect of pedigree complexity on quantitative trait linkage analysis. Genet. Epidemiol. 21
Suppl 1, S236-43.

Ertekin-Taner, N., Graff-Radford, N., Younkin, L.H., Eckman, C., Adamson, J., Schaid,
D.J., Blangero, J., Hutton, M., and Younkin, S.G. (2001). Heritability of plasma amyloid
beta in typical late-onset Alzheimer’s disease pedigrees. Genet. Epidemiol. 21, 19-30.
Goring, H.H., Terwilliger, J.D., and Blangero, J. (2001a). Large upward bias in estimation
of locus-specific effects from genomewide scans. Am. J. Hum. Genet. 69, 1357-1369.
Goring, H.H., Williams, J.T., and Blangero, J. (2001b). Linkage analysis of quantitative
traits in randomly ascertained pedigrees: comparison of penetrance-based and variance
component analysis. Genet. Epidemiol. 21 Suppl 1, S783-8.

Hsueh, W.C., Goéring, H.H., Blangero, J., and Mitchell, B.D. (2001a). Replication of
linkage to quantitative trait loci: variation in location and magnitude of the lod score. Genet.
Epidemiol. 21 Suppl 1, S473-8.

Hsueh, W.C., Cole, S.A., Shuldiner, A.R., Beamer, B.A., Blangero, J., Hixson, J.E.,
MacCluer, J.W., and Mitchell, B.D. (2001b). Interactions between variants in the beta3-
adrenergic receptor and peroxisome proliferator-activated receptor-gamma2 genes and
obesity. Diabetes Care 24, 672—677.

Martin, L.J., Comuzzie, A.G., North, K.E., Williams, J.T., and Blangero, J. (2001a). The
utility of Bayesian model averaging for detecting known oligogenic effects. Genet.
Epidemiol. 21 Suppl 1, S789-93.

Martin, L.J., Blangero, J., Rogers, J., Mahaney, M.C., Hixson, J.E., Carey, K.D., and
Comuzzie, A.G. (2001b). A quantitative trait locus influencing activin-to-estrogen ratio in
pedigreed baboons maps to a region homologous to human chromosome 19. Hum. Biol.
73, 787-800.

Martin, L.J., Blangero, J., Rogers, J., Mahaney, M.C., Hixson, J.E., Carey, K.D., Morin,
P.A., and Comuzzie, A.G. (2001c). A quantitative trait locus influencing estrogen levels
maps to a region homologous to human chromosome 20. Physiol. Genomics 5, 75-80.
Mitchell, B.D., Hsueh, W.C., Schneider, J.L., and Blangero, J. (2001). Using step-wise
linear regression to detect “functional” sequence variants: application to simulated data.
Genet. Epidemiol. 21 Suppl 1, S353-7.

Souto, J.C., Almasy, L., Blangero, J., Stone, W., Borrell, M., Urrutia, T., Mateo, J., and
Fontcuberta, J. (2001). Genetic regulation of plasma levels of vitamin K-dependent
proteins involved in hematostatis: results from the GAIT Project. Genetic Analysis of
Idiopathic Thrombophilia. Thromb. Haemost. 85, 88-92.

Thomas, D.C., Borecki, I.B., Thomson, G., Weiss, K., Almasy, L., Blangero, J., Nielsen,
D., Terwilliger, J., Zaykin, D., and MacCluer, J. (2001). Evolution of the simulated data
problem. Genet. Epidemiol. 21 Suppl 1, S325-31.



178.

179.

180.

181.

182.

183.

184.

185.

186.

187.

188.

189.

190.

191.

Williams, J.T., North, K.E., Martin, L.J., Comuzzie, A.G., Gdring, H.H., and Blangero, J.
(2001). Distribution of lod scores in oligogenic linkage analysis. Genet. Epidemiol. 21
Suppl 1, S805-10.

Arya, R., Blangero, J., Williams, K., Almasy, L., Dyer, T.D., Leach, R.J., O’Connell, P.,
Stern, M.P., and Duggirala, R. (2002a). Factors of insulin resistance syndrome--related
phenotypes are linked to genetic locations on chromosomes 6 and 7 in nondiabetic
mexican-americans. Diabetes 51, 841-847.

Arya, R., Duggirala, R., Almasy, L., Rainwater, D.L., Mahaney, M.C., Cole, S., Dyer, T.D.,
Williams, K., Leach, R.J., Hixson, J.E., MacCluer, J.W., O'Connell, P., Stern, M.P., and
Blangero, J. (2002b). Linkage of high-density lipoprotein-cholesterol concentrations to a
locus on chromosome 9p in Mexican Americans. Nat. Genet. 30, 102—-105.

Bethony, J., Williams, J.T., Blangero, J., Kloos, H., Gazzinelli, A., Soares-Filho, B.,
Coelho, L., Alves-Fraga, L., Williams-Blangero, S., Loverde, P.T., and Correa-Oliveira, R.
(2002). Additive host genetic factors influence fecal egg excretion rates during
Schistosoma mansoni infection in a rural area in Brazil. Am. J. Trop. Med. Hyg. 67, 336—
343.

Broeckel, U., Hengstenberg, C., Mayer, B., Holmer, S., Martin, L.J., Comuzzie, A.G.,
Blangero, J., Nurnberg, P., Reis, A., Riegger, G.A.J., Jacob, H.J., and Schunkert, H.
(2002). A comprehensive linkage analysis for myocardial infarction and its related risk
factors. Nat. Genet. 30, 210-214.

Duggirala, R., Uttley, M., Williams, K., Arya, R., Blangero, J., and Crawford, M.H. (2002).
Genetic determination of biological age in the Mennonites of the Midwestern United
States. Genet. Epidemiol. 23, 97-109.

Hunt, K.J., Duggirala, R., Goéring, H.H.H., Williams, J.T., Alimasy, L., Blangero, J.,
O’Leary, D.H., and Stern, M.P. (2002). Genetic basis of variation in carotid artery plaque in
the San Antonio Family Heart Study. Stroke. 33, 2775-2780.

Martin, L.J., Cole, S.A., Hixson, J.E., Mahaney, M.C., Czerwinski, S.A., Almasy, L.,
Blangero, J., and Comuzzie, A.G. (2002a). Genotype by smoking interaction for leptin
levels in the San Antonio Family Heart Study. Genet. Epidemiol. 22, 105-115.

Martin, L.J., Mahaney, M.C., Almasy, L., Hixson, J.E., Cole, S.A., MacCluer, J.W.,
Jaquish, C.E., Blangero, J., and Comuzzie, A.G. (2002b). A quantitative trait locus on
chromosome 22 for serum leptin levels adjusted for serum testosterone. Obes. Res. 10,
602-607.

Martin, L.J., Comuzzie, A.G., Dupont, S., Vionnet, N., Dina, C., Gallina, S., Houari, M.,
Blangero, J., and Froguel, P. (2002c). A quantitative trait locus influencing type 2 diabetes
susceptibility maps to a region on 5q in an extended French family. Diabetes 51, 3568—
3572.

Martin, L.J., Mahaney, M.C., Almasy, L., MacCluer, J.W., Blangero, J., Jaquish, C.E., and
Comuzzie, A.G. (2002d). Leptin’s sexual dimorphism results from genotype by sex
interactions mediated by testosterone. Obes. Res. 10, 14-21.

Merikangas, K.R., Chakravarti, A., Moldin, S.0., Araj, H., Blangero, J.C., Burmeister, M.,
Crabbe, J., Depaulo, J.R., Foulks, E., Freimer, N.B., Koretz, D.S., Lichtenstein, W.,
Mignot, E., Reiss, A.L., Risch, N.J., and Takahashi, J.S. (2002). Future of genetics of
mood disorders research. Biol. Psychiatry 52, 457-477.

Soria, J.M., Almasy, L., Souto, J.C., Bacq, D., Buil, A., Faure, A., Martinez-Marchan, E.,
Mateo, J., Borrell, M., Stone, W., Lathrop, M., Fontcuberta, J., and Blangero, J. (2002a).
A quantitative-trait locus in the human factor Xl gene influences both plasma factor XlI
levels and susceptibility to thrombotic disease. Am. J. Hum. Genet. 70, 567-574.

Soria, J.M., Blangero, J., Souto, J.C., Martinez-Sanchez, E., Martinez-Marchan, E., Coll,
I, Tirado, I., Cercés, A., Almasy, L., and Fontcuberta, J. (2002b). Identification of a large



192.

193.

194.

195.

196.

197.

198.

199.

200.

201.

202.

203.

204.

205.

deletion and three novel mutations in exon 13 of the factor V gene in a Spanish family with
normal factor V coagulant and anticoagulant properties. Hum. Genet. 111, 59-65.

Souto, J.C., Almasy, L., Borrell, M., Stone, W.H., Blanco-Vaca, F., Soria, J.M., Blangero,
J., and Fontcuberta, J. (2002). Thromboplastin-thrombomodulin-mediated time and serum
folate levels are genetically correlated with the risk of thromboembolic disease: results
from the GAIT project. Thromb. Haemost. 87, 68—73.

Williams-Blangero, S., McGarvey, S.T., Subedi, J., Wiest, P.M., Upadhayay, R.P., Rai,
D.R., Jha, B., Olds, G.R., Guanling, W., and Blangero, J. (2002a). Genetic component to
susceptibility to Trichuris trichiura: evidence from two Asian populations. Genet. Epidemiol.
22, 254-264.

Williams-Blangero, S., VandeBerg, J.L., Subedi, J., Aivaliotis, M.J., Rai, D.R., Upadhayay,
R.P., Jha, B., and Blangero, J. (2002b). Genes on chromosomes 1 and 13 have
significant effects on Ascaris infection. Proc. Natl. Acad. Sci. U. S. A. 99, 5533-5538.
Almasy, L., Soria, J.M., Souto, J.C., Call, I., Bacq, D., Faure, A., Mateo, J., Borrell, M.,
Mufioz, X., Sala, N., Stone, W.H., Lathrop, M., Fontcuberta, J., and Blangero, J. (2003). A
guantitative trait locus influencing free plasma protein S levels on human chromosome 1q:
results from the Genetic Analysis of Idiopathic Thrombophilia (GAIT) project. Arterioscler.
Thromb. Vasc. Biol. 23, 508-511.

Arya, R., Lehman, D., Hunt, K.J., Schneider, J., Almasy, L., Blangero, J., Stern, M.P., and
Duggirala, R. (2003). Evidence for bivariate linkage of obesity and HDL-C levels in the
Framingham Heart Study. BMC Genet. 4 Suppl 1, S52.

Blangero, J., Williams, J.T., and Almasy, L. (2003). Novel family-based approaches to
genetic risk in thrombosis. J. Thromb. Haemost. 1, 1391-1397.

Cole, S.A., Martin, L.J., Peebles, KW., Leland, M.M., Rice, K., VandeBerg, J.L.,
Blangero, J., and Comuzzie, A.G. (2003). Genetics of leptin expression in baboons. Int. J.
Obes. Relat. Metab. Disord. 27, 778-783.

Comuzzie, A.G., Mitchell, B.D., Cole, S., Martin, L.J., Hsueh, W.-C., Rainwater, D.L.,
Almasy, L., Stern, M.P., Hixson, J., MacCluer, J.W., and Blangero, J. (2003a). The
genetics of obesity in Mexican Americans: the evidence from genome scanning efforts in
the San Antonio family heart study. Hum. Biol. 75, 635-646.

Comuzzie, A.G., Cole, S.A., Matrtin, L., Carey, K.D., Mahaney, M.C., Blangero, J., and
VandeBerg, J.L. (2003b). The baboon as a nonhuman primate model for the study of the
genetics of obesity. Obes. Res. 11, 75-80.

Diego, V.P., Almasy, L., Dyer, T.D., Soler, J.M.P., and Blangero, J. (2003). Strategy and
model building in the fourth dimension: a null model for genotype x age interaction as a
Gaussian stationary stochastic process. BMC Genet. 4 Suppl 1, S34.

Duggirala, R., Almasy, L., Blangero, J., Jenkinson, C.P., Arya, R., DeFronzo, R.A., Stern,
M.P., and O’Connell, P. (2003). Further evidence for a type 2 diabetes susceptibility locus
on chromosome 11q. Genet. Epidemiol. 24, 240-242.

Esparza-Gordillo, J., Soria, J.M., Buil, A., Souto, J.C., Almasy, L., Blangero, J.,
Fontcuberta, J., and de Cérdoba, S.R. (2003). Genetic determinants of variation in the
plasma levels of the C4b-binding protein (C4BP) in Spanish families. Immunogenetics 54,
862—-866.

Goring, H.H.H., Williams, J.T., Dyer, T.D., and Blangero, J. (2003). On different
approximations to multilocus identity-by-descent calculations and the resulting power of
variance component-based linkage analysis. BMC Genet. 4 Suppl 1, S72.

Kammerer, C.M., Schneider, J.L., Cole, S.A., Hixson, J.E., Samollow, P.B., O’'Connell,
J.R., Perez, R., Dyer, T.D., Almasy, L., Blangero, J., Bauer, R.L., and Mitchell, B.D.
(2003). Quantitative trait loci on chromosomes 2p, 4p, and 13q influence bone mineral
density of the forearm and hip in Mexican Americans. J. Bone Miner. Res. 18, 2245-2252.



206.

207.

208.

2009.

210.

211.

212.

213.

214.

215.

216.

217.

218.

219.

220.

221.

Mahaney, M.C., Alimasy, L., Rainwater, D.L., VandeBerg, J.L., Cole, S.A., Hixson, J.E.,
Blangero, J., and MacCluer, J.W. (2003). A quantitative trait locus on chromosome 16q
influences variation in plasma HDL-C levels in Mexican Americans. Arterioscler. Thromb.
Vasc. Biol. 23, 339-345.

Martin, L.J., Kissebah, A.H., Sonnenberg, G.E., Blangero, J., and Comuzzie, A.G.
(2003a). Genotype-by-smoking interaction for leptin levels in the Metabolic Risk
Complications of Obesity Genes project. Int. J. Obes. Relat. Metab. Disord. 27, 334—-340.
Martin, L.J., North, K.E., Dyer, T., Blangero, J., Comuzzie, A.G., and Williams, J. (2003b).
Phenotypic, genetic, and genome-wide structure in the metabolic syndrome. BMC Genet.
4 Suppl 1, S95.

Soler, J.M.P., and Blangero, J. (2003). Longitudinal familial analysis of blood pressure
involving parametric (co)variance functions. BMC Genet. 4 Suppl 1, S87.

Soria, J.M., Almasy, L., Souto, J.C., Buil, A., Martinez-Sanchez, E., Mateo, J., Borrell, M.,
Stone, W.H., Lathrop, M., Fontcuberta, J., and Blangero, J. (2003). A new locus on
chromosome 18 that influences normal variation in activated protein C resistance
phenotype and factor VIII activity and its relation to thrombosis susceptibility. Blood 101,
163-167.

Souto, J.C., Almasy, L., Soria, J.M., Buil, A., Stone, W., Lathrop, M., Blangero, J., and
Fontcuberta, J. (2003a). Genome-wide linkage analysis of von Willebrand factor plasma
levels: results from the GAIT project. Thromb. Haemost. 89, 468-474.

Souto, J.C., Remacha, A., Buil, A., Almasy, L., Blangero, J., and Fontcuberta, J. (2003b).
Genetic determinants of iron metabolism plasma phenotypes and their relationship with
risk of thrombosis. Haematologica 88, 1436-1438.

Walder, K., Segal, D., Jowett, J., Blangero, J., and Collier, G.R. (2003). Obesity and
diabetes gene discovery approaches. Curr. Pharm. Des. 9, 1357-1372.
Williams-Blangero, S., VandeBerg, J.L., Blangero, J., and Corréa-Oliveira, R. (2003).
Genetic epidemiology of Trypanosoma cruzi infection and Chagas’ disease. Front. Biosci.
8, e337-45.

Almasy, L., and Blangero, J. (2004a). Exploring positional candidate genes: linkage
conditional on measured genotype. Behav. Genet. 34, 173-177.

Arya, R., Duggirala, R., Jenkinson, C.P., Almasy, L., Blangero, J., O’Connell, P., and
Stern, M.P. (2004). Evidence of a novel quantitative-trait locus for obesity on chromosome
4p in Mexican Americans. Am. J. Hum. Genet. 74, 272-282.

Blangero, J. (2004). Localization and identification of human quantitative trait loci: King
Harvest has surely come. Curr. Opin. Genet. Dev. 14, 233-240.

Buil, A., Soria, J.M., Souto, J.C., Almasy, L., Lathrop, M., Blangero, J., and Fontcuberta,
J. (2004). Protein C levels are regulated by a quantitative trait locus on chromosome 16:
results from the Genetic Analysis of Idiopathic Thrombophilia (GAIT) Project. Arterioscler.
Thromb. Vasc. Biol. 24, 1321-1325.

Cai, G., Cole, S.A., Bastarrachea, R.A., Bastarrachea-Sosa, R.A., Maccluer, J.W.,
Blangero, J., and Comuzzie, A.G. (2004a). Quantitative trait locus determining dietary
macronutrient intakes is located on human chromosome 2p22. Am. J. Clin. Nutr. 80,
1410-1414.

Cai, G., Cole, S.A,, Tejero, M.E., Proffitt, J.M., Freeland-Graves, J.H., Blangero, J., and
Comuzzie, A.G. (2004b). Pleiotropic effects of genes for insulin resistance on adiposity in
baboons. Obes. Res. 12, 1766-1772.

Cai, G., Cole, S.A,, Freeland-Graves, J.H., MacCluer, J.W., Blangero, J., and Comuzzie,
A.G. (2004c). Principal component for metabolic syndrome risk maps to chromosome 4p
in Mexican Americans: the San Antonio Family Heart Study. Hum. Biol. 76, 651-665.



222.

223.

224,

225.

226.

227.

228.

229.

230.

231.

232.

233.

234.

235.

Cai, G., Cole, S.A,, Freeland-Graves, J.H., MacCluer, J.W., Blangero, J., and Comuzzie,
A.G. (2004d). Genome-wide scans reveal quantitative trait Loci on 8p and 13q related to
insulin action and glucose metabolism: the San Antonio Family Heart Study. Diabetes 53,
1369-1374.

Czerwinski, S.A., Mahaney, M.C., Rainwater, D.L., Vandeberg, J.L., MacCluer, J.W.,
Stern, M.P., and Blangero, J. (2004). Gene by smoking interaction: evidence for effects
on low-density lipoprotein size and plasma levels of triglyceride and high-density
lipoprotein cholesterol. Hum. Biol. 76, 863-876.

Esparza-Gordillo, J., Soria, J.M., Buil, A., Souto, J.C., Almasy, L., Blangero, J., de
Coérdoba, S.R., and Fontcuberta, J. (2004a). Genetic correlation between plasma levels of
C4BP isoforms containing beta chains and susceptibility to thrombosis. J. Med. Genet. 41,
e5.

Esparza-Gordillo, J., Soria, J.M., Buil, A., Almasy, L., Blangero, J., Fontcuberta, J., and
Rodriguez de Cordoba, S. (2004b). Genetic and environmental factors influencing the
human factor H plasma levels. Immunogenetics 56, 77-82.

Jowett, J.B., Elliott, K.S., Curran, J.E., Hunt, N., Walder, K.R., Collier, G.R., Zimmet, P.Z.,
and Blangero, J. (2004). Genetic variation in BEACON influences quantitative variation in
metabolic syndrome-related phenotypes. Diabetes 53, 2467-2472.

Kent, J.W., Comuzzie, A.G., Mahaney, M.C., Almasy, L., Rainwater, D.L., VandeBerg,
J.L., MacCluer, J.W., and Blangero, J. (2004). Intercellular adhesion molecule-1
concentration is genetically correlated with insulin resistance, obesity, and HDL
concentration in Mexican Americans. Diabetes 53, 2691-2695.

Kunwar C, Subba B, Chapagain R, Jha B, Subedi J, Blangero J,

Williams-Blangero S, and Towne B. (2004). A human case of Hymenolepis diminuta
infection in Nepal. Journal of the Institute of Medicine (Nepal) 26:29-30

Kunwar C, Shrestha M, Subba B, Jha B, Subedi J, Blangero J, Williams-Blangero S, and
Towne B. (2004). Intestinal parasitic infections among very young children in a rural
community in Eastern Nepal. Journal of the Nepal Association for Medical Laboratory
Sciences 6:11-13

Martin, L.J., Comuzzie, A.G., Sonnenberg, G.E., Myklebust, J., James, R., Marks, J.,
Blangero, J., and Kissebah, A.H. (2004a). Major quantitative trait locus for resting heart
rate maps to a region on chromosome 4. Hypertension 43, 1146-1151.

Martin, L.J., Cianflone, K., Zakarian, R., Nagrani, G., Almasy, L., Rainwater, D.L., Cole, S.,
Hixson, J.E., MacCluer, J.W., Blangero, J., and Comuzzie, A.G. (2004b). Bivariate
linkage between acylation-stimulating protein and BMI and high-density lipoproteins.
Obes. Res. 12, 669-678.

North, K.E., Rose, K.M., Borecki, I.B., Oberman, A., Hunt, S.C., Miller, M.B., Blangero, J.,
Almasy, L., and Pankow, J.S. (2004). Evidence for a gene on chromosome 13 influencing
postural systolic blood pressure change and body mass index. Hypertension 43, 780-784.
Rainwater, D.L., Mahaney, M.C., VandeBerg, J.L., Brush, G., Almasy, L., Blangero, J.,
Dyke, B., Hixson, J.E., Cole, S.A., and MacCluer, J.W. (2004). A quantitative trait locus
influences coordinated variation in measures of ApoB-containing lipoproteins.
Atherosclerosis 176, 379-386.

Samollow, P.B., Perez, G., Kammerer, C.M., Finegold, D., Zwartjes, P.W., Havill, L.M.,
Comuzzie, A.G., Mahaney, M.C., Goring, H.H., Blangero, J., Foley, T.P., and Barmada,
M.M. (2004). Genetic and environmental influences on thyroid hormone variation in
Mexican Americans. J. Clin. Endocrinol. Metab. 89, 3276-3284.

Sonnenberg, G.E., Krakower, G.R., Martin, L.J., Olivier, M., Kwitek, A.E., Comuzzie, A.G.,
Blangero, J., and Kissebah, A.H. (2004). Genetic determinants of obesity-related lipid
traits. J. Lipid Res. 45, 610-615.



236.

237.

238.

239.

240.

241.

242.

243.

244,

245.

246.

247.

248.

249.

Tejero, M.E., Proffitt, J.M., Cole, S.A., Freeland-Graves, J.H., Cai, G., Peebles, KW., Cox,
L.A., Mahaney, M.C., Rogers, J., Vandeberg, J.L., Blangero, J., and Comuzzie, A.G.
(2004). Quantitative genetic analysis of glucose transporter 4 mRNA levels in baboon
adipose. Obes. Res. 12, 1652-1657.

Williams, J.T., and Blangero, J. (2004). Power of variance component linkage analysis-II.
Discrete traits. Ann. Hum. Genet. 68, 620-632.

Williams-Blangero, S., Corréa-Oliveira, R., Vandeberg, J.L., Subedi, J., Upadhayay, R.P.,
Rai, D.R., Jha, B., and Blangero, J. (2004). Genetic influences on plasma cytokine
variation in a parasitized population. Hum. Biol. 76, 515-525.

Almasy, L., Soria, J.M., Souto, J.C., Warren, D.M., Buil, A., Borrell, M., Mufioz, X., Sala,
N., Lathrop, M., Fontcuberta, J., and Blangero, J. (2005a). A locus on chromosome 2
influences levels of tissue factor pathway inhibitor: results from the GAIT study.
Arterioscler. Thromb. Vasc. Biol. 25, 1489-1492.

Almasy, L., Rainwater, D.L., Cole, S., Mahaney, M.C., Vandeberg, J.L., Hixson, J.E.,
Stern, M.P., MacCluer, J.W., and Blangero, J. (2005b). Joint linkage and association
analysis of the hepatic lipase promoter polymorphism and lipoprotein size phenotypes.
Hum. Biol. 77, 17-25.

Bauman, L.E., Almasy, L., Blangero, J., Duggirala, R., Sinsheimer, J.S., and Lange, K.
(2005). Fishing for pleiotropic QTLs in a polygenic sea. Ann. Hum. Genet. 69, 590-611.
Bellis, C., Hughes, R.M., Begley, K.N., Quinlan, S., Lea, R.A., Heath, S.C., Blangero, J.,
and Griffiths, L.R. (2005). Phenotypical characterisation of the isolated norfolk island
population focusing on epidemiological indicators of cardiovascular disease. Hum. Hered.
60, 211-219.

Blangero, J., Goring, H.H.H., Kent, J.W., Williams, J.T., Peterson, C.P., Almasy, L., and
Dyer, T.D. (2005). Quantitative trait nucleotide analysis using Bayesian model selection.
Hum. Biol. 77, 541-559.

Buil, A., Dyer, T.D., Aimasy, L., and Blangero, J. (2005). Smoothing of the bivariate LOD
score for non-normal quantitative traits. BMC Genet. 6 Suppl 1, S111.

Charlesworth, J.C., Dyer, T.D., Stankovich, J.M., Blangero, J., Mackey, D.A., Craig, J.E.,
Green, C.M., Foote, S.J., Baird, P.N., and Sale, M.M. (2005). Linkage to 10g22 for
maximum intraocular pressure and 1p32 for maximum cup-to-disc ratio in an extended
primary open-angle glaucoma pedigree. Invest. Ophthalmol. Vis. Sci. 46, 3723-3729.
Curran, J.E., Jowett, J.B.M., Elliott, K.S., Gao, Y., Gluschenko, K., Wang, J., Abel Azim,
D.M., Cai, G., Mahaney, M.C., Comuzzie, A.G., Dyer, T.D., Walder, K.R., Zimmet, P.,
MacCluer, J.W., Collier, G.R., Kissebah, A.H., and Blangero, J. (2005). Genetic variation
in selenoprotein S influences inflammatory response. Nat. Genet. 37, 1234-1241.

Havill, L.M., Dyer, T.D., Richardson, D.K., Mahaney, M.C., and Blangero, J. (2005). The
guantitative trait linkage disequilibrium test: a more powerful alternative to the quantitative
transmission disequilibrium test for use in the absence of population stratification. BMC
Genet. 6 Suppl 1, S91.

Hunt, K.J., Lehman, D.M., Arya, R., Fowler, S., Leach, R.J., Goring, H.H.H., Alimasy, L.,
Blangero, J., Dyer, T.D., Duggirala, R., and Stern, M.P. (2005). Genome-wide linkage
analyses of type 2 diabetes in Mexican Americans: the San Antonio Family
Diabetes/Gallbladder Study. Diabetes 54, 2655—2662.

Johnson, L., Luke, A., Adeyemo, A., Deng, H.-W., Mitchell, B.D., Comuzzie, A.G., Cole,
S.A,, Blangero, J., Perola, M., and Teare, M.D. (2005). Meta-analysis of five genome-
wide linkage studies for body mass index reveals significant evidence for linkage to
chromosome 8p. Int. J. Obes. (Lond). 29, 413-419.



250.

251.

252.

253.

254.

255.

256.

257.

258.

259.

260.

261.

262.

263.

Kent, JW., Lease, L.R., Mahaney, M.C., Dyer, T.D., Almasy, L., and Blangero, J.
(2005a). X chromosome effects and their interactions with mitochondrial effects. BMC
Genet. 6 Suppl 1, S157.

Kent, J.W., Dyer, T.D., and Blangero, J. (2005b). Estimating the additive genetic effect of
the X chromosome. Genet. Epidemiol. 29, 377-388.

Lehman, D.M., Fu, D.-J., Freeman, A.B., Hunt, K.J., Leach, R.J., Johnson-Pais, T.,
Hamlington, J., Dyer, T.D., Arya, R., Abboud, H., Géring, H.H.H., Duggirala, R., Blangero,
J., Konrad, R.J., and Stern, M.P. (2005a). A single nucleotide polymorphism in MGEAS
encoding O-GIcNAc-selective N-acetyl-beta-D glucosaminidase is associated with type 2
diabetes in Mexican Americans. Diabetes 54, 1214-1221.

Lehman, D.M., Arya, R., Blangero, J., Almasy, L., Puppala, S., Dyer, T.D., Leach, R.J.,
O’Connell, P., Stern, M.P., and Duggirala, R. (2005b). Bivariate linkage analysis of the
insulin resistance syndrome phenotypes on chromosome 7q. Hum. Biol. 77, 231-246.
North, K.E., Miller, M.B., Coon, H., Martin, L.J., Peacock, J.M., Arnett, D., Zhang, B.,
Province, M., Oberman, A., Blangero, J., Almasy, L., Ellison, R.C., and Heiss, G. (2005).
Evidence for a gene influencing fasting LDL cholesterol and triglyceride levels on
chromosome 21q. Atherosclerosis 179, 119-125.

Peralta, J.M., Dyer, T.D., Warren, D.M., Blangero, J., and Almasy, L. (2005). Linkage
disequilibrium across two different single-nucleotide polymorphism genome scans. BMC
Genet. 6 Suppl 1, S86.

Soria, J.M., Almasy, L., Souto, J.C., Sabater-Lleal, M., Fontcuberta, J., and Blangero, J.
(2005a). The F7 gene and clotting factor VIl levels: dissection of a human quantitative trait
locus. Hum. Biol. 77, 561-575.

Soria, J.M., Almasy, L., Souto, J.C., Buil, A., Lathrop, M., Blangero, J., and Fontcuberta,
J. (2005b). A genome search for genetic determinants that influence plasma fibrinogen
levels. Arterioscler. Thromb. Vasc. Biol. 25, 1287-1292.

Souto, J.C., Blanco-Vaca, F., Soria, J.M., Buil, A., Almasy, L., Ordofiez-Llanos, J., Martin-
Campos, J.M., Lathrop, M., Stone, W., Blangero, J., and Fontcuberta, J. (2005). A
genomewide exploration suggests a new candidate gene at chromosome 1123 as the
major determinant of plasma homocysteine levels: results from the GAIT project. Am. J.
Hum. Genet. 76, 925-933.

Tejero, M.E., Cole, S.A., Cai, G., Peebles, KW., Freeland-Graves, J.H., Cox, L.A,,
Mahaney, M.C., Rogers, J., VandeBerg, J.L., Blangero, J., and Comuzzie, A.G. (2005).
Genome-wide scan of resistin mMRNA expression in omental adipose tissue of baboons.
Int. J. Obes. (Lond). 29, 406—412.

Towne, B., Czerwinski, S.A., Demerath, E.W., Blangero, J., Roche, A.F., and Siervogel,
R.M. (2005). Heritability of age at menarche in girls from the Fels Longitudinal Study. Am.
J. Phys. Anthropol. 128, 210-219.

Walder, K., Kerr-Bayles, L., Civitarese, A., Jowett, J., Curran, J., Elliott, K., Trevaskis, J.,
Bishara, N., Zimmet, P., Mandarino, L., Ravussin, E., Blangero, J., Kissebah, A., and
Collier, G.R. (2005). The mitochondrial rhomboid protease PSARL is a new candidate
gene for type 2 diabetes. Diabetologia 48, 459-468.

Warren, D.M., Dyer, T.D., Peterson, C.P., Mahaney, M.C., Blangero, J., and Almasy, L.
(2005a). A comparison of univariate, bivariate, and trivariate whole-genome linkage
screens of genetically correlated electrophysiological endophenotypes. BMC Genet. 6
Suppl 1, S117.

Warren, D.M., Soria, J.M., Souto, J.C., Comuzzie, A., Fontcuberta, J., Blangero, J.,
MacCluer, J.W., and Almasy, L. (2005b). Heritability of hemostasis phenotypes and their
correlation with type 2 diabetes status in Mexican Americans. Hum. Biol. 77, 1-15.



264.

265.

266.

267.

268.

269.

270.

271.

272.

273.

274.

Arya, R., Demerath, E., Jenkinson, C.P., Géring, H.H.H., Puppala, S., Farook, V., Fowler,
S., Schneider, J., Granato, R., Resendez, R.G., Dyer, T.D., Cole, S.A., Almasy, L.,
Comuzzie, A.G., Siervogel, R.M., Bradshaw, B., DeFronzo, R.A., MacCluer, J., Stern,
M.P., Towne, B., Blangero, J., and Duggirala R. (2006). A quantitative trait locus (QTL) on
chromosome 6q influences birth weight in two independent family studies. Hum. Mol.
Genet. 15, 1569-1579.

Bozaoglu, K., Curran, J.E., Elliott, K.S., Walder, K.R., Dyer, T.D., Rainwater, D.L.,
VandeBerg, J.L., Comuzzie, A.G., Collier, G.R., Zimmet, P., MacCluer, J.W., Jowett, J.B.,
and Blangero, J. (2006). Association of genetic variation within UBL5 with phenotypes of
metabolic syndrome. Hum. Biol. 78, 147-159.

Diego VP, Rainwater DL, Wang XL, Cole SA, Curran JE, Johnson MP, Jowett JB, Dyer
TD, Williams JT, Moses EK, Comuzzie AG, Maccluer JW, Mahaney MC, and Blangero J.
(2006a). Genotype x adiposity interaction linkage analyses reveal a locus on chromosome
1 for lipoprotein-associated phospholipase A2, a marker of inflammation and oxidative
stress. Am J Hum Genet. 80(1):168-77.

Diego, V.P., Géring, H.H.H., Cole, S.A., Almasy, L., Dyer, T.D., Blangero, J., Duggirala,
R., Laston, S., Wenger, C., Cantu, T., Dyke, B., North, K., Schurr, T., Best, L.G.,
Devereux, R.B., Fabsitz, R.R., Howard, B. V, and MacCluer, J.W. (2006b). Fasting insulin
and obesity-related phenotypes are linked to chromosome 2p: the Strong Heart Family
Study. Diabetes 55, 1874-1878.

Feitosa, M.E., Rice, T., Borecki, I.B., Rankinen, T., Leon, A.S., Skinner, J.S., Després, J.-
P., Blangero, J., Bouchard, C., and Rao, D.C. (2006a). Pleiotropic QTL on chromosome
12g23-g24 influences triglyceride and high-density lipoprotein cholesterol levels: the
HERITAGE family study. Hum. Biol. 78, 317-327.

Feitosa, M.F., Rice, T., North, K.E., Kraja, A., Rankinen, T., Leon, A.S., Skinner, J.S.,
Blangero, J., Bouchard, C., and Rao, D.C. (2006b). Pleiotropic QTL on chromosome
19qg13 for triglycerides and adiposity: the HERITAGE Family Study. Atherosclerosis 185,
426-432.

Khachidze, M., Buil, A., Viel, K.R., Porter, S., Warren, D., Machiah, D.K., Soria, J.M.,
Souto, J.C., Ameri, A., Lathrop, M., Blangero, J., Fontcuberta, J., Warren, S.T., Aimasy,
L., and Howard, T.E. (2006). Genetic determinants of normal variation in coagulation
factor (F) IX levels: genome-wide scan and examination of the FIX structural gene. J.
Thromb. Haemost. 4, 1537-1545.

Kunwar, C.B., Chapagain, R.H., Subba, B., Shrestha, M., Jha, B., Subedi, J., Blangero,
J., Williams-Blangero, S., and Towne, B. (2006). Occurrence of soil-transmitted helminths
in women at the Himalayan region of Nepal. Kathmandu Univ. Med. J. (KUMJ) 4, 444—
447.

Lehman, D.M., Hamlington, J., Hunt, K.J., Leach, R.J., Arya, R., Abboud, H., Duggirala,
R., Blangero, J., Goéring, H.H.H., and Stern, M.P. (2006). A novel missense mutation in
ADRB3 increases risk for type 2 diabetes in a Mexican American family. Diabetes. Metab.
Res. Rev. 22, 331-336.

Moses, E.K., Fitzpatrick, E., Freed, K.A., Dyer, T.D., Forrest, S., Elliott, K., Johnson, M.P.,
Blangero, J., and Brennecke, S.P. (2006). Objective prioritization of positional candidate
genes at a quantitative trait locus for pre-eclampsia on 2g22. Mol. Hum. Reprod. 12, 505—
512.

Puppala, S., Dodd, G.D., Fowler, S., Arya, R., Schneider, J., Farook, V.S., Granato, R.,
Dyer, T.D., Almasy, L., Jenkinson, C.P., Diehl, A.K., Stern, M.P., Blangero, J., and
Duggirala, R. (2006). A genomewide search finds major susceptibility loci for gallbladder
disease on chromosome 1 in Mexican Americans. Am. J. Hum. Genet. 78, 377-392.



275.

276.

277.

278.

279.

280.

281.

282.

283.

284.

285.

286.

287.

288.

Remacha, A.F., Souto, J.C., Soria, J.M., Buil, A, Sarda, M.P., Lathrop, M., Blangero, J.,
Almasy, L., and Fontcuberta, J. (2006). Genomewide linkage analysis of soluble
transferrin receptor plasma levels. Ann. Hematol. 85, 25-28.

Richardson, D.K., Schneider, J., Fourcaudot, M.J., Rodriguez, L.M., Arya, R., Dyer, T.D.,
Almasy, L., Blangero, J., Stern, M.P., Defronzo, R.A., Duggirala, R., and Jenkinson, C.P.
(2006). Association between variants in the genes for adiponectin and its receptors with
insulin resistance syndrome (IRS)-related phenotypes in Mexican Americans. Diabetologia
49, 2317-2328.

Sabater-Lleal, M., Almasy, L., Martinez-Marchan, E., Martinez-Sanchez, E., Souto, R.,
Blangero, J., Souto, J., Fontcuberta, J., and Soria, J.M. (2006a). Genetic architecture of
the F7 gene in a Spanish population: implication for mapping complex diseases and for
functional assays. Clin. Genet. 69, 420-428.

Sabater-Lleal, M., Soria, J.M., Bertranpetit, J., Almasy, L., Blangero, J., Fontcuberta, J.,
and Calafell, F. (2006b). Human F7 sequence is split into three deep clades that are
related to FVII plasma levels. Hum. Genet. 118, 741-751.

Warren, D.M., Cole, S.A., Dyer, T.D., Soria, J.M., Souto, J.C., Fontcuberta, J., Blangero,
J., Maccluer, J.W., and Almasy, L. (2006). A locus on chromosome 13 influences levels of
TAFI antigen in healthy Mexican Americans. Hum. Biol. 78, 329-339.

Williams-Blangero, S., and Blangero, J. (2006a). Collection of pedigree data for genetic
analysis in isolate populations. Hum. Biol. an Int. Rec. Res. 78, 89-101.

Winnier, D.A., Rainwater, D.L., Cole, S.A., Dyer, T.D., Blangero, J., Maccluer, J.W., and
Mahaney, M.C. (2006). Multiple QTLs influence variation in paraoxonase 1 activity in
Mexican Americans. Hum. Biol. 78, 341-352.

Arar, N., Nath, S., Thameem, F., Bauer, R., Voruganti, S., Comuzzie, A., Cole, S.,
Blangero, J., MacCluer, J., and Abboud, H. (2007). Genome-wide scans for
microalbuminuria in Mexican Americans: the San Antonio Family Heart Study. Genet.
Med. 9, 80-87.

Blangero J, Williams JT, Almasy L, and Williams-Blangero S. (2007). Mapping genes
influencing human quantitative trait variation. In: MH Crawford (ed), Current Methods and
Theories in Anthropological Genetics, Cambridge University Press, Cambridge. Pp 306--
333.

Coletta, D.K., Schneider, J., Stern, M.P., Blangero, J., DeFronzo, R.A., Duggirala, R., and
Jenkinson, C.P. (2007). Association of neuropeptide Y receptor Y5 polymorphisms with
dyslipidemia in Mexican Americans. Obesity (Silver Spring). 15, 809-815.

Comuzzie, A.G., Tejero, M.E., Funahashi, T., Martin, L.J., Kissebah, A., Takahashi, M.,
Kihara, S., Tanaka, S., Rainwater, D.L., Matsuzawa, Y., MacCluer, J.W., and Blangero, J.
(2007). The genes influencing adiponectin levels also influence risk factors for metabolic
syndrome and type 2 diabetes. Hum. Biol. 79, 191-200.

Curran, J.E., Johnson, M.P., Dyer, T.D., Gdring, H.H.H., Kent, J.W., Charlesworth, J.C.,
Borg, A.J., Jowett, J.B.M., Cole, S.A., MacCluer, J.W., Kissebah, A.H., Moses, E.K., and
Blangero, J. (2007). Genetic determinants of mitochondrial content. Hum. Mol. Genet. 16,
1504-1514.

Demerath, E.W., Choh, A.C., Czerwinski, S.A., Lee, M., Sun, S.S., Chumlea, W.C., Duren,
D., Sherwood, R.J., Blangero, J., Towne, B., and Siervogel, R.M. (2007). Genetic and
environmental influences on infant weight and weight change: the Fels Longitudinal Study.
Am. J. Hum. Biol. 19, 692-702.

Diego, V.P., Rainwater, D.L., Wang, X.-L., Cole, S.A., Curran, J.E., Johnson, M.P., Jowett,
J.B.M., Dyer, T.D., Williams, J.T., Moses, E.K., Comuzzie, A.G., Maccluer, J.W., Mahaney,
M.C., and Blangero, J. (2007). Genotype x adiposity interaction linkage analyses reveal a



289.

290.

291.

292.

293.

294.

295.

296.

297.

298.

299.

300.

locus on chromosome 1 for lipoprotein-associated phospholipase A2, a marker of
inflammation and oxidative stress. Am. J. Hum. Genet. 80, 168-177.

Glahn, D.C., Thompson, P.M., and Blangero, J. (2007a). Neuroimaging endophenotypes:
strategies for finding genes influencing brain structure and function. Hum. Brain Mapp. 28,
488-501.

Glahn, D.C., Almasy, L., Blangero, J., Burk, G.M., Estrada, J., Peralta, J.M., Meyenberg,
N., Castro, M.P., Barrett, J., Nicolini, H., Raventds, H., and Escamilla, M.A. (2007c).
Adjudicating neurocognitive endophenotypes for schizophrenia. Am. J. Med. Genet. B.
Neuropsychiatr. Genet. 144B, 242-249.

Goodarzi, M.O., Lehman, D.M., Taylor, K.D., Guo, X., Cui, J., Quifiones, M.J., Clee, S.M.,
Yandell, B.S., Blangero, J., Hsueh, W.A,, Attie, A.D., Stern, M.P., and Rotter, J.I. (2007).
SORCS1: a novel human type 2 diabetes susceptibility gene suggested by the mouse.
Diabetes 56, 1922-1929.

Goring, H.H.H., Curran, J.E., Johnson, M.P., Dyer, T.D., Charlesworth, J., Cole, S.A,,
Jowett, J.B.M., Abraham, L.J., Rainwater, D.L., Comuzzie, A.G., Mahaney, M.C., Aimasy,
L., MacCluer, J.W., Kissebah, A.H., Collier, G.R., Moses, E.K., and Blangero, J. (2007).
Discovery of expression QTLs using large-scale transcriptional profiling in human
lymphocytes. Nat. Genet. 39, 1208-1216.

Gur, R.E., Nimgaonkar, V.L., Almasy, L., Calkins, M.E., Ragland, J.D., Pogue-Geile, M.F.,
Kanes, S., Blangero, J., and Gur, R.C. (2007). Neurocognitive endophenotypes in a
multiplex multigenerational family study of schizophrenia. Am. J. Psychiatry 164, 813-8109.
Johnson, M.P., Fitzpatrick, E., Dyer, T.D., Jowett, J.B.M., Brennecke, S.P., Blangero, J.,
and Moses, E.K. (2007). Identification of two novel quantitative trait loci for pre-eclampsia
susceptibility on chromosomes 5q¢ and 13g using a variance components-based linkage
approach. Mol. Hum. Reprod. 13, 61-67.

Kent, J.W., Mahaney, M.C., Comuzzie, A.G., Géring, H.H.H., Almasy, L., Dyer, T.D., Cole,
S.A., MacCluer, J.W., and Blangero, J. (2007a). Quantitative trait locus on Chromosome
19 for circulating levels of intercellular adhesion molecule-1 in Mexican Americans.
Atherosclerosis 195, 367-373.

Kent, J.W., Dyer, T.D., Gdring, H.H.H., and Blangero, J. (2007b). Type | error rates in
association versus joint linkage/association tests in related individuals. Genet. Epidemiol.
31, 173-177.

Lehman, D.M., Hunt, K.J., Leach, R.J., Hamlington, J., Arya, R., Abboud, H.E., Duggirala,
R., Blangero, J., Goring, H.H.H., and Stern, M.P. (2007a). Haplotypes of transcription
factor 7-like 2 (TCF7L2) gene and its upstream region are associated with type 2 diabetes
and age of onset in Mexican Americans. Diabetes 56, 389-393.

Lehman, D.M., Richardson, D.K., Jenkinson, C.P., Hunt, K.J., Dyer, T.D., Leach, R.J.,
Arya, R., Abboud, H.E., Blangero, J., Duggirala, R., and Stern, M.P. (2007b). P2 promoter
variants of the hepatocyte nuclear factor 4alpha gene are associated with type 2 diabetes
in Mexican Americans. Diabetes 56, 513-517.

Nath, S.D., Voruganti, V.S., Arar, N.H., Thameem, F., Lopez-Alvarenga, J.C., Bauer, R.,
Blangero, J., MacCluer, J.W., Comuzzie, A.G., and Abboud, H.E. (2007). Genome scan
for determinants of serum uric acid variability. J. Am. Soc. Nephrol. 18, 3156-3163.
Puppala, S., Arya, R., Thameem, F., Arar, N.H., Bhandari, K., Lehman, D.M., Schneider,
J., Fowler, S., Farook, V.S., Diego, V.P., Almasy, L., Blangero, J., Stern, M.P., Duggirala,
R., and Abboud, H.E. (2007). Genotype by diabetes interaction effects on the detection of
linkage of glomerular filtration rate to a region on chromosome 2q in Mexican Americans.
Diabetes 56, 2818-2828.



301.

302.

303.

304.

305.

306.

307.

308.

309.

310.

311.

312.

313.

Rogers, J., Kochunov, P., Lancaster, J., Shelledy, W., Glahn, D., Blangero, J., and Fox,
P. (2007). Heritability of brain volume, surface area and shape: an MRI study in an
extended pedigree of baboons. Hum. Brain Mapp. 28, 576-583.

Rutherford, S., Cai, G., Lopez-Alvarenga, J.C., Kent, J.W., Voruganti, V.S., Proffitt, J.M.,
Curran, J.E., Johnson, M.P., Dyer, T.D., Jowett, J.B., Bastarrachea, R.A., Atwood, L.D.,
Goring, H.H.H., Maccluer, J.W., Moses, E.K., Blangero, J., Comuzzie, A.G., and Cole,
S.A. (2007). A chromosome 11q quantitative-trait locus influences change of blood-
pressure measurements over time in Mexican Americans of the San Antonio Family Heart
Study. Am. J. Hum. Genet. 81, 744—755.

Sabater-Lleal, M., Chillén, M., Howard, T.E., Gil, E., Almasy, L., Blangero, J.,
Fontcuberta, J., and Soria, J.M. (2007). Functional analysis of the genetic variability in the
F7 gene promoter. Atherosclerosis 195, 262—-268.

Santamaria, A., Diego, V.P., Almasy, L., Rainwater, D.L., Mahaney, M.C., Comuzzie,
A.G,, Cole, S.A., Dyer, T.D., Tracy, R.P., Stern, M.P., Maccluer, J.W., and Blangero, J.
(2007). Quantitative trait locus on chromosome 12g14.1 influences variation in plasma
plasminogen levels in the San Antonio Family Heart Study. Hum. Biol. 79, 515-523.
Saunders, C.L., Chiodini, B.D., Sham, P., Lewis, C.M., Abkevich, V., Adeyemo, A.A., de
Andrade, M., Arya, R., Berenson, G.S., Blangero, J., Boehnke, M., Borecki, |.B.,
Chagnon, Y.C., Chen, W., Comuzzie, A.G., Deng, H.-W., Duggirala, R., Feitosa, M.F.,
Froguel, P., et al. (2007). Meta-analysis of genome-wide linkage studies in BMI and
obesity. Obesity (Silver Spring). 15, 2263-2275.

Viel, K.R., Machiah, D.K., Warren, D.M., Khachidze, M., Buil, A., Fernstrom, K., Souto,
J.C., Peralta, J.M., Smith, T., Blangero, J., Porter, S., Warren, S.T., Fontcuberta, J.,
Soria, J.M., Flanders, W.D., Almasy, L., and Howard, T.E. (2007). A sequence variation
scan of the coagulation factor VIII (FVIII) structural gene and associations with plasma
FVIII activity levels. Blood 109, 3713-3724.

Williams, K.D., Blangero, J., Cottom, C.R., Lawrence, S., Choh, A.C., Czerwinski, S.A.,
Lee, M., Duren, D.L., Sherwood, R.J., Dyer, T.D., Jha, B., Subedi, J., Williams-Blangero,
S., and Towne, B. (2007). Heritability of brachydactyly type A3 in children, adolescents,
and young adults from an endogamous population in eastern Nepal. Hum. Biol. 79, 609—
622.

Williams-Blangero, S., Magalhaes, T., Rainwater, E., Blangero, J., Corréa-Oliveira, R.,
and Vandeberg, J.L. (2007). Electrocardiographic characteristics in a population with high
rates of seropositivity for Trypanosoma cruzi infection. Am. J. Trop. Med. Hyg. 77, 495—
499.

Winnier, D.A., Rainwater, D.L., Cole, S.A., Williams, J.T., Dyer, T.D., Blangero, J.,
MacCluer, J.W., and Mahaney, M.C. (2007). Sex-specific QTL effects on variation in
paraoxonase 1 (PON1) activity in Mexican Americans. Genet. Epidemiol. 31, 66—74.
Almasy, L., and Blangero, J. (2008). Contemporary Model-Free Methods for Linkage
Analysis. Adv. Genet. 60, 175-193.

Arar, N.H., Voruganti, V.S., Nath, S.D., Thameem, F., Bauer, R., Cole, S.A., Blangero, J.,
MacCluer, J.W., Comuzzie, A.G., and Abboud, H.E. (2008). A genome-wide search for
linkage to chronic kidney disease in a community-based sample: the SAFHS. Nephrol.
Dial. Transplant 23, 3184-3191.

Bellis, C., Cox, H.C., Ovcaric, M., Begley, K.N., Lea, R.A., Quinlan, S., Burgner, D., Heath,
S.C., Blangero, J., and Griffiths, L.R. (2008a). Linkage disequilibrium analysis in the
genetically isolated Norfolk Island population. Heredity (Edinb). 100, 366—-373.

Bellis, C., Cox, H.C., Dyer, T.D., Charlesworth, J.C., Begley, K.N., Quinlan, S., Lea, R.A,,
Heath, S.C., Blangero, J., and Griffiths, L.R. (2008b). Linkage mapping of CVD risk traits
in the isolated Norfolk Island population. Hum. Genet. 124, 543-552.



314.

315.

316.

317.

318.

3109.

320.

321.

322.

323.

324.

Guan, W., Pluzhnikov, A., Cox, N.J., and Boehnke, M., International Type 2 Diabetes
Linkage Analysis Consortium. Rotimi CN, Adeyemo A, Chen G, Chen Y, Pollin Tl, Hsueh
WC, Mitchell BD, Shuldiner AR, Boehnke M, Guan W, Collins FS, Tuomilheto J, Ehm MG,
St Jean PL, Wagner MJ, Burns DK, Hanson RL, Bogardus C, Knowler WC, Dina C,
Lecoeur C, Froguel P, MacCluer JW, Blangero J, Mitchell BD, Cole SA, McCarthy Ml,
Hattersley AT, Frayling TM, Wiltshire S, Elbein SC, Hasstedt S, Cox NJ, Pluzhnikov A,
Lindgren C, Almgren P, Tuomi T, Groop L, Stern MP, Duggirala R, Arya R, Bowden D,
Freedman B, Permutt MA, Suarez B, Wasson J, Glaser B. (2008). Meta-analysis of 23
type 2 diabetes linkage studies from the International Type 2 Diabetes Linkage Analysis
Consortium. Hum. Hered. 66, 35-49.

Jenkinson, C.P., Coletta, D.K., Flechtner-Mors, M., Hu, S.L., Fourcaudot, M.J., Rodriguez,
L.M., Schneider, J., Arya, R., Stern, M.P., Blangero, J., Duggirala, R., and DeFronzo,
R.A. (2008). Association of genetic variation in ENPP1 with obesity-related phenotypes.
Obesity (Silver Spring). 16, 1708-1713.

Lopez, S., Buil, A., Ordofiez, J., Souto, J.C., Almasy, L., Lathrop, M., Blangero, J.,
Blanco-Vaca, F., Fontcuberta, J., and Soria, J.M. (2008). Genome-wide linkage analysis
for identifying quantitative trait loci involved in the regulation of lipoprotein a (Lpa) levels.
Eur. J. Hum. Genet. 16, 1372-1379.

Moses, E.K., Johnson, M.P., Temmerdal, L., Forsmo, S., Curran, J.E., Abraham, L.J.,
Charlesworth, J.C., Brennecke, S.P., Blangero, J., and Austgulen, R. (2008). Genetic
association of preeclampsia to the inflammatory response gene SEPS1. Am. J. Obstet.
Gynecol. 198, 336.e1-5.

Sabater-Lleal, M., Buil, A., Souto, J.C., Alamsy, L., Borrell, M., Lathrop, M., Blangero, J.,
Fontcuberta, J., and Soria, J.M. (2008). A genome-wide exploration suggests an
oligogenic model of inheritance for the TAFI activity and its antigen levels. Hum. Genet.
124, 81-88.

Samudrala, N., Farook, V.S., Dodd, G.D., Puppala, S., Schneider, J., Fowler, S., Granato,
R., Dyer, T.D., Arya, R., Almasy, L., Jenkinson, C.P., Diehl, A.K., Blangero, J., and
Duggirala, R. (2008). Autosomal genome-wide linkage analysis to identify loci for
gallbladder wall thickness in Mexican Americans. Hum. Biol. 80, 11-28.

Shaffer, J.R., Kammerer, C.M., Bruder, J.M., Cole, S.A., Dyer, T.D., Almasy, L., MacCluer,
J.W,, Blangero, J., Bauer, R.L., and Mitchell, B.D. (2008). Genetic influences on bone
loss in the San Antonio Family Osteoporosis study. Osteoporos. Int. 19, 1759-1767.
Tejero, M.E., Voruganti, V.S., Rodriguez-Sanchez, |.P., Proffitt, J.M., Blangero, J., Cox,
L.A., Mahaney, M.C., Rogers, J., VandeBerg, J.L., Cole, S.A., and Comuzzie, A.G.
(2008a). Genetics of variation in adiponectin in pedigreed baboons: evidence for
pleiotropic effects on adipocyte volume and serum adiponectin. Heredity (Edinb). 100,
382-389.

Tejero, M.E., Voruganti, V.S., Proffitt, J.M., Curran, J.E., Géring, H.H.H., Johnson, M.P.,
Dyer, T.D., Jowett, J.B., Collier, G.R., Moses, E.K., MacCluer, J.W., Mahaney, M.C.,
Blangero, J., Comuzzie, A.G., and Cole, S.A. (2008b). Cross-species replication of a
resistin mRNA QTL, but not QTLs for circulating levels of resistin, in human and baboon.
Heredity (Edinb). 101, 60—66.

Thameem, F., Puppala, S., Arar, N.H., Stern, M.P., Blangero, J., Duggirala, R., and
Abboud, H.E. (2008a). Endothelial nitric oxide synthase (eNOS) gene polymorphisms and
their association with type 2 diabetes-related traits in Mexican Americans. Diab. Vasc. Dis.
Res. 5, 109-113.

Thameem, F., Puppala, S., Arar, N., Blangero, J., Stern, M.P., Duggirala, R., and
Abboud, H.E. (2008b). Genetic polymorphisms in the renin-angiotensin system (RAS)



325.

326.

327.

328.

329.

330.

331

332.

333.

334.

335.

336.

337.

338.

genes and their association analysis with type 2 diabetes and related traits in Mexican
Americans. Diabetes Res. Clin. Pract. 79, e14—6.

Thameem, F., Puppala, S., Arar, N.H., Farook, V.S., Stern, M.P., Blangero, J., Duggirala,
R., and Abboud, H.E. (2008c). The Cys(311)Ser polymorphism of paraoxonase 2 (PON2)
is associated with albumin-to-creatinine ratio (ACR) in Mexican Americans. Nephrol. Dial.
Transplant 23, 416-417.

Thameem, F., Voruganti, V.S., He, X., Nath, S.D., Blangero, J., MacCluer, J.W.,
Comuzzie, A.G., Abboud, H.E., and Arar, N.H. (2008d). Genetic variants in the renin-
angiotensin system genes are associated with cardiovascular-renal-related risk factors in
Mexican Americans. Hum. Genet. 124, 557-559.

Towne, B., Williams, K.D., Blangero, J., Czerwinski, S.A., Demerath, E.W., Nahhas,
R.W., Dyer, T.D., Cole, S.A., Lee, M., Choh, A.C., Duren, D.L., Sherwood, R.J., Chumlea,
W.C., and Siervogel, R.M. (2008). Presentation, heritability, and genome-wide linkage
analysis of the midchildhood growth spurt in healthy children from the Fels Longitudinal
Study. Hum. Biol. 80, 623—-636.

Viel, K., Charlesworth, J., Tejero, E., Dyer, T., Cole, S., Haack, K., MacCluer, J.,
Blangero, J., and Almasy, L. (2008). A linkage analysis of cigarette and alcohol
consumption in an unselected Mexican American population. Am. J. Med. Genet. B.
Neuropsychiatr. Genet. 147B, 983-986.

Voruganti, V.S., Lopez-Alvarenga, J.C., Nath, S.D., Rainwater, D.L., Bauer, R., Cole, S.A,,
Maccluer, J.W., Blangero, J., and Comuzzie, A.G. (2008). Genetics of variation in HOMA-
IR and cardiovascular risk factors in Mexican-Americans. J. Mol. Med. (Berl). 86, 303-311.
Williams-Blangero, S., Vandeberg, J.L., Subedi, J., Jha, B., Corréa-Oliveira, R., and
Blangero, J. (2008a). Localization of multiple quantitative trait loci influencing
susceptibility to infection with Ascaris lumbricoides. J. Infect. Dis. 197, 66—71.
Williams-Blangero, S., Vandeberg, J.L., Subedi, J., Jha, B., Dyer, T.D., and Blangero, J.
(2008b). Two quantitative trait loci influence whipworm (Trichuris trichiura) infection in a
Nepalese population. J. Infect. Dis. 197, 1198-1203.

Almasy, L., and Blangero, J. (2009). Human QTL linkage mapping. Genetica 136, 333—
340.

Blangero, J. (2009a). Update to Blangero’s “Statistical genetic approaches to human
adaptability” (1993): a unified theory of genotype x environment interaction. Hum. Biol. an
Int. Rec. Res. 81, 547-550.

Blangero, J. (2009b). Update to Blangero et al.’s “Quantitative trait nucleotide analysis
using Bayesian model selection” (2005): from QTL localization to functional variant
identification. Hum. Biol. an Int. Rec. Res. 81, 849-852.

Blangero, J. (2009c). Statistical genetic approaches to human adaptability. 1993. Hum.
Biol. 81, 523-546.

Blangero, J., Goring, H.H.H., Kent, J.W., Williams, J.T., Peterson, C.P., Almasy, L., and
Dyer, T.D. (2009). Quantitative trait nucleotide analysis using Bayesian model selection.
2005. Hum. Biol. 81, 829-847.

Bozaoglu, K., Segal, D., Shields, K.A., Cummings, N., Curran, J.E., Comuzzie, A.G.,
Mahaney, M.C., Rainwater, D.L., VandeBerg, J.L., MacCluer, J.W., Collier, G., Blangero,
J., Walder, K., and Jowett, J.B.M. (2009). Chemerin is associated with metabolic
syndrome phenotypes in a Mexican-American population. J. Clin. Endocrinol. Metab. 94,
3085-3088.

Charlesworth, J.C., Peralta, J.M., Drigalenko, E., Goring, H.H., Almasy, L., Dyer, T.D., and
Blangero, J. (2009). Toward the identification of causal genes in complex diseases: a
gene-centric joint test of significance combining genomic and transcriptomic data. BMC
Proc. 3 Suppl 7, S92.



339.

340.

341.

342.

343.

344,

345.

346.

347.

348.

349.

350.

351.

352.

353.

Coletta, D.K., Schneider, J., Hu, S.L., Dyer, T.D., Puppala, S., Farook, V.S., Arya, R.,
Lehman, D.M., Blangero, J., DeFronzo, R.A., Duggirala, R., and Jenkinson, C.P. (2009).
Genome-wide linkage scan for genes influencing plasma triglyceride levels in the Veterans
Administration Genetic Epidemiology Study. Diabetes 58, 279-284.

Cox, H.C., Bellis, C., Lea, R.A., Quinlan, S., Hughes, R., Dyer, T., Charlesworth, J.,
Blangero, J., and Griffiths, L.R. (2009). Principal component and linkage analysis of
cardiovascular risk traits in the Norfolk isolate. Hum. Hered. 68, 55—-64.

Fitzpatrick, E., Johnson, M.P., Dyer, T.D., Forrest, S., Elliott, K., Blangero, J., Brennecke,
S.P., and Moses, E.K. (2009). Genetic association of the activin A receptor gene
(ACVR2A) and pre-eclampsia. Mol. Hum. Reprod. 15, 195-204.

Johnson, M.P., Roten, L.T., Dyer, T.D., East, C.E., Forsmo, S., Blangero, J., Brennecke,
S.P., Austgulen, R., and Moses, E.K. (2009). The ERAP2 gene is associated with
preeclampsia in Australian and Norwegian populations. Hum. Genet. 126, 655—-666.
Jowett, J.B., Diego, V.P., Kotea, N., Kowlessur, S., Chitson, P., Dyer, T.D., Zimmet, P.,
and Blangero, J. (2009). Genetic influences on type 2 diabetes and metabolic syndrome
related quantitative traits in Mauritius. Twin Res. Hum. Genet. 12, 44-52.

Kent, J.W., Peterson, C.P., Dyer, T.D., Almasy, L., and Blangero, J. (2009). Genome-
wide discovery of maternal effect variants. BMC Proc. 3 Suppl 7, S19.

Kochunov, P., Glahn, D., Winkler, A., Duggirala, R., Olvera, R.L., Cole, S., Dyer, T.D.,
Almasy, L., Fox, P.T., and Blangero, J. (2009). Analysis of genetic variability and whole
genome linkage of whole-brain, subcortical, and ependymal hyperintense white matter
volume. Stroke. 40, 3685—-3690.

Nath, S.D., He, X., Voruganti, V.S., Blangero, J., MacCluer, J.W., Comuzzie, A.G., Arar,
N.H., Abboud, H.E., and Thameem, F. (2009). The 27-bp repeat polymorphism in intron 4
(27 bp-VNTR) of endothelial nitric oxide synthase (eNOS) gene is associated with albumin
to creatinine ratio in Mexican Americans. Mol. Cell. Biochem. 331, 201-205.

Rainwater, D.L., Rutherford, S., Dyer, T.D., Rainwater, E.D., Cole, S.A., Vandeberg, J.L.,
Almasy, L., Blangero, J., Maccluer, J.W., and Mahaney, M.C. (2009). Determinants of
variation in human serum paraoxonase activity. Heredity (Edinb). 102, 147-154.

Roten, L.T., Johnson, M.P., Forsmo, S., Fitzpatrick, E., Dyer, T.D., Brennecke, S.P.,
Blangero, J., Moses, E.K., and Austgulen, R. (2009). Association between the candidate
susceptibility gene ACVR2A on chromosome 222 and pre-eclampsia in a large
Norwegian population-based study (the HUNT study). Eur. J. Hum. Genet. 17, 250-257.
Shaffer, J.R., Kammerer, C.M., Bruder, J.M., Cole, S.A., Dyer, T.D., Almasy, L., Maccluer,
J.W,, Blangero, J., Bauer, R.L., and Mitchell, B.D. (2009). Quantitative trait locus on
chromosome 1q influences bone loss in young Mexican American adults. Calcif. Tissue
Int. 84, 75-84.

Soria, J.M., Almasy, L., Souto, J.C., Sabaterlleal, M., Fontcuberta, J., and Blangero, J.
(2009). The F7 gene and clotting factor VII levels: dissection of a human quantitative trait
locus. 2005. Hum. Biol. 81, 853—-867.

Thameem, F., He, X., Voruganti, V.S., Nath, S.D., Fanti, P., Blangero, J., Maccluer, J.W.,
Comuzzie, A.G., Arar, N.H., and Abboud, H.E. (2009a). Evaluation of polymorphisms in
paraoxonase 2 (PON2) gene and their association with cardiovascular-renal disease risk
in Mexican Americans. Kidney Blood Press. Res. 32, 200-204.

Thameem, F., Puppala, S., He, X., Arar, N.H., Stern, M.P., Blangero, J., Duggirala, R.,
and Abboud, H.E. (2009b). Evaluation of gremlin 1 (GREML1) as a candidate susceptibility
gene for albuminuria-related traits in Mexican Americans with type 2 diabetes mellitus.
Metabolism. 58, 1496-1502.

Voruganti, V.S., Nath, S.D., Cole, S.A., Thameem, F., Jowett, J.B., Bauer, R., MacCluer,
J.W., Blangero, J., Comuzzie, A.G., Abboud, H.E., and Arar, N.H. (2009). Genetics of



354.

355.

356.

357.

358.

359.

360.

361.

362.

363.

364.

365.

366.

variation in serum uric acid and cardiovascular risk factors in Mexican Americans. J. Clin.
Endocrinol. Metab. 94, 632—-638.

Almasy, L., and Blangero, J. (2010). Variance component methods for analysis of
complex phenotypes. Cold Spring Harb. Protoc. 2010, pdb.top77.

Bozaoglu, K., Curran, J.E., Stocker, C.J., Zaibi, M.S., Segal, D., Konstantopoulos, N.,
Morrison, S., Carless, M., Dyer, T.D., Cole, S.A., Goring, H.H.H., Moses, E.K., Walder, K.,
Cawthorne, M.A., Blangero, J., and Jowett, J.B.M. (2010). Chemerin, a novel adipokine in
the regulation of angiogenesis. J. Clin. Endocrinol. Metab. 95, 2476—2485.

Calafell, F., Almasy, L., Sabater-Lleal, M., Buil, A., Mordillo, C., Ramirez-Soriano, A.,
Sikora, M., Souto, J.C., Blangero, J., Fontcuberta, J., and Soria, J.M. (2010). Sequence
variation and genetic evolution at the human F12 locus: mapping quantitative trait
nucleotides that influence FXII plasma levels. Hum. Mol. Genet. 19, 517-525.
Charlesworth, J., Kramer, P.L., Dyer, T., Diego, V., Samples, J.R., Craig, J.E., Mackey,
D.A., Hewitt, A.W., Blangero, J., and Wirtz, M.K. (2010a). The path to open-angle
glaucoma gene discovery: endophenotypic status of intraocular pressure, cup-to-disc ratio,
and central corneal thickness. Invest. Ophthalmol. Vis. Sci. 51, 3509-3514.
Charlesworth, J.C., Curran, J.E., Johnson, M.P., Géring, H.H., Dyer, T.D., Diego, V.P.,
Kent, J.W., Mahaney, M.C., Almasy, L., MacCluer, J.W., Moses, E.K., and Blangero, J.
(2010b). Transcriptomic epidemiology of smoking: the effect of smoking on gene
expression in lymphocytes. BMC Med. Genomics 3, 29.

Cole, S.A., Butte, N.F., Voruganti, V.S., Cai, G., Haack, K., Kent, J.W., Blangero, J.,
Comuzzie, A.G., McPherson, J.D., and Gibbs, R.A. (2010). Evidence that multiple genetic
variants of MC4R play a functional role in the regulation of energy expenditure and
appetite in Hispanic children. Am. J. Clin. Nutr. 91, 191-199.

Cummings, N., Dyer, T.D., Kotea, N., Kowlessur, S., Chitson, P., Zimmet, P., Blangero,
J., and Jowett, J.B.M. (2010). Genome-wide scan identifies a quantitative trait locus at
4p15.3 for serum urate. Eur. J. Hum. Genet. 18, 1243-1247.

Curran, J.E., Jowett, J.B.M., Abraham, L.J., Diepeveen, L.A., Elliott, K.S., Dyer, T.D., Kerr-
Bayles, L.J., Johnson, M.P., Comuzzie, A.G., Moses, E.K., Walder, K.R., Collier, G.R.,
Blangero, J., and Kissebah, A.H. (2010). Genetic variation in PARL influences
mitochondrial content. Hum. Genet. 127, 183-190.

Diego, V.P., Almasy, L., Rainwater, D.L., Mahaney, M.C., Comuzzie, A.G., Cole, S.A.,
Tracy, R.P., Stern, M.P., Maccluer, J.W., and Blangero, J. (2010). A quantitative trait
locus on chromosome 5p influences d-dimer levels in the san antonio family heart study.
Int. J. Vasc. Med. 2010, 490241.

Fenstad, M.H., Johnson, M.P., Lgset, M., Mundal, S.B., Roten, L.T., Eide, I.P., Bjgrge, L.,
Sande, R.K., Johansson, A.K., Dyer, T.D., Forsmo, S., Blangero, J., Moses, E.K., and
Austgulen, R. (2010a). STOX2 but not STOX1 is differentially expressed in decidua from
pre-eclamptic women: data from the Second Nord-Trondelag Health Study. Mol. Hum.
Reprod. 16, 960-968.

Fenstad, M.H., Johnson, M.P., Roten, L.T., Aas, P.A., Forsmo, S., Klepper, K., East, C.E.,
Abraham, L.J., Blangero, J., Brennecke, S.P., Austgulen, R., and Moses, E.K. (2010b).
Genetic and molecular functional characterization of variants within TNFSF13B, a
positional candidate preeclampsia susceptibility gene on 13g. PLoS One 5.

Gawrieh, S., Baye, T.M., Carless, M., Wallace, J., Komorowski, R., Kleiner, D.E., Andris,
D., Makladi, B., Cole, R., Charlton, M., Curran, J., Dyer, T.D., Charlesworth, J., Wilke, R.,
Blangero, J., Kissebah, A.H., and Olivier, M. (2010). Hepatic gene networks in morbidly
obese patients with nonalcoholic fatty liver disease. Obes. Surg. 20, 1698—-1709.

Glahn, D.C., Winkler, A.M., Kochunov, P., Almasy, L., Duggirala, R., Carless, M.A.,
Curran, J.C., Olvera, R.L., Laird, A.R., Smith, S.M., Beckmann, C.F., Fox, P.T., and



367.

368.

369.

370.

371.

372.

373.

374.

375.

376.

377.

378.

379.

380.

Blangero, J. (2010). Genetic control over the resting brain. Proc. Natl. Acad. Sci. U. S. A.
107, 1223-1228.

Jowett, J.B.M., Curran, J.E., Johnson, M.P., Carless, M.A., Géring, H.H.H., Dyer, T.D.,
Cole, S.A., Comuzzie, A.G., MacCluer, J.W., Moses, E.K., and Blangero, J. (2010).
Genetic variation at the FTO locus influences RBL2 gene expression. Diabetes 59, 726—
732.

Almasy, L., Dyer, T.D., Peralta, J.M., Kent, J.W., Charlesworth, J.C., Curran, J.E., and
Blangero, J. (2011). Genetic Analysis Workshop 17 mini-exome simulation. BMC Proc. 5
Suppl 9, S2.

Carless, M.A., Glahn, D.C., Johnson, M.P., Curran, J.E., Bozaoglu, K., Dyer, T.D.,
Winkler, A.M., Cole, S.A., Almasy, L., MacCluer, J.W., Duggirala, R., Moses, E.K., Gdring,
H.H.H., and Blangero, J. (2011). Impact of DISC1 variation on neuroanatomical and
neurocognitive phenotypes. Mol. Psychiatry 16, 1096-1104, 1063.

Choh, A.C., Curran, J.E., Odegaard, A.O., Nahhas, R.W., Czerwinski, S.A., Blangero, J.,
Towne, B., and Demerath, E.W. (2011). Differences in the heritability of growth and growth
velocity during infancy and associations with FTO variants. Obesity (Silver Spring). 19,
1847-1854.

Cox, H.C,, Lea, R.A,, Bellis, C., Carless, M., Dyer, T., Blangero, J., and Griffiths, L.R.
(2011). Variants in the human potassium channel gene (KCNN3) are associated with
migraine in a high risk genetic isolate. J. Headache Pain 12, 603—608.

Day-Williams, A.G., Blangero, J., Dyer, T.D., Lange, K., and Sobel, E.M. (2011a).
Unifying ideas for non-parametric linkage analysis. Hum. Hered. 71, 267—-280.
Day-Williams, A.G., Blangero, J., Dyer, T.D., Lange, K., and Sobel, E.M. (2011b). Linkage
analysis without defined pedigrees. Genet. Epidemiol. 35, 360-370.

Duren, D.L., Blangero, J., Sherwood, R.J., Seselj, M., Dyer, T., Cole, S.A., Lee, M., Choh,
A.C., Chumlea, W.C., Siervogel, R.M., Czerwinski, S.A., and Towne, B. (2011). Cortical
bone health shows significant linkage to chromosomes 2p, 3p, and 17q in 10-year-old
children. Bone 49, 1213-1218.

Freed, K.A., Blangero, J., Howard, T., Johnson, M.P., Curran, J.E., Garcia, Y.R., Lan, H.-
C., Abboud, H.E., and Moses, E.K. (2011). The 57 kb deletion in cystinosis patients
extends into TRPV1 causing dysregulation of transcription in peripheral blood
mononuclear cells. J. Med. Genet. 48, 563-566.

Johansson, A., Lgset, M., Mundal, S.B., Johnson, M.P., Freed, K.A., Fenstad, M.H.,
Moses, E.K., Austgulen, R., and Blangero, J. (2011a). Partial correlation network
analyses to detect altered gene interactions in human disease: using preeclampsia as a
model. Hum. Genet. 129, 25-34.

Johansson, A., Curran, J.E., Johnson, M.P., Freed, K.A., Fenstad, M.H., Bjgrge, L., Eide,
I.P., Carless, M.A., Rainwater, D.L., Goring, H.H.H., Austgulen, R., Moses, E.K., and
Blangero, J. (2011b). Identification of ACOX2 as a shared genetic risk factor for
preeclampsia and cardiovascular disease. Eur. J. Hum. Genet. 19, 796-800.

Kent, J.W., Farook, V., Goéring, H.H., Dyer, T.D., Almasy, L., Duggirala, R., and Blangero,
J. (2011). Do rare variant genotypes predict common variant genotypes? BMC Proc. 5
Suppl 9, S87.

Kochunov, P., Glahn, D.C., Nichols, T.E., Winkler, A.M., Hong, E.L., Holcomb, H.H., Stein,
J.L., Thompson, P.M., Curran, J.E., Carless, M.A., Olvera, R.L., Johnson, M.P., Cole,
S.A., Kochunov, V., Kent, J., and Blangero, J. (2011a). Genetic analysis of cortical
thickness and fractional anisotropy of water diffusion in the brain. Front. Neurosci. 5, 120.
Kochunov, P., Glahn, D.C., Lancaster, J., Winkler, A., Karlsgodt, K., Olvera, R.L., Curran,
J.E., Carless, M.A., Dyer, T.D., Almasy, L., Duggirala, R., Fox, P.T., and Blangero, J.



381.

382.

383.

384.

385.

386.

387.

388.

389.

390.

391.

392.

393.

(2011b). Blood pressure and cerebral white matter share common genetic factors in
Mexican Americans. Hypertension 57, 330-335.

Kochunov, P., Glahn, D.C., Lancaster, J., Thompson, P.M., Kochunov, V., Rogers, B.,
Fox, P., Blangero, J., and Williamson, D.E. (2011c). Fractional anisotropy of cerebral
white matter and thickness of cortical gray matter across the lifespan. Neuroimage 58, 41—
49.

Konstantopoulos, N., Foletta, V.C., Segal, D.H., Shields, K.A., Sanigorski, A., Windmill, K.,
Swinton, C., Connor, T., Wanyonyi, S., Dyer, T.D., Fahey, R.P., Watt, R.A., Curran, J.E.,
Molero, J.-C., Krippner, G., Collier, G.R., James, D.E., Blangero, J., Jowett, J.B., et al.
(2011). A gene expression signature for insulin resistance. Physiol. Genomics 43, 110-
120.

Kumar, S., Bellis, C., Zlojutro, M., Melton, P.E., Blangero, J., and Curran, J.E. (2011).
Large scale mitochondrial sequencing in Mexican Americans suggests a reappraisal of
Native American origins. BMC Evol. Biol. 11, 293.

Lgset, M., Mundal, S.B., Johnson, M.P., Fenstad, M.H., Freed, K.A., Lian, L.A., Eide, I.P.,
Bjarge, L., Blangero, J., Moses, E.K., and Austgulen, R. (2011). A transcriptional profile of
the decidua in preeclampsia. Am. J. Obstet. Gynecol. 204, 84.e1-27.

Melton, P.E., Kent, J.W., Dyer, T.D., Almasy, L., and Blangero, J. (2011). Genetic signal
maximization using environmental regression. BMC Proc. 5 Suppl 9, S72.

Olvera, R.L., Bearden, C.E., Velligan, D.I., Almasy, L., Carless, M.A., Curran, J.E.,
Williamson, D.E., Duggirala, R., Blangero, J., and Glahn, D.C. (2011). Common genetic
influences on depression, alcohol, and substance use disorders in Mexican-American
families. Am. J. Med. Genet. B. Neuropsychiatr. Genet. 156B, 561-568.

Pinkerton, R.C., Oria, R.B., Kent, J.W., Kohli, A., Abreu, C., Bushen, O., Lima, A.A.M.,
Blangero, J., Williams-Blangero, S., and Guerrant, R.L. (2011). Evidence for genetic
susceptibility to developing early childhood diarrhea among shantytown children living in
northeastern Brazil. Am. J. Trop. Med. Hyg. 85, 893—896.

Puppala, S., Coletta, D.K., Schneider, J., Hu, S.L., Farook, V.S., Dyer, T.D., Arya, R.,
Blangero, J., Duggirala, R., DeFronzo, R.A., and Jenkinson, C.P. (2011). Genome-wide
linkage screen for systolic blood pressure in the Veterans Administration Genetic
Epidemiology Study (VAGES) of Mexican-Americans and confirmation of a major
susceptibility locus on chromosome 6q14.1. Hum. Hered. 71, 1-10.

Rubicz, R., Leach, C.T., Kraig, E., Dhurandhar, N. V, Duggirala, R., Blangero, J., Yolken,
R., and Goring, H.H.H. (2011a). Genetic factors influence serological measures of
common infections. Hum. Hered. 72, 133-141.

Rubicz, R., Leach, C.T., Kraig, E., Dhurandhar, N. V, Grubbs, B., Blangero, J., Yolken,
R., and Goring, H.H. (2011b). Seroprevalence of 13 common pathogens in a rapidly
growing U.S. minority population: Mexican Americans from San Antonio, TX. BMC Res.
Notes 4, 433.

Sherwood, R.J., Duren, D.L., Mahaney, M.C., Blangero, J., Dyer, T.D., Cole, S.A.,
Czerwinski, S.A., Chumlea, W.C., Siervogel, R.M., Choh, A.C., Nahhas, R.W., Lee, M.,
and Towne, B. (2011). A genome-wide linkage scan for quantitative trait loci influencing
the craniofacial complex in humans (Homo sapiens sapiens). Anat. Rec. (Hoboken). 294,
664-675.

Thameem, F., Puppala, S., Arar, N.H., Blangero, J., Duggirala, R., and Abboud, H.E.
(2011). Genetic variants in transient receptor potential cation channel, subfamily M 1
(TRPM1) and their risk of albuminuria-related traits in Mexican Americans. Clin. Chim.
Acta. 412, 2058-2062.

Vinson, A., Curran, J.E., Johnson, M.P., Dyer, T.D., Moses, E.K., Blangero, J., Cox, L.A.,
Rogers, J., Havill, L.M., Vandeberg, J.L., and Mahaney, M.C. (2011). Genetical genomics



394.

395.

396.

397.

398.

399.

400.

401.

402.

403.

404.

405.

of Thl and Th2 immune response in a baboon model of atherosclerosis risk factors.
Atherosclerosis 217, 387-394.

Voruganti, V.S., Diego, V.P., Haack, K., Cole, S.A., Blangero, J., Goring, H.H.H., Laston,
S., Wenger, C.R., Ebbesson, S.0.E., Fabsitz, R.R., Devereux, R.B., Howard, B. V,
Umans, J.G., MacCluer, J.W., and Comuzzie, A.G. (2011). A QTL for genotype by sex
interaction for anthropometric measurements in Alaskan Eskimos (GOCADAN Study) on
chromosome 19g12-13. Obesity (Silver Spring). 19, 1840-1846.

Williams-Blangero, S., VandeBerg, J.L., Blangero, J., and Corréa-Oliveira, R. (2011).
Genetic epidemiology of Chagas disease. Adv. Parasitol. 75, 147-167.

Wright, F.A., Strug, L.J., Doshi, V.K., Commander, C.W., Blackman, S.M., Sun, L.,
Berthiaume, Y., Cutler, D., Cojocaru, A., Collaco, J.M., Corey, M., Dorfman, R., Goddard,
K., Green, D., Kent, JW., Lange, E.M., Lee, S., Li, W., Luo, J., Mayhew GM, Naughton
KM, Pace RG, Paré P, Rommens JM, Sandford A, Stonebraker JR, Sun W, Taylor C,
Vanscoy LL, Zou F, Blangero J, Zielenski J, O'Neal WK, Drumm ML, Durie PR, Knowles
MR, Cutting GR. (2011). Genome-wide association and linkage identify modifier loci of
lung disease severity in cystic fibrosis at 11p13 and 20q13.2. Nat. Genet. 43, 539-546.
Ziegler, A., Ghosh, S., Dyer, T.D., Blangero, J., MacCluer, J., and Almasy, L. (2011).
Introduction to genetic analysis workshop 17 summaries. Genet. Epidemiol. 35 Suppl 1,
S1-4.

Karlsgodt, K.H., Kochunov, P., Winkler, A.M., Laird, A.R., Almasy, L., Duggirala, R.,
Olvera, R.L., Fox, P.T., Blangero, J., and Glahn, D.C. (2010). A multimodal assessment
of the genetic control over working memory. J. Neurosci. 30, 8197—-8202.

Kochunov, P., Glahn, D., Lancaster, J., Winkler, A., Kent, J.W., Olvera, R.L., Cole, S.A,,
Dyer, T.D., Almasy, L., Duggirala, R., Fox, P.T., and Blangero, J. (2010a). Whole brain
and regional hyperintense white matter volume and blood pressure: overlap of genetic loci
produced by bivariate, whole-genome linkage analyses. Stroke. 41, 2137-2142.
Kochunov, P., Glahn, D.C., Fox, P.T., Lancaster, J.L., Saleem, K., Shelledy, W., Zilles, K.,
Thompson, P.M., Coulon, O., Mangin, J.F., Blangero, J., and Rogers, J. (2010b).
Genetics of primary cerebral gyrification: Heritability of length, depth and area of primary
sulci in an extended pedigree of Papio baboons. Neuroimage 53, 1126-1134.

Kochunov, P., Glahn, D.C., Lancaster, J.L., Winkler, A.M., Smith, S., Thompson, P.M.,
Almasy, L., Duggirala, R., Fox, P.T., and Blangero, J. (2010c). Genetics of microstructure
of cerebral white matter using diffusion tensor imaging. Neuroimage 53, 1109-1116.
Macgregor, S., Bellis, C., Lea, R.A., Cox, H., Dyer, T., Blangero, J., Visscher, P.M., and
Griffiths, L.R. (2010). Legacy of mutiny on the Bounty: founder effect and admixture on
Norfolk Island. Eur. J. Hum. Genet. 18, 67-72.

Melton, P.E., Rutherford, S., Voruganti, V.S., Goéring, H.H.H., Laston, S., Haack, K.,
Comuzzie, A.G., Dyer, T.D., Johnson, M.P., Kent, J.W., Curran, J.E., Moses, E.K.,
Blangero, J., Barac, A, Lee, E.T., Best, L.G., Fabsitz, R.R., Devereux, R.B., Okin, P.M.,
et al. (2010). Bivariate genetic association of KIAA1797 with heart rate in American
Indians: the Strong Heart Family Study. Hum. Mol. Genet. 19, 3662-3671.

Oler, J.A,, Fox, A.S., Shelton, S.E., Rogers, J., Dyer, T.D., Davidson, R.J., Shelledy, W.,
Oakes, T.R., Blangero, J., and Kalin, N.H. (2010). Amygdalar and hippocampal
substrates of anxious temperament differ in their heritability. Nature 466, 864—868.

Prior, M.J., Foletta, V.C., Jowett, J.B., Segal, D.H., Carless, M.A., Curran, J.E., Dyer, T.D.,
Moses, E.K., McAinch, A.J., Konstantopoulos, N., Bozaoglu, K., Collier, G.R., Cameron-
Smith, D., Blangero, J., and Walder, K.R. (2010). The characterization of Abelson helper
integration site-1 in skeletal muscle and its links to the metabolic syndrome. Metabolism.
59, 1057-1064.



406.

407.

408.

400.

410.

411.

412.

413.

414.

Rogers, J., Kochunov, P., Zilles, K., Shelledy, W., Lancaster, J., Thompson, P., Duggirala,
R., Blangero, J., Fox, P.T., and Glahn, D.C. (2010). On the genetic architecture of cortical
folding and brain volume in primates. Neuroimage 53, 1103—-1108.

Sabater-Lleal, M., Chillén, M., Mordillo, C., Martinez, A., Gil, E., Mateo, J., Blangero, J.,
Almasy, L., Fontcuberta, J., and Soria, J.M. (2010). Combined cis-regulator elements as
important mechanism affecting FXII plasma levels. Thromb. Res. 125, e55-60.

Smith, E.M., Zhang, Y., Baye, T.M., Gawrieh, S., Cole, R., Blangero, J., Carless, M.A.,
Curran, J.E., Dyer, T.D., Abraham, L.J., Moses, E.K., Kissebah, A.H., Martin, L.J., and
Olivier, M. (2010). INSIG1 influences obesity-related hypertriglyceridemia in humans. J.
Lipid Res. 51, 701-708.

Thameem, F., Puppala, S., Lehman, D.M., Stern, M.P., Blangero, J., Abboud, H.E.,
Duggirala, R., and Habib, S.L. (2010). The Ser(326)Cys Polymorphism of 8-Oxoguanine
Glycosylase 1 (OGG1) Is Associated with Type 2 Diabetes in Mexican Americans. Hum.
Hered. 70, 97-101.

Winkler, A.M., Kochunov, P., Blangero, J., Almasy, L., Zilles, K., Fox, P.T., Duggirala, R.,
and Glahn, D.C. (2010a). Cortical thickness or grey matter volume? The importance of
selecting the phenotype for imaging genetics studies. Neuroimage 53, 1135-1146.
Winkler, A.M., Kochunov, P., Blangero, J., Almasy, L., Zilles, K., Fox, P.T., Duggirala, R.,
and Glahn, D.C. (2010b). Cortical thickness or grey matter volume? The importance of
selecting the phenotype for imaging genetics studies. Neuroimage 53, 1135-1146.

Wirtz, M.K., Samples, J.R., Toumanidou, V., Charlesworth, J., Mikropoulos, D.G., Kaltsos,
K., Economou, A., Dimopoulos, A., Georgiadou, I.N., Moumtzis, G., Papanastasiou, A.,
Kramer, P.L., Dyer, T., Blangero, J., and Konstas, A.G.P. (2010). Association of POAG
risk factors and the Thr377Met MYOC mutation in an isolated Greek population. Invest.
Ophthalmol. Vis. Sci. 51, 3055-3060.

Bastarrachea, R.A., Gallegos-Cabriales, E.C., Nava-Gonzélez, E.J., Haack, K., Voruganti,
V.S., Charlesworth, J., Laviada-Molina, H.A., Veloz-Garza, R.A., Cardenas-Villarreal,
V.M., Valdovinos-Chavez, S.B., Gomez-Aguilar, P., Meléndez, G., Lopez-Alvarenga, J.C.,
Goring, H.H.H., Cole, S.A., Blangero, J., Comuzzie, A.G., and Kent, J.W. (2012).
Integrating genomic analysis with the genetic basis of gene expression: preliminary
evidence of the identification of causal genes for cardiovascular and metabolic traits
related to nutrition in Mexicans. Adv. Nutr. 3, 5965-604S.

Bis, J.C., DeCarli, C., Smith, A.V., van der Lijn, F., Crivello, F., Fornage, M., Debette, S.,
Shulman, J.M., Schmidt, H., Srikanth, V., Schuur, M., Yu, L., Choi, S.-H., Sigurdsson, S.,
Verhaaren, B.F.J., DeStefano, A.L., Lambert, J.-C., Jack, C.R., Struchalin, M., Stankovich
J, Ibrahim-Verbaas CA, Fleischman D, Zijdenbos A, den Heijer T, Mazoyer B, Coker LH,
Enzinger C, Danoy P, Amin N, Arfanakis K, van Buchem MA, de Bruijn RF, Beiser A,
Dufouil C, Huang J, Cavalieri M, Thomson R, Niessen WJ, Chibnik LB, Gislason GK,
Hofman A, Pikula A, Amouyel P, Freeman KB, Phan TG, Oostra BA, Stein JL, Medland
SE, Vasquez AA, Hibar DP, Wright MJ, Franke B, Martin NG, Thompson PM; Stein JL,
Medland SE, Arias Vasquez A, Hibar DP, Senstad RE, Winkler AM, Toro R, Appel K,
Bartecek R, Bergmann &, Bernard M, Brown AA, Cannon DM, Chakravarty M,
Christoforou A, Domin M, Grimm O, Hollinshead M, Holmes AJ, Homuth G, Hottenga JJ,
Langan C, Lopez LM, Hansell NK, Hwang KS, Kim S, Laje G, Lee PH, Liu X, Loth E,
Lourdusamy A, Maniega SM, Mattingsdal M, Mohnke S, Nho K, Nugent AC, O'Brien C,
Papmeyer M, Pitz B, Ramasamy A, Rasmussen J, Rijpkema M, Risacher SL, Roddey JC,
Rose EJ, Ryten M, Shen L, Sprooten E, Strengman E, Teumer A, Trabzuni D, Turner J,
van Eijk K, van Erp TG, van Tol MJ, Wittfeld K, Wolf C, Woudstra S, Aleman A, Alhusaini
S, Almasy L, Binder EB, Brohawn DG, Cantor RM, Carless MA, Corvin A, Czisch M,
Curran JE, Davies G, de Almeida MA, Delanty N, Depondt C, Duggirala R, Dyer TD, Erk


http://www.ncbi.nlm.nih.gov/pubmed?term=Stein%20JL
http://www.ncbi.nlm.nih.gov/pubmed?term=Medland%20SE
http://www.ncbi.nlm.nih.gov/pubmed?term=Arias%20Vasquez%20A
http://www.ncbi.nlm.nih.gov/pubmed?term=Hibar%20DP
http://www.ncbi.nlm.nih.gov/pubmed?term=Senstad%20RE
http://www.ncbi.nlm.nih.gov/pubmed?term=Winkler%20AM
http://www.ncbi.nlm.nih.gov/pubmed?term=Toro%20R
http://www.ncbi.nlm.nih.gov/pubmed?term=Appel%20K
http://www.ncbi.nlm.nih.gov/pubmed?term=Bartecek%20R
http://www.ncbi.nlm.nih.gov/pubmed?term=Bergmann%20%C3%98
http://www.ncbi.nlm.nih.gov/pubmed?term=Bernard%20M
http://www.ncbi.nlm.nih.gov/pubmed?term=Brown%20AA
http://www.ncbi.nlm.nih.gov/pubmed?term=Cannon%20DM
http://www.ncbi.nlm.nih.gov/pubmed?term=Chakravarty%20M
http://www.ncbi.nlm.nih.gov/pubmed?term=Christoforou%20A
http://www.ncbi.nlm.nih.gov/pubmed?term=Domin%20M
http://www.ncbi.nlm.nih.gov/pubmed?term=Grimm%20O
http://www.ncbi.nlm.nih.gov/pubmed?term=Hollinshead%20M
http://www.ncbi.nlm.nih.gov/pubmed?term=Holmes%20AJ
http://www.ncbi.nlm.nih.gov/pubmed?term=Homuth%20G
http://www.ncbi.nlm.nih.gov/pubmed?term=Hottenga%20JJ
http://www.ncbi.nlm.nih.gov/pubmed?term=Langan%20C
http://www.ncbi.nlm.nih.gov/pubmed?term=Lopez%20LM
http://www.ncbi.nlm.nih.gov/pubmed?term=Hansell%20NK
http://www.ncbi.nlm.nih.gov/pubmed?term=Hwang%20KS
http://www.ncbi.nlm.nih.gov/pubmed?term=Kim%20S
http://www.ncbi.nlm.nih.gov/pubmed?term=Laje%20G
http://www.ncbi.nlm.nih.gov/pubmed?term=Lee%20PH
http://www.ncbi.nlm.nih.gov/pubmed?term=Liu%20X
http://www.ncbi.nlm.nih.gov/pubmed?term=Loth%20E
http://www.ncbi.nlm.nih.gov/pubmed?term=Lourdusamy%20A
http://www.ncbi.nlm.nih.gov/pubmed?term=Maniega%20SM
http://www.ncbi.nlm.nih.gov/pubmed?term=Mattingsdal%20M
http://www.ncbi.nlm.nih.gov/pubmed?term=Mohnke%20S
http://www.ncbi.nlm.nih.gov/pubmed?term=Nho%20K
http://www.ncbi.nlm.nih.gov/pubmed?term=Nugent%20AC
http://www.ncbi.nlm.nih.gov/pubmed?term=O%27Brien%20C
http://www.ncbi.nlm.nih.gov/pubmed?term=Papmeyer%20M
http://www.ncbi.nlm.nih.gov/pubmed?term=P%C3%BCtz%20B
http://www.ncbi.nlm.nih.gov/pubmed?term=Ramasamy%20A
http://www.ncbi.nlm.nih.gov/pubmed?term=Rasmussen%20J
http://www.ncbi.nlm.nih.gov/pubmed?term=Rijpkema%20M
http://www.ncbi.nlm.nih.gov/pubmed?term=Risacher%20SL
http://www.ncbi.nlm.nih.gov/pubmed?term=Roddey%20JC
http://www.ncbi.nlm.nih.gov/pubmed?term=Rose%20EJ
http://www.ncbi.nlm.nih.gov/pubmed?term=Ryten%20M
http://www.ncbi.nlm.nih.gov/pubmed?term=Shen%20L
http://www.ncbi.nlm.nih.gov/pubmed?term=Sprooten%20E
http://www.ncbi.nlm.nih.gov/pubmed?term=Strengman%20E
http://www.ncbi.nlm.nih.gov/pubmed?term=Teumer%20A
http://www.ncbi.nlm.nih.gov/pubmed?term=Trabzuni%20D
http://www.ncbi.nlm.nih.gov/pubmed?term=Turner%20J
http://www.ncbi.nlm.nih.gov/pubmed?term=van%20Eijk%20K
http://www.ncbi.nlm.nih.gov/pubmed?term=van%20Erp%20TG
http://www.ncbi.nlm.nih.gov/pubmed?term=van%20Tol%20MJ
http://www.ncbi.nlm.nih.gov/pubmed?term=Wittfeld%20K
http://www.ncbi.nlm.nih.gov/pubmed?term=Wolf%20C
http://www.ncbi.nlm.nih.gov/pubmed?term=Woudstra%20S
http://www.ncbi.nlm.nih.gov/pubmed?term=Aleman%20A
http://www.ncbi.nlm.nih.gov/pubmed?term=Alhusaini%20S
http://www.ncbi.nlm.nih.gov/pubmed?term=Alhusaini%20S
http://www.ncbi.nlm.nih.gov/pubmed?term=Almasy%20L
http://www.ncbi.nlm.nih.gov/pubmed?term=Binder%20EB
http://www.ncbi.nlm.nih.gov/pubmed?term=Brohawn%20DG
http://www.ncbi.nlm.nih.gov/pubmed?term=Cantor%20RM
http://www.ncbi.nlm.nih.gov/pubmed?term=Carless%20MA
http://www.ncbi.nlm.nih.gov/pubmed?term=Corvin%20A
http://www.ncbi.nlm.nih.gov/pubmed?term=Czisch%20M
http://www.ncbi.nlm.nih.gov/pubmed?term=Curran%20JE
http://www.ncbi.nlm.nih.gov/pubmed?term=Davies%20G
http://www.ncbi.nlm.nih.gov/pubmed?term=de%20Almeida%20MA
http://www.ncbi.nlm.nih.gov/pubmed?term=Delanty%20N
http://www.ncbi.nlm.nih.gov/pubmed?term=Depondt%20C
http://www.ncbi.nlm.nih.gov/pubmed?term=Duggirala%20R
http://www.ncbi.nlm.nih.gov/pubmed?term=Dyer%20TD
http://www.ncbi.nlm.nih.gov/pubmed?term=Erk%20S

415.

416.

417.

418.

419.

420.

S, Fagerness J, Fox PT, Freimer NB, Gill M, Gdring HH, Hagler DJ, Hoehn D, Holsboer F,
Hoogman M, Hosten N, Jahanshad N, Johnson MP, Kasperaviciute D, Kent JW Jr,
Kochunov P, Lancaster JL, Lawrie SM, Liewald DC, Mandl R, Matarin M, Mattheisen M,
Meisenzahl E, Melle I, Moses EK, Muhleisen TW, Nauck M, N6then MM, Olvera RL,
Pandolfo M, Pike GB, Puls R, Reinvang I, Renteria ME, Rietschel M, Roffman JL, Royle
NA, Rujescu D, Savitz J, Schnack HG, Schnell K, Seiferth N, Smith C, Steen VM, Valdés
Hernandez MC, Van den Heuvel M, van der Wee NJ, Van Haren NE, Veltman JA, Volzke
H, Walker R, Westlye LT, Whelan CD, Agartz |, Boomsma DI, Cavalleri GL, Dale AM,
Djurovic S, Drevets WC, Hagoort P, Hall J, Heinz A, Jack CR Jr, Foroud TM, Le Hellard S,
Macciardi F, Montgomery GW, Poline JB, Porteous DJ, Sisodiya SM, Starr JM, Sussmann
J, Toga AW, Veltman DJ, Walter H, Weiner MW, Andreassen OA, Apostolova LG, Bastin
ME, Blangero J, Brunner HG, Buckner RL, Cichon S, Coppola G, de Zubicaray GI, Deary
IJ, Donohoe G, de Geus EJ, Espeseth T, Fernandez G, Glahn DC, Grabe HJ, Hardy J,
Hulshoff Pol HE, Jenkinson M, Kahn RS, McDonald C, Mcintosh AM, McMahon FJ,
McMahon KL, Meyer-Lindenberg A, Morris DW, Muller-Myhsok B, Nichols TE, Ophoff RA,
Paus T, Pausova Z, Penninx BW, Potkin SG, Sdamann PG, Saykin AJ, Schumann G,
Smoller JW, Wardlaw JM, Weale ME, Martin NG, Franke B, Wright MJ, Thompson PM.,
Nalls MA, Uitterlinden AG, Au R, Elbaz A, Beare RJ, van Swieten JC, Lopez OL, Harris
TB, Chouraki V, Breteler MM, De Jager PL, Becker JT, Vernooij MW, Knopman D,
Fazekas F, Wolf PA, van der Lugt A, Gudnason V, Longstreth WT Jr, Brown MA, Bennett
DA, van Duijn CM, Mosley TH, Schmidt R, Tzourio C, Launer LJ, Ilkram MA, Seshadri S;
Cohorts for Heart and Aging Research in Genomic Epidemiology Consortium. (2012).
Common variants at 12g14 and 1224 are associated with hippocampal volume. Nat.
Genet. 44, 545-551.

Cox, H.C,, Lea, R.A,, Bellis, C., Nyholt, D.R., Dyer, T.D., Haupt, L.M., Charlesworth, J.,
Matovinovic, E., Blangero, J., and Griffiths, L.R. (2012a). Heritability and genome-wide
linkage analysis of migraine in the genetic isolate of Norfolk Island. Gene 494, 119-123.
Cox, H.C., Lea, R.A,, Bellis, C., Carless, M., Dyer, T.D., Curran, J., Charlesworth, J.,
Macgregor, S., Nyholt, D., Chasman, D., Ridker, P.M., Schiirks, M., Blangero, J., and
Griffiths, L.R. (2012b). A genome-wide analysis of “Bounty” descendants implicates
several novel variants in migraine susceptibility. Neurogenetics 13, 261-266.

Cummings, N., Shields, K.A., Curran, J.E., Bozaoglu, K., Trevaskis, J., Gluschenko, K.,
Cai, G., Comuzzie, A.G., Dyer, T.D., Walder, K.R., Zimmet, P., Collier, G.R., Blangero, J.,
and Jowett, J.B.M. (2012). Genetic variation in SH3-domain GRB2-like (endophilin)-
interacting protein 1 has a major impact on fat mass. Int. J. Obes. (Lond). 36, 201-206.
Diego, V.P., Curran, J.E., Charlesworth, J., Peralta, J.M., Voruganti, V.S., Cole, S.A.,
Dyer, T.D., Johnson, M.P., Moses, E.K., Goring, H.H.H., Williams, J.T., Comuzzie, A.G.,
Almasy, L., Blangero, J., and Williams-Blangero, S. (2012). Systems genetics of the
nuclear factor-kB signal transduction network. I. Detection of several quantitative trait loci
potentially relevant to aging. Mech. Ageing Dev. 133, 11-19.

Farook, V.S., Puppala, S., Schneider, J., Fowler, S.P., Chittoor, G., Dyer, T.D., Allayee,
H., Cole, S.A,, Arya, R., Black, M.H., Curran, J.E., Almasy, L., Buchanan, T.A., Jenkinson,
C.P., Lehman, D.M., Watanabe, R.M., Blangero, J., and Duggirala, R. (2012). Metabolic
syndrome is linked to chromosome 7921 and associated with genetic variants in CD36
and GNAT3 in Mexican Americans. Obesity (Silver Spring). 20, 2083-2092.

Glahn, D.C., Curran, J.E., Winkler, A.M., Carless, M.A., Kent, J.W., Charlesworth, J.C.,
Johnson, M.P., Géring, H.H.H., Cole, S.A., Dyer, T.D., Moses, E.K., Olvera, R.L.,
Kochunov, P., Duggirala, R., Fox, P.T., Almasy, L., and Blangero, J. (2012). High
dimensional endophenotype ranking in the search for major depression risk genes. Biol.
Psychiatry 71, 6-14.


http://www.ncbi.nlm.nih.gov/pubmed?term=Erk%20S
http://www.ncbi.nlm.nih.gov/pubmed?term=Fagerness%20J
http://www.ncbi.nlm.nih.gov/pubmed?term=Fox%20PT
http://www.ncbi.nlm.nih.gov/pubmed?term=Freimer%20NB
http://www.ncbi.nlm.nih.gov/pubmed?term=Gill%20M
http://www.ncbi.nlm.nih.gov/pubmed?term=G%C3%B6ring%20HH
http://www.ncbi.nlm.nih.gov/pubmed?term=Hagler%20DJ
http://www.ncbi.nlm.nih.gov/pubmed?term=Hoehn%20D
http://www.ncbi.nlm.nih.gov/pubmed?term=Holsboer%20F
http://www.ncbi.nlm.nih.gov/pubmed?term=Hoogman%20M
http://www.ncbi.nlm.nih.gov/pubmed?term=Hosten%20N
http://www.ncbi.nlm.nih.gov/pubmed?term=Jahanshad%20N
http://www.ncbi.nlm.nih.gov/pubmed?term=Johnson%20MP
http://www.ncbi.nlm.nih.gov/pubmed?term=Kasperaviciute%20D
http://www.ncbi.nlm.nih.gov/pubmed?term=Kent%20JW%20Jr
http://www.ncbi.nlm.nih.gov/pubmed?term=Kochunov%20P
http://www.ncbi.nlm.nih.gov/pubmed?term=Lancaster%20JL
http://www.ncbi.nlm.nih.gov/pubmed?term=Lawrie%20SM
http://www.ncbi.nlm.nih.gov/pubmed?term=Liewald%20DC
http://www.ncbi.nlm.nih.gov/pubmed?term=Mandl%20R
http://www.ncbi.nlm.nih.gov/pubmed?term=Matarin%20M
http://www.ncbi.nlm.nih.gov/pubmed?term=Mattheisen%20M
http://www.ncbi.nlm.nih.gov/pubmed?term=Meisenzahl%20E
http://www.ncbi.nlm.nih.gov/pubmed?term=Melle%20I
http://www.ncbi.nlm.nih.gov/pubmed?term=Moses%20EK
http://www.ncbi.nlm.nih.gov/pubmed?term=M%C3%BChleisen%20TW
http://www.ncbi.nlm.nih.gov/pubmed?term=Nauck%20M
http://www.ncbi.nlm.nih.gov/pubmed?term=N%C3%B6then%20MM
http://www.ncbi.nlm.nih.gov/pubmed?term=Olvera%20RL
http://www.ncbi.nlm.nih.gov/pubmed?term=Pandolfo%20M
http://www.ncbi.nlm.nih.gov/pubmed?term=Pike%20GB
http://www.ncbi.nlm.nih.gov/pubmed?term=Puls%20R
http://www.ncbi.nlm.nih.gov/pubmed?term=Reinvang%20I
http://www.ncbi.nlm.nih.gov/pubmed?term=Renter%C3%ADa%20ME
http://www.ncbi.nlm.nih.gov/pubmed?term=Rietschel%20M
http://www.ncbi.nlm.nih.gov/pubmed?term=Roffman%20JL
http://www.ncbi.nlm.nih.gov/pubmed?term=Royle%20NA
http://www.ncbi.nlm.nih.gov/pubmed?term=Royle%20NA
http://www.ncbi.nlm.nih.gov/pubmed?term=Rujescu%20D
http://www.ncbi.nlm.nih.gov/pubmed?term=Savitz%20J
http://www.ncbi.nlm.nih.gov/pubmed?term=Schnack%20HG
http://www.ncbi.nlm.nih.gov/pubmed?term=Schnell%20K
http://www.ncbi.nlm.nih.gov/pubmed?term=Seiferth%20N
http://www.ncbi.nlm.nih.gov/pubmed?term=Smith%20C
http://www.ncbi.nlm.nih.gov/pubmed?term=Steen%20VM
http://www.ncbi.nlm.nih.gov/pubmed?term=Vald%C3%A9s%20Hern%C3%A1ndez%20MC
http://www.ncbi.nlm.nih.gov/pubmed?term=Vald%C3%A9s%20Hern%C3%A1ndez%20MC
http://www.ncbi.nlm.nih.gov/pubmed?term=Van%20den%20Heuvel%20M
http://www.ncbi.nlm.nih.gov/pubmed?term=van%20der%20Wee%20NJ
http://www.ncbi.nlm.nih.gov/pubmed?term=Van%20Haren%20NE
http://www.ncbi.nlm.nih.gov/pubmed?term=Veltman%20JA
http://www.ncbi.nlm.nih.gov/pubmed?term=V%C3%B6lzke%20H
http://www.ncbi.nlm.nih.gov/pubmed?term=V%C3%B6lzke%20H
http://www.ncbi.nlm.nih.gov/pubmed?term=Walker%20R
http://www.ncbi.nlm.nih.gov/pubmed?term=Westlye%20LT
http://www.ncbi.nlm.nih.gov/pubmed?term=Whelan%20CD
http://www.ncbi.nlm.nih.gov/pubmed?term=Agartz%20I
http://www.ncbi.nlm.nih.gov/pubmed?term=Boomsma%20DI
http://www.ncbi.nlm.nih.gov/pubmed?term=Cavalleri%20GL
http://www.ncbi.nlm.nih.gov/pubmed?term=Dale%20AM
http://www.ncbi.nlm.nih.gov/pubmed?term=Djurovic%20S
http://www.ncbi.nlm.nih.gov/pubmed?term=Drevets%20WC
http://www.ncbi.nlm.nih.gov/pubmed?term=Hagoort%20P
http://www.ncbi.nlm.nih.gov/pubmed?term=Hall%20J
http://www.ncbi.nlm.nih.gov/pubmed?term=Heinz%20A
http://www.ncbi.nlm.nih.gov/pubmed?term=Jack%20CR%20Jr
http://www.ncbi.nlm.nih.gov/pubmed?term=Foroud%20TM
http://www.ncbi.nlm.nih.gov/pubmed?term=Le%20Hellard%20S
http://www.ncbi.nlm.nih.gov/pubmed?term=Macciardi%20F
http://www.ncbi.nlm.nih.gov/pubmed?term=Montgomery%20GW
http://www.ncbi.nlm.nih.gov/pubmed?term=Poline%20JB
http://www.ncbi.nlm.nih.gov/pubmed?term=Porteous%20DJ
http://www.ncbi.nlm.nih.gov/pubmed?term=Sisodiya%20SM
http://www.ncbi.nlm.nih.gov/pubmed?term=Starr%20JM
http://www.ncbi.nlm.nih.gov/pubmed?term=Sussmann%20J
http://www.ncbi.nlm.nih.gov/pubmed?term=Sussmann%20J
http://www.ncbi.nlm.nih.gov/pubmed?term=Toga%20AW
http://www.ncbi.nlm.nih.gov/pubmed?term=Veltman%20DJ
http://www.ncbi.nlm.nih.gov/pubmed?term=Walter%20H
http://www.ncbi.nlm.nih.gov/pubmed?term=Weiner%20MW
http://www.ncbi.nlm.nih.gov/pubmed?term=Andreassen%20OA
http://www.ncbi.nlm.nih.gov/pubmed?term=Apostolova%20LG
http://www.ncbi.nlm.nih.gov/pubmed?term=Bastin%20ME
http://www.ncbi.nlm.nih.gov/pubmed?term=Bastin%20ME
http://www.ncbi.nlm.nih.gov/pubmed?term=Blangero%20J
http://www.ncbi.nlm.nih.gov/pubmed?term=Brunner%20HG
http://www.ncbi.nlm.nih.gov/pubmed?term=Buckner%20RL
http://www.ncbi.nlm.nih.gov/pubmed?term=Cichon%20S
http://www.ncbi.nlm.nih.gov/pubmed?term=Coppola%20G
http://www.ncbi.nlm.nih.gov/pubmed?term=de%20Zubicaray%20GI
http://www.ncbi.nlm.nih.gov/pubmed?term=Deary%20IJ
http://www.ncbi.nlm.nih.gov/pubmed?term=Deary%20IJ
http://www.ncbi.nlm.nih.gov/pubmed?term=Donohoe%20G
http://www.ncbi.nlm.nih.gov/pubmed?term=de%20Geus%20EJ
http://www.ncbi.nlm.nih.gov/pubmed?term=Espeseth%20T
http://www.ncbi.nlm.nih.gov/pubmed?term=Fern%C3%A1ndez%20G
http://www.ncbi.nlm.nih.gov/pubmed?term=Glahn%20DC
http://www.ncbi.nlm.nih.gov/pubmed?term=Grabe%20HJ
http://www.ncbi.nlm.nih.gov/pubmed?term=Hardy%20J
http://www.ncbi.nlm.nih.gov/pubmed?term=Hulshoff%20Pol%20HE
http://www.ncbi.nlm.nih.gov/pubmed?term=Jenkinson%20M
http://www.ncbi.nlm.nih.gov/pubmed?term=Kahn%20RS
http://www.ncbi.nlm.nih.gov/pubmed?term=McDonald%20C
http://www.ncbi.nlm.nih.gov/pubmed?term=McIntosh%20AM
http://www.ncbi.nlm.nih.gov/pubmed?term=McMahon%20FJ
http://www.ncbi.nlm.nih.gov/pubmed?term=McMahon%20KL
http://www.ncbi.nlm.nih.gov/pubmed?term=Meyer-Lindenberg%20A
http://www.ncbi.nlm.nih.gov/pubmed?term=Morris%20DW
http://www.ncbi.nlm.nih.gov/pubmed?term=M%C3%BCller-Myhsok%20B
http://www.ncbi.nlm.nih.gov/pubmed?term=Nichols%20TE
http://www.ncbi.nlm.nih.gov/pubmed?term=Ophoff%20RA
http://www.ncbi.nlm.nih.gov/pubmed?term=Paus%20T
http://www.ncbi.nlm.nih.gov/pubmed?term=Pausova%20Z
http://www.ncbi.nlm.nih.gov/pubmed?term=Penninx%20BW
http://www.ncbi.nlm.nih.gov/pubmed?term=Potkin%20SG
http://www.ncbi.nlm.nih.gov/pubmed?term=S%C3%A4mann%20PG
http://www.ncbi.nlm.nih.gov/pubmed?term=Saykin%20AJ
http://www.ncbi.nlm.nih.gov/pubmed?term=Schumann%20G
http://www.ncbi.nlm.nih.gov/pubmed?term=Smoller%20JW
http://www.ncbi.nlm.nih.gov/pubmed?term=Wardlaw%20JM
http://www.ncbi.nlm.nih.gov/pubmed?term=Weale%20ME
http://www.ncbi.nlm.nih.gov/pubmed?term=Martin%20NG
http://www.ncbi.nlm.nih.gov/pubmed?term=Franke%20B
http://www.ncbi.nlm.nih.gov/pubmed?term=Wright%20MJ
http://www.ncbi.nlm.nih.gov/pubmed?term=Thompson%20PM

421.

422.

423.

424.

425.

426.

427.

428.

429.

430.

Johnson, M.P., Brennecke, S.P., East, C.E., Gdring, H.H.H., Kent, J.W., Dyer, T.D., Said,
J.M., Roten, L.T., Iversen, A.-C., Abraham, L.J., Heinonen, S., Kajantie, E., Kere, J.,
Kivinen, K., Pouta, A., Laivuori, H., Austgulen, R., Blangero, J., and Moses, E.K. (2012).
Genome-wide association scan identifies a risk locus for preeclampsia on 2q14, near the
inhibin, beta B gene. PLoS One 7, €33666.

Jowett, J.B.M., Okada, Y., Leedman, P.J., Curran, J.E., Johnson, M.P., Moses, E.K.,
Goring, H.H.H., Mochizuki, S., Blangero, J., Stone, L., Allen, H., Mitchell, C., and
Matthews, V.B. (2012). ADAM28 is elevated in humans with the metabolic syndrome and
is a hovel sheddase of human tumour necrosis factor-a. Immunol. Cell Biol. 90, 966—-973.
Kaskow, B.J., Proffitt, J.M., Michael Proffit, J., Blangero, J., Moses, E.K., and Abraham,
L.J. (2012). Diverse biological activities of the vascular non-inflammatory molecules - the
Vanin pantetheinases. Biochem. Biophys. Res. Commun. 417, 653-658.

Kent, J.W., Goring, H.H.H., Charlesworth, J.C., Drigalenko, E., Diego, V.P., Curran, J.E.,
Johnson, M.P., Dyer, T.D., Cole, S.A., Jowett, J.B.M., Mahaney, M.C., Comuzzie, A.G.,
Almasy, L., Moses, E.K., Blangero, J., and Williams-Blangero, S. (2012). Genotypexage
interaction in human transcriptional ageing. Mech. Ageing Dev. 133, 581-590.

Kochunov, P., Williamson, D.E., Lancaster, J., Fox, P., Cornell, J., Blangero, J., and
Glahn, D.C. (2012a). Fractional anisotropy of water diffusion in cerebral white matter
across the lifespan. Neurobiol. Aging 33, 9-20.

Kochunov, P., Glahn, D.C., Hong, L.E., Lancaster, J., Curran, J.E., Johnson, M.P.,
Winkler, A.M., Holcomb, H.H., Kent, J.W., Mitchell, B., Kochunov, V., Olvera, R.L., Cole,
S.A., Dyer, T.D., Moses, E.K., Goring, H., Almasy, L., Duggirala, R., and Blangero, J.
(2012b). P-selectin Expression Tracks Cerebral Atrophy in Mexican-Americans. Front.
Genet. 3, 65.

Kulkarni, H., Géring, H.H.H., Diego, V., Cole, S., Walder, K.R., Collier, G.R., Blangero, J.,
and Carless, M.A. (2012). Association of differential gene expression with imatinib
mesylate and omacetaxine mepesuccinate toxicity in lymphoblastoid cell lines. BMC Med.
Genomics 5, 37.

Lee, M., Choh, A.C., Williams, K.D., Schroeder, V., Dyer, T.D., Blangero, J., Cole, S.A,,
Chumlea, W.C., Duren, D.L., Sherwood, R.J., Siervogel, R.M., Towne, B., and Czerwinski,
S.A. (2012). Genome-wide linkage scan for quantitative trait loci underlying normal
variation in heel bone ultrasound measures. J. Nutr. Health Aging 16, 8—-13.

Liu, C.-T., Estrada, K., Yerges-Armstrong, L.M., Amin, N., Evangelou, E., Li, G., Minster,
R.L., Carless, M.A., Kammerer, C.M., Oei, L., Zhou, Y., Alonso, N., Dailiana, Z., Eriksson,
J., Garcia-Giralt, N., Giroux, S., Husted, L.B., Khusainova, R.l., Koromila, T., Kung AW,
Lewis JR, Masi L, Mencej-Bedrac S, Nogues X, Patel MS, Prezelj J, Richards JB, Sham
PC, Spector T, Vandenput L, Xiao SM, Zheng HF, Zhu K, Balcells S, Brandi ML, Frost M,
Goltzman D, Gonzalez-Macias J, Karlsson M, Khusnutdinova EK, Kollia P, Langdahl BL,
Ljunggren O, Lorentzon M, Marc J, Mellstrom D, Ohlsson C, Olmos JM, Ralston SH,
Riancho JA, Rousseau F, Urreizti R, Van Hul W, Zarrabeitia MT, Castano-Betancourt M,
Demissie S, Grundberg E, Herrera L, Kwan T, Medina-Gémez C, Pastinen T, Sigurdsson
G, Thorleifsson G, Vanmeurs JB, Blangero J, Hofman A, Liu Y, Mitchell BD, O'Connell
JR, Oostra BA, Rotter JI, Stefansson K, Streeten EA, Styrkarsdottir U, Thorsteinsdottir U,
Tylavsky FA, Uitterlinden A, Cauley JA, Harris TB, loannidis JP, Psaty BM, Robbins JA,
Zillikens MC, Vanduijn CM, Prince RL, Karasik D, Rivadeneira F, Kiel DP, Cupples LA,
Hsu YH. (2012). Assessment of gene-by-sex interaction effect on bone mineral density. J.
Bone Miner. Res. 27, 2051-2064.

Loépez, S., Buil, A., Souto, J.C., Casademont, J., Blangero, J., Martinez-Perez, A.,
Fontcuberta, J., Lathrop, M., Almasy, L., and Soria, J.M. (2012). Sex-specific regulation of



431.

432.

433.

434.

435.

mitochondrial DNA levels: genome-wide linkage analysis to identify quantitative trait loci.
PL0oS One 7, e42711.

Maher, B.H., Lea, R.A., Benton, M., Cox, H.C., Bellis, C., Carless, M., Dyer, T.D., Curran,
J., Charlesworth, J.C., Buring, J.E., Kurth, T., Chasman, D.l., Ridker, P.M., Schiirks, M.,
Blangero, J., and Griffiths, L.R. (2012). An X chromosome association scan of the Norfolk
Island genetic isolate provides evidence for a hovel migraine susceptibility locus at Xq12.
PL0S One 7, e37903.

Manning, A.K., Hivert, M.-F., Scott, R.A., Grimsby, J.L., Bouatia-Naji, N., Chen, H., Rybin,
D., Liu, C.-T., Bielak, L.F., Prokopenko, I., Amin, N., Barnes, D., Cadby, G., Hottenga, J.-
J., Ingelsson, E., Jackson, A.U., Johnson, T., Kanoni, S., Ladenvall, C., Lagou V, Lahti J,
Lecoeur C, Liu Y, Martinez-Larrad MT, Montasser ME, Navarro P, Perry JR, Rasmussen-
Torvik LJ, Salo P, Sattar N, Shungin D, Strawbridge RJ, Tanaka T, van Duijn CM, An P,
de Andrade M, Andrews JS, Aspelund T, Atalay M, Aulchenko Y, Balkau B, Bandinelli S,
Beckmann JS, Beilby JP, Bellis C, Bergman RN, Blangero J, Boban M, Boehnke M,
Boerwinkle E, Bonnycastle LL, Boomsma DI, Borecki IB, Béttcher Y, Bouchard C, Brunner
E, Budimir D, Campbell H, Carlson O, Chines PS, Clarke R, Collins FS, Corbaton-
Anchuelo A, Couper D, de Faire U, Dedoussis GV, Deloukas P, Dimitriou M, Egan JM,
Eiriksdottir G, Erdos MR, Eriksson JG, Eury E, Ferrucci L, Ford |, Forouhi NG, Fox CS,
Franzosi MG, Franks PW, Frayling TM, Froguel P, Galan P, de Geus E, Gigante B, Glazer
NL, Goel A, Groop L, Gudnason V, Hallmans G, Hamsten A, Hansson O, Harris TB,
Hayward C, Heath S, Hercberg S, Hicks AA, Hingorani A, Hofman A, Hui J, Hung J,
Jarvelin MR, Jhun MA, Johnson PC, Jukema JW, Jula A, Kao WH, Kaprio J, Kardia SL,
Keinanen-Kiukaanniemi S, Kivimaki M, Kolcic I, Kovacs P, Kumari M, Kuusisto J, Kyvik
KO, Laakso M, Lakka T, Lannfelt L, Lathrop GM, Launer LJ, Leander K, Li G, Lind L,
Lindstrom J, Lobbens S, Loos RJ, Luan J, Lyssenko V, Magi R, Magnusson PK, Marmot
M, Meneton P, Mohlke KL, Mooser V, Morken MA, Miljkovic I, Narisu N, O'Connell J, Ong
KK, Oostra BA, Palmer LJ, Palotie A, Pankow JS, Peden JF, Pedersen NL, Pehlic M,
Peltonen L, Penninx B, Pericic M, Perola M, Perusse L, Peyser PA, Polasek O,
Pramstaller PP, Province MA, Raikkdnen K, Rauramaa R, Rehnberg E, Rice K, Rotter JI,
Rudan I, Ruokonen A, Saaristo T, Sabater-Lleal M, Salomaa V, Savage DB, Saxena R,
Schwarz P, Seedorf U, Sennblad B, Serrano-Rios M, Shuldiner AR, Sijbrands EJ,
Siscovick DS, Smit JH, Small KS, Smith NL, Smith AV, Stan€akova A, Stirrups K, Stumvoll
M, Sun YV, Swift AJ, Ténjes A, Tuomilehto J, Trompet S, Uitterlinden AG, Uusitupa M,
Vikstrém M, Vitart V, Vohl MC, Voight BF, Vollenweider P, Waeber G, Waterworth DM,
Watkins H, Wheeler E, Widen E, Wild SH, Willems SM, Willemsen G, Wilson JF, Witteman
JC, Wright AF, Yaghootkar H, Zelenika D, Zemunik T, Zgaga L; DIAbetes Genetics
Replication And Meta-analysis (DIAGRAM) Consortium; Multiple Tissue Human
Expression Resource (MUTHER) Consortium, Wareham NJ, McCarthy MlI, Barroso |,
Watanabe RM, Florez JC, Dupuis J, Meigs JB, Langenberg C. (2012). A genome-wide
approach accounting for body mass index identifies genetic variants influencing fasting
glycemic traits and insulin resistance. Nat. Genet. 44, 659-669.

Plourde, M., Vohl, M.-C., Bellis, C., Carless, M., Dyer, T., Dolley, G., Marette, A., Després,
J.-P., Bouchard, C., Blangero, J., and Pérusse, L. (2012). A Variant in the LRRFIP1 Gene
Is Associated With Adiposity and Inflammation. Obesity (Silver Spring).

Quillen, E.E., Rainwater, D.L., Dyer, T.D., Carless, M.A., Curran, J.E., Johnson, M.P.,
Goring, H.H.H., Cole, S.A., Rutherford, S., Maccluer, J.W., Moses, E.K., Blangero, J.,
Almasy, L., and Mahaney, M.C. (2012). Novel associations of nonstructural Loci with
paraoxonase activity. J. Lipids 2012, 189681.

Robinson, J.L., Laird, A.R., Glahn, D.C., Blangero, J., Sanghera, M.K., Pessoa, L., Fox,
P.M., Uecker, A., Friehs, G., Young, K.A,, Griffin, J.L., Lovallo, W.R., and Fox, P.T. (2012).



436.

437.

438.

4309.

The functional connectivity of the human caudate: an application of meta-analytic
connectivity modeling with behavioral filtering. Neuroimage 60, 117-129.

Stein, J.L., Medland, S.E., Vasquez, A.A., Hibar, D.P., Senstad, R.E., Winkler, A.M., Toro,
R., Appel, K., Bartecek, R., Bergmann, @., Bernard, M., Brown, A.A., Cannon, D.M.,
Chakravarty, M.M., Christoforou, A., Domin, M., Grimm, O., Hollinshead, M., Holmes, A.J.,
Homuth G, Hottenga JJ, Langan C, Lopez LM, Hansell NK, Hwang KS, Kim S, Laje G, Lee
PH, Liu X, Loth E, Lourdusamy A, Mattingsdal M, Mohnke S, Maniega SM, Nho K, Nugent
AC, O'Brien C, Papmeyer M, Pltz B, Ramasamy A, Rasmussen J, Rijpkema M, Risacher
SL, Roddey JC, Rose EJ, Ryten M, Shen L, Sprooten E, Strengman E, Teumer A,
Trabzuni D, Turner J, van Eijk K, van Erp TG, van Tol MJ, Wittfeld K, Wolf C, Woudstra S,
Aleman A, Alhusaini S, Almasy L, Binder EB, Brohawn DG, Cantor RM, Carless MA,
Corvin A, Czisch M, Curran JE, Davies G, de Almeida MA, Delanty N, Depondt C,
Duggirala R, Dyer TD, Erk S, Fagerness J, Fox PT, Freimer NB, Gill M, Géring HH, Hagler
DJ, Hoehn D, Holsboer F, Hoogman M, Hosten N, Jahanshad N, Johnson MP,
Kasperaviciute D, Kent JW Jr, Kochunov P, Lancaster JL, Lawrie SM, Liewald DC, Mandl|
R, Matarin M, Mattheisen M, Meisenzahl E, Melle |, Moses EK, Muhleisen TW, Nauck M,
Nothen MM, Olvera RL, Pandolfo M, Pike GB, Puls R, Reinvang |, Renteria ME, Rietschel
M, Roffman JL, Royle NA, Rujescu D, Savitz J, Schnack HG, Schnell K, Seiferth N, Smith
C, Steen VM, Valdés Hernandez MC, Van den Heuvel M, van der Wee NJ, Van Haren NE,
Veltman JA, Volzke H, Walker R, Westlye LT, Whelan CD, Agartz |, Boomsma DI,
Cavalleri GL, Dale AM, Djurovic S, Drevets WC, Hagoort P, Hall J, Heinz A, Jack CR Jr,
Foroud TM, Le Hellard S, Macciardi F, Montgomery GW, Poline JB, Porteous DJ, Sisodiya
SM, Starr JM, Sussmann J, Toga AW, Veltman DJ, Walter H, Weiner MW; Alzheimer's
Disease Neuroimaging Initiative; EPIGEN Consortium; IMAGEN Consortium; Saguenay
Youth Study Group, Bis JC, lkram MA, Smith AV, Gudnason V, Tzourio C, Vernooij MW,
Launer LJ, DeCarli C, Seshadri S; Cohorts for Heart and Aging Research in Genomic
Epidemiology Consortium, Andreassen OA, Apostolova LG, Bastin ME, Blangero J,
Brunner HG, Buckner RL, Cichon S, Coppola G, de Zubicaray Gl, Deary 1J, Donohoe G,
de Geus EJ, Espeseth T, Fernandez G, Glahn DC, Grabe HJ, Hardy J, Hulshoff Pol HE,
Jenkinson M, Kahn RS, McDonald C, McIntosh AM, McMahon FJ, McMahon KL, Meyer-
Lindenberg A, Morris DW, Miiller-Myhsok B, Nichols TE, Ophoff RA, Paus T, Pausova Z,
Penninx BW, Potkin SG, Sdmann PG, Saykin AJ, Schumann G, Smoller JW, Wardlaw JM,
Weale ME, Martin NG, Franke B, Wright MJ, and Thompson PM; (2012). Identification of
common variants associated with human hippocampal and intracranial volumes. Nat.
Genet. 44, 552-561.

Thameem, F., Puppala, S., Schneider, J., Bhandari, B., Arya, R., Arar, N.H., Vasylyeva,
T.L., Farook, V.S., Fowler, S., Almasy, L., Blangero, J., Duggirala, R., and Abboud, H.E.
(2012). The Gly(972)Arg variant of human IRS1 gene is associated with variation in
glomerular filtration rate likely through impaired insulin receptor signaling. Diabetes 61,
2385-2393.

Voruganti, V.S., Higgins, P.B., Ebbesson, S.O.E., Kennish, J., Goring, H.H.H., Haack, K.,
Laston, S., Drigalenko, E., Wenger, C.R., Harris, W.S., Fabsitz, R.R., Devereux, R.B.,
Maccluer, J.W., Curran, J.E., Carless, M.A., Johnson, M.P., Moses, E.K., Blangero, J.,
Umans, J.G., et al. (2012). Variants in CPT1A, FADS1, and FADS2 are Associated with
Higher Levels of Estimated Plasma and Erythrocyte Delta-5 Desaturases in Alaskan
Eskimos. Front. Genet. 3, 86.

Williams, K.D., Nahhas, R.W., Cottom, C.R., Lawrence, S., Subedi, J., Jha, B., Czerwinski,
S.A,, Blangero, J., Williams-Blangero, S., and Towne, B. (2012). Evaluation of qualitative
methods for phenotyping brachymesophalangia-V from radiographs of children. Am. J.
Hum. Biol. 24, 68—73.



440.

441.

442.

443.

444,

445,

446.

447,

448.

449,

450.

451.

Williams-Blangero, S., Criscione, C.D., VandeBerg, J.L., Correa-Oliveira, R., Williams,
K.D., Subedi, J., Kent, J.W., Williams, J., Kumar, S., and Blangero, J. (2012). Host
genetics and population structure effects on parasitic disease. Philos. Trans. R. Soc. Lond.
B. Biol. Sci. 367, 887-894.

Winkler, A.M., Sabuncu, M.R., Yeo, B.T.T., Fischl, B., Greve, D.N., Kochunov, P., Nichols,
T.E., Blangero, J., and Glahn, D.C. (2012). Measuring and comparing brain cortical
surface area and other areal quantities. Neuroimage 61, 1428-1443.

Benton, M.C., Lea, R.A., Macartney-Coxson, D., Carless, M.A., Gdring, H.H., Bellis, C.,
Hanna, M., Eccles, D., Chambers, G.K., Curran, J.E., Harper, J.L., Blangero, J., and
Griffiths, L.R. (2013). Mapping eQTLs in the Norfolk Island Genetic Isolate Identifies
Candidate Genes for CVD Risk Traits. Am. J. Hum. Genet. 93, 1087—-1099.

Blackburn, A., Gdring, H.H.H., Dean, A., Carless, M.A., Dyer, T., Kumar, S., Fowler, S.,
Curran, J.E., Almasy, L., Mahaney, M., Comuzzie, A., Duggirala, R., Blangero, J., and
Lehman, D.M. (2013). Utilizing extended pedigree information for discovery and
confirmation of copy number variable regions among Mexican Americans. Eur. J. Hum.
Genet. 21, 404-409.

Blangero, J. (2013). Complex rare variation and its role in endophenotypic variation in
schizophrenia. Biol. Psychiatry 73, 499-500.

Blangero, J., Diego, V.P., Dyer, T.D., Almeida, M., Peralta, J., Kent, J.W., Williams, J.T.,
Almasy, L., and Goring, H.H.H. (2013). A kernel of truth: statistical advances in polygenic
variance component models for complex human pedigrees. Adv. Genet. 81, 1-31.
Carless, M.A., Kulkarni, H., Kos, M.Z., Charlesworth, J., Peralta, J.M., Gdring, H.H.H.,
Curran, J.E., Almasy, L., Dyer, T.D., Comuzzie, A.G., Mahaney, M.C., and Blangero, J.
(2013). Genetic effects on DNA methylation and its potential relevance for obesity in
Mexican Americans. PLoS One 8, e73950.

Chittoor, G., Arya, R., Farook, V.S., David, R., Puppala, S., Resendez, R.G., Rivera-
Chavira, B.E., Leal-Berumen, I., Zenteno-Cuevas, R., L6pez-Alvarenga, J.C.,
Bastarrachea, R.A., Curran, J.E., Dhandayuthapani, S., Gonzalez, L., Blangero, J.,
Crawford, M.H., Vlasich, E.M., Escobedo, L.G., and Duggirala, R. (2013). Epidemiologic
investigation of tuberculosis in a Mexican population from Chihuahua State, Mexico: a pilot
study. Tuberculosis (Edinb). 93 Suppl, S71-7.

Choh, A.C., Lee, M., Kent, J.W., Diego, V.P., Johnson, W., Curran, J.E., Dyer, T.D., Bellis,
C., Blangero, J., Siervogel, R.M., Towne, B., Demerath, E.W., and Czerwinski, S.A.
(2013). Gene-by-age effects on BMI from birth to adulthood: The fels longitudinal study.
Obesity (Silver Spring).

Curran, J.E., McKay, D.R., Winkler, A.M., Olvera, R.L., Carless, M.A., Dyer, T.D., Kent,
J.W., Kochunov, P., Sprooten, E., Knowles, E.E., Comuzzie, A.G., Fox, P.T., Almasy, L.,
Duggirala, R., Blangero, J., and Glahn, D.C. (2013). Identification of pleiotropic genetic
effects on obesity and brain anatomy. Hum. Hered. 75, 136-143.

Demerath, E.W., Choh, A.C., Johnson, W., Curran, J.E., Lee, M., Bellis, C., Dyer, T.D.,
Czerwinski, S.A., Blangero, J., and Towne, B. (2013). The positive association of obesity
variants with adulthood adiposity strengthens over an 80-year period: a gene-by-birth year
interaction. Hum. Hered. 75, 175-185.

Farook, V.S., Coletta, D.K., Puppala, S., Schneider, J., Chittoor, G., Hu, S.L., Winnier,
D.A., Norton, L., Dyer, T.D., Arya, R., Cole, S.A., Carless, M., Goring, H.H., Almasy, L.,
Mahaney, M.C., Comuzzie, A.G., Curran, J.E., Blangero, J., Duggirala, R., et al. (2013).
Linkage of type 2 diabetes on chromosome 9p24 in Mexican Americans: additional
evidence from the Veterans Administration Genetic Epidemiology Study (VAGES). Hum.
Hered. 76, 36—46.



452.

453.

454,

455.

456.

457.

458.

450.

460.

461.

Fowler, S.P., Puppala, S., Arya, R., Chittoor, G., Farook, V.S., Schneider, J., Resendez,
R.G., Upadhayay, R.P., Vandeberg, J., Hunt, K.J., Bradshaw, B., Cersosimo, E.,
Vandeberg, J.L., Almasy, L., Curran, J.E., Comuzzie, A.G., Lehman, D.M., Jenkinson,
C.P., Lynch, J.L., Defronzo RA, Blangero J, Hale DE, and Duggirala R. (2013). Genetic
epidemiology of cardiometabolic risk factors and their clustering patterns in Mexican
American children and adolescents: the SAFARI Study. Hum. Genet. 132, 1059-1071.
Glahn, D.C., Kent, J.W., Sprooten, E., Diego, V.P., Winkler, A.M., Curran, J.E., McKay,
D.R., Knowles, E.E., Carless, M.A., Géring, H.H.H., Dyer, T.D., Olvera, R.L., Fox, P.T.,
Almasy, L., Charlesworth, J., Kochunov, P., Duggirala, R., and Blangero, J. (2013).
Genetic basis of neurocognitive decline and reduced white-matter integrity in normal
human brain aging. Proc. Natl. Acad. Sci. U. S. A. 110, 19006-19011.

Jahanshad N, Kochunov PV, Sprooten E, Mandl RC, Nichols TE, Aimasy L, Blangero J,
Brouwer RM, Curran JE, de Zubicaray Gl, Duggirala R, Fox PT, Hong LE, Landman BA,
Martin NG, McMahon KL, Medland SE, Mitchell BD, Olvera RL, Peterson CP, Starr JM,
Sussmann JE, Toga AW, Wardlaw JM, Wright MJ, Hulshoff Pol HE, Bastin ME, Mclintosh
AM, Deary IJ, Thompson PM, Glahn D. (2013). Multi-site genetic analysis of diffusion
images and voxelwise heritability analysis: a pilot project of the ENIGMA-DTI working
group. Neuroimage 81, 455-469.

Johnson, M.P., Brennecke, S.P., East, C.E., Dyer, T.D., Roten, L.T., Proffitt, J.M., Melton,
P.E., Fenstad, M.H., Aalto-Viljakainen, T., Makikallio, K., Heinonen, S., Kajantie, E., Kere,
J., Laivuori, H., Austgulen, R., Blangero, J., and Moses, E.K. (2013a). Genetic dissection
of the pre-eclampsia susceptibility locus on chromosome 222 reveals shared novel risk
factors for cardiovascular disease. Mol. Hum. Reprod. 19, 423-437.

Johnson, W., Choh, A.C., Curran, J.E., Czerwinski, S.A., Bellis, C., Dyer, T.D., Blangero,
J., Towne, B., and Demerath, E.W. (2013b). Genetic risk for earlier menarche also
influences peripubertal body mass index. Am. J. Phys. Anthropol. 150, 10-20.

Kaskow, B.J., Diepeveen, L.A., Michael Proffitt, J., Rea, A.J., Ulgiati, D., Blangero, J.,
Moses, E.K., and Abraham, L.J. (2013). Molecular prioritization strategies to identify
functional genetic variants in the cardiovascular disease-associated expression QTL
Vanin-1. Eur. J. Hum. Genet.

Kochunov, P., Charlesworth, J., Winkler, A., Hong, L.E., Nichols, T.E., Curran, J.E.,
Sprooten, E., Jahanshad, N., Thompson, P.M., Johnson, M.P., Kent, J.W., Landman, B.A.,
Mitchell, B., Cole, S.A., Dyer, T.D., Moses, E.K., Goring, H.H.H., Almasy, L., Duggirala, R.,
Olvera, R.L., Glahn, D.C. and Blangero, J. (2013a). Transcriptomics of cortical gray
matter thickness decline during normal aging. Neuroimage 82, 273-283.

Kochunov, P., Glahn, D.C., Rowland, L.M., Olvera, R.L., Winkler, A., Yang, Y.-H.,
Sampath, H., Carpenter, W.T., Duggirala, R., Curran, J., Blangero, J., and Hong, L.E.
(2013b). Testing the hypothesis of accelerated cerebral white matter aging in
schizophrenia and major depression. Biol. Psychiatry 73, 482—491.

Koller, D.L., Zheng, H.-F., Karasik, D., Yerges-Armstrong, L., Liu, C.-T., McGuigan, F.,
Kemp, J.P., Giroux, S., Lai, D., Edenberg, H.J., Peacock, M., Czerwinski, S.A., Choh,
A.C., McMahon, G., St Pourcain, B., Timpson, N.J., Lawlor, D.A., Evans, D.M., Towne, B.,
Blangero J, Carless MA, Kammerer C, Goltzman D, Kovacs CS, Prior JC, Spector TD,
Rousseau F, Tobias JH, Akesson K, Econs MJ, Mitchell BD, Richards JB, Kiel DP, and
Foroud T. (2013). Meta-analysis of genome-wide studies identifies WNT16 and ESR1
SNPs associated with bone mineral density in premenopausal women. J. Bone Miner.
Res. 28, 547-558.

Kulkarni, H., Meikle, P.J., Mamtani, M., Weir, J.M., Barlow, C.K., Jowett, J.B., Bellis, C.,
Dyer, T.D., Johnson, M.P., Rainwater, D.L., Almasy, L., Mahaney, M.C., Comuzzie, A.G.,



462.

463.

464.

465.

466.

467.

468.

469.

470.

471.

Blangero, J., and Curran, J.E. (2013a). Plasma lipidomic profile signature of hypertension
in Mexican American families: specific role of diacylglycerols. Hypertension 62, 621—-626.
Kulkarni, H., Goring, H.H.H., Curran, J.E., Diego, V., Dyer, T.D., Cole, S., Walder, K.R.,
Coallier, G.R., Blangero, J., and Carless, M.A. (2013b). Genetic basis for the increased
expression of vacuolar H+ translocating ATPase genes upon imatinib treatment in human
lymphoblastoid cells. Cancer Chemother. Pharmacol. 71, 1095-1100.

Kulkarni, H., Meikle, P.J., Mamtani, M., Weir, J.M., Barlow, C.K., Jowett, J.B., Bellis, C.,
Dyer, T.D., Johnson, M.P., Rainwater, D.L., Almasy, L., Mahaney, M.C., Comuzzie, A.G.,
Blangero, J., and Curran, J.E. (2013c). Variability in associations of phosphatidylcholine
molecular species with metabolic syndrome in Mexican-American families. Lipids 48, 497—
503.

Lewis, K.B., Hughes, R.J., Epstein, M.S., Josephson, N.C., Kempton, C.L., Kessler, C.M.,
Key, N.S., Howard, T.E., Kruse-Jarres, R., Lusher, J.M., Walsh, C.E., Watts, R.G.,
Ettinger, R.A., Pratt, K.P., Pierce GF, Peters RT, Mann KG, Butenas SS, Cole SA, Almasy
L, Blangero J, Curran J, Carless M, Raja R, Reed E, Lillicrap D, Rydz N, Kempton CL,
Ameri A, Natrajan K, Kessler CM, Viel KR, Thejpal R, Rapiti N, Goga Y, Walsh CE,
Thompson AA, Kruse-Jarres R, Leissinger CA, McRedmond KP, Withycombe JS, Pratt
KP, Josephson NS, Konkle BA, Bolgiano DC, Matthews DS, lyer RV, Watts RG, Key NS,
Kasper CK, Mahlangu J, Krause A, Schwyzer R, Coetzee M, Stones D, Barrett JC, Martin
EJ, Lusher JM, Chitlur MB. (2013). Phenotypes of allo- and autoimmune antibody
responses to FVIII characterized by surface plasmon resonance. PLoS One 8, €61120.
Lin, W.-Y., Dubuisson, O., Rubicz, R., Liu, N., Allison, D.B., Curran, J.E., Comuzzie, A.G.,
Blangero, J., Leach, C.T., Géring, H., and Dhurandhar, N. V (2013a). Response to
Comment on: Lin et al. Long-term changes in adiposity and glycemic control are
associated with past adenovirus infection. Diabetes Care 2013;36:701-707. Diabetes Care
36, e162.

Lin, W.-Y., Dubuisson, O., Rubicz, R., Liu, N., Allison, D.B., Curran, J.E., Comuzzie, A.G.,
Blangero, J., Leach, C.T., Géring, H., and Dhurandhar, N. V (2013b). Long-term changes
in adiposity and glycemic control are associated with past adenovirus infection. Diabetes
Care 36, 701-707.

Mamtani, M., Kulkarni, H., Dyer, T.D., Alimasy, L., Mahaney, M.C., Duggirala, R.,
Comuzzie, A.G., Blangero, J., and Curran, J.E. (2013a). Waist circumference
independently associates with the risk of insulin resistance and type 2 diabetes in mexican
american families. PLoS One 8, e59153.

Mamtani, M., Meikle, P.J., Kulkarni, H., Weir, J.M., Barlow, C.K., Jowett, J.B., Bellis, C.,
Dyer, T.D., Almasy, L., Mahaney, M.C., Duggirala, R., Comuzzie, A.G., Blangero, J., and
Curran, J.E. (2013b). Plasma dihydroceramide species associate with waist circumference
in Mexican American families. Obesity (Silver Spring).

Mamtani, M., Kulkarni, H., Dyer, T.D., Almasy, L., Mahaney, M.C., Duggirala, R.,
Comuzzie, A.G., Blangero, J., and Curran, J.E. (2013c). Correction: Waist Circumference
Independently Associates with the Risk of Insulin Resistance and Type 2 Diabetes in
Mexican American Families. PLoS One 8.

McKay, D.R., Kochunov, P., Cykowski, M.D., Kent, J.W., Laird, A.R., Lancaster, J.L.,
Blangero, J., Glahn, D.C., and Fox, P.T. (2013a). Sulcal depth-position profile is a
genetically mediated neuroscientific trait: description and characterization in the central
sulcus. J. Neurosci. 33, 15618-15625.

McKay, D.R., Knowles, E.E.M., Winkler, A.A.M., Sprooten, E., Kochunov, P., Olvera, R.L.,
Curran, J.E., Kent, J.W., Carless, M.A., Goéring, H.H.H., Dyer, T.D., Duggirala, R., Almasy,
L., Fox, P.T., Blangero, J., and Glahn, D.C. (2013b). Influence of age, sex and genetic
factors on the human brain. Brain Imaging Behav. [Epub ahead of print].


http://www.ncbi.nlm.nih.gov/pubmed?term=Pierce%20GF
http://www.ncbi.nlm.nih.gov/pubmed?term=Peters%20RT
http://www.ncbi.nlm.nih.gov/pubmed?term=Mann%20KG
http://www.ncbi.nlm.nih.gov/pubmed?term=Butenas%20SS
http://www.ncbi.nlm.nih.gov/pubmed?term=Cole%20SA
http://www.ncbi.nlm.nih.gov/pubmed?term=Almasy%20L
http://www.ncbi.nlm.nih.gov/pubmed?term=Almasy%20L
http://www.ncbi.nlm.nih.gov/pubmed?term=Blangero%20J
http://www.ncbi.nlm.nih.gov/pubmed?term=Curran%20J
http://www.ncbi.nlm.nih.gov/pubmed?term=Carless%20M
http://www.ncbi.nlm.nih.gov/pubmed?term=Raja%20R
http://www.ncbi.nlm.nih.gov/pubmed?term=Reed%20E
http://www.ncbi.nlm.nih.gov/pubmed?term=Lillicrap%20D
http://www.ncbi.nlm.nih.gov/pubmed?term=Rydz%20N
http://www.ncbi.nlm.nih.gov/pubmed?term=Kempton%20CL
http://www.ncbi.nlm.nih.gov/pubmed?term=Ameri%20A
http://www.ncbi.nlm.nih.gov/pubmed?term=Natrajan%20K
http://www.ncbi.nlm.nih.gov/pubmed?term=Kessler%20CM
http://www.ncbi.nlm.nih.gov/pubmed?term=Viel%20KR
http://www.ncbi.nlm.nih.gov/pubmed?term=Thejpal%20R
http://www.ncbi.nlm.nih.gov/pubmed?term=Rapiti%20N
http://www.ncbi.nlm.nih.gov/pubmed?term=Goga%20Y
http://www.ncbi.nlm.nih.gov/pubmed?term=Walsh%20CE
http://www.ncbi.nlm.nih.gov/pubmed?term=Thompson%20AA
http://www.ncbi.nlm.nih.gov/pubmed?term=Kruse-Jarres%20R
http://www.ncbi.nlm.nih.gov/pubmed?term=Leissinger%20CA
http://www.ncbi.nlm.nih.gov/pubmed?term=McRedmond%20KP
http://www.ncbi.nlm.nih.gov/pubmed?term=Withycombe%20JS
http://www.ncbi.nlm.nih.gov/pubmed?term=Pratt%20KP
http://www.ncbi.nlm.nih.gov/pubmed?term=Pratt%20KP
http://www.ncbi.nlm.nih.gov/pubmed?term=Josephson%20NS
http://www.ncbi.nlm.nih.gov/pubmed?term=Konkle%20BA
http://www.ncbi.nlm.nih.gov/pubmed?term=Bolgiano%20DC
http://www.ncbi.nlm.nih.gov/pubmed?term=Matthews%20DS
http://www.ncbi.nlm.nih.gov/pubmed?term=Iyer%20RV
http://www.ncbi.nlm.nih.gov/pubmed?term=Watts%20RG
http://www.ncbi.nlm.nih.gov/pubmed?term=Key%20NS
http://www.ncbi.nlm.nih.gov/pubmed?term=Kasper%20CK
http://www.ncbi.nlm.nih.gov/pubmed?term=Mahlangu%20J
http://www.ncbi.nlm.nih.gov/pubmed?term=Krause%20A
http://www.ncbi.nlm.nih.gov/pubmed?term=Schwyzer%20R
http://www.ncbi.nlm.nih.gov/pubmed?term=Coetzee%20M
http://www.ncbi.nlm.nih.gov/pubmed?term=Stones%20D
http://www.ncbi.nlm.nih.gov/pubmed?term=Barrett%20JC
http://www.ncbi.nlm.nih.gov/pubmed?term=Martin%20EJ
http://www.ncbi.nlm.nih.gov/pubmed?term=Martin%20EJ
http://www.ncbi.nlm.nih.gov/pubmed?term=Lusher%20JM
http://www.ncbi.nlm.nih.gov/pubmed?term=Chitlur%20MB

472.

473.

474.

475.

476.

477.

478.

479.

480.

481.

Meikle, P.J., Wong, G., Barlow, C.K., Weir, J.M., Greeve, M.A., Macintosh, G.L., Aimasy,
L., Comuzzie, A.G., Mahaney, M.C., Kowalczyk, A., Haviv, I., Grantham, N., Magliano,
D.J., Jowett, J.B.M., Zimmet, P., Curran, J.E., Blangero, J., and Shaw, J. (2013). Plasma
lipid profiling shows similar associations with prediabetes and type 2 diabetes. PLoS One
8, e74341.

Melton, P.E., Carless, M.A., Curran, J.E., Dyer, T.D., Géring, H.H.H., Kent, J.W.,
Drigalenko, E., Johnson, M.P., Maccluer, J.W., Moses, E.K., Comuzzie, A.G., Mahaney,
M.C., O’Leary, D.H., Blangero, J., and Almasy, L. (2013). Genetic architecture of carotid
artery intima-media thickness in Mexican Americans. Circ. Cardiovasc. Genet. 6, 211-221.
Pandey, G.S., Yanover, C., Miller-Jenkins, L.M., Garfield, S., Cole, S.A., Curran, J.E.,
Moses, E.K., Rydz, N., Simhadri, V., Kimchi-Sarfaty, C., Lillicrap, D., Viel, K.R., Przytycka,
T.M,, Pierce, G.F., Howard, T.E., and Sauna, Z.E. ,Lusher J, Chitlur M, Ameri A, Natarajan
K, lyer RV, Thompson AA, Watts RG, Kempton CL, Kessler C, Barrett JC, Martin EJ, Key
N, Kruse-Jarres R, Lessinger C, Pratt KP, Josephson N, McRedmond K, Withycombe J,
Walsh C, Matthews D, Mahlangu J, Krause A, Schwyzer R, Thejpal R, Rapiti N, Goga Y,
Coetzee M, Stones D, Mann K, Butenas S, Almasy L, Blangero J, Carless M, Raja R,
Reed E. (2013). Endogenous factor VIII synthesis from the intron 22-inverted F8 locus
may modulate the immunogenicity of replacement therapy for hemophilia A. Nat. Med. 19,
1318-1324.

Plourde, M., Vohl, M.-C., Bellis, C., Carless, M., Dyer, T., Dolley, G., Marette, A., Després,
J.-P., Bouchard, C., Blangero, J., and Pérusse, L. (2013). A variant in the LRRFIP1 gene
is associated with adiposity and inflammation. Obesity (Silver Spring). 21, 185-192.
Rubicz, R., Yolken, R., Drigalenko, E., Carless, M.A., Dyer, T.D., Bauman, L., Melton,
P.E., Kent, J.W., Harley, J.B., Curran, J.E., Johnson, M.P., Cole, S.A., Almasy, L., Moses,
E.K., Dhurandhar, N. V, Kraig, E., Blangero, J., Leach, C.T., and Géring, H.H.H. (2013). A
genome-wide integrative genomic study localizes genetic factors influencing antibodies
against Epstein-Barr virus nuclear antigen 1 (EBNA-1). PLoS Genet. 9, €1003147.
Santos, D.M. V, Katzmarzyk, P.T., Diego, V.P., Souza, M.C., Chaves, R.N., Blangero, J.,
and Maia, J.A.R. (2013). Genotype by energy expenditure interaction with metabolic
syndrome traits: the Portuguese healthy family study. PLoS One 8, e80417.

Voruganti, V.S., Kent, J.W., Debnath, S., Cole, S.A., Haack, K., Géring, H.H.H., Carless,
M.A., Curran, J.E., Johnson, M.P., Almasy, L., Dyer, T.D., Maccluer, J.W., Moses, E.K,,
Abboud, H.E., Mahaney, M.C., Blangero, J., and Comuzzie, A.G. (2013). Genome-wide
association analysis confirms and extends the association of SLC2A9 with serum uric acid
levels to Mexican Americans. Front. Genet. 4, 279.

Weir, J.M., Wong, G., Barlow, C.K., Greeve, M.A., Kowalczyk, A., Alimasy, L., Comuzzie,
A.G., Mahaney, M.C., Jowett, J.B.M., Shaw, J., Curran, J.E., Blangero, J., and Meikle,
P.J. (2013). Plasma lipid profiling in a large population-based cohort. J. Lipid Res. 54,
2898-2908.

Wey, H.-Y., Phillips, K.A., McKay, D.R., Laird, A.R., Kochunov, P., Davis, M.D., Glahn,
D.C., Blangero, J., Duong, T.Q., and Fox, P.T. (2013). Erratum to: Multi-region
hemispheric specialization differentiates human from nonhuman primate brain function.
Brain Struct. Funct.

Williams AL, Jacobs SB, Moreno-Macias H, Huerta-Chagoya A, Churchhouse C,
Marquez-Luna C, Garcia-Ortiz H, Gbmez-Vazquez MJ, Burtt NP, Aguilar-Salinas CA,
Gonzalez-Villalpando C, Florez JC, Orozco L, Haiman CA, Tusié-Luna T, Altshuler D,
Williams AL, Marquez-Luna C, Huerta-Chagoya A, Ripke S, Gémez-Vazquez MJ,
Manning AK, Moreno-Macias H, Garcia-Ortiz H, Neale B, Burtt NP, Aguilar-Salinas CA,
Reich D, Stram DO, Fernandez-Lopez JC, Romero-Hidalgo S, Altshuler D, Florez JC,
Tusié-Luna T, Patterson N, Haiman CA, Aguilar-Delfin I, Martinez-Hernandez A, Centeno-


http://www.ncbi.nlm.nih.gov/pubmed?term=Lusher%20J
http://www.ncbi.nlm.nih.gov/pubmed?term=Chitlur%20M
http://www.ncbi.nlm.nih.gov/pubmed?term=Ameri%20A
http://www.ncbi.nlm.nih.gov/pubmed?term=Natarajan%20K
http://www.ncbi.nlm.nih.gov/pubmed?term=Natarajan%20K
http://www.ncbi.nlm.nih.gov/pubmed?term=Iyer%20RV
http://www.ncbi.nlm.nih.gov/pubmed?term=Thompson%20AA
http://www.ncbi.nlm.nih.gov/pubmed?term=Watts%20RG
http://www.ncbi.nlm.nih.gov/pubmed?term=Kempton%20CL
http://www.ncbi.nlm.nih.gov/pubmed?term=Kessler%20C
http://www.ncbi.nlm.nih.gov/pubmed?term=Barrett%20JC
http://www.ncbi.nlm.nih.gov/pubmed?term=Martin%20EJ
http://www.ncbi.nlm.nih.gov/pubmed?term=Key%20N
http://www.ncbi.nlm.nih.gov/pubmed?term=Key%20N
http://www.ncbi.nlm.nih.gov/pubmed?term=Kruse-Jarres%20R
http://www.ncbi.nlm.nih.gov/pubmed?term=Lessinger%20C
http://www.ncbi.nlm.nih.gov/pubmed?term=Pratt%20KP
http://www.ncbi.nlm.nih.gov/pubmed?term=Josephson%20N
http://www.ncbi.nlm.nih.gov/pubmed?term=McRedmond%20K
http://www.ncbi.nlm.nih.gov/pubmed?term=Withycombe%20J
http://www.ncbi.nlm.nih.gov/pubmed?term=Walsh%20C
http://www.ncbi.nlm.nih.gov/pubmed?term=Matthews%20D
http://www.ncbi.nlm.nih.gov/pubmed?term=Mahlangu%20J
http://www.ncbi.nlm.nih.gov/pubmed?term=Krause%20A
http://www.ncbi.nlm.nih.gov/pubmed?term=Schwyzer%20R
http://www.ncbi.nlm.nih.gov/pubmed?term=Thejpal%20R
http://www.ncbi.nlm.nih.gov/pubmed?term=Rapiti%20N
http://www.ncbi.nlm.nih.gov/pubmed?term=Goga%20Y
http://www.ncbi.nlm.nih.gov/pubmed?term=Coetzee%20M
http://www.ncbi.nlm.nih.gov/pubmed?term=Stones%20D
http://www.ncbi.nlm.nih.gov/pubmed?term=Mann%20K
http://www.ncbi.nlm.nih.gov/pubmed?term=Butenas%20S
http://www.ncbi.nlm.nih.gov/pubmed?term=Almasy%20L
http://www.ncbi.nlm.nih.gov/pubmed?term=Blangero%20J
http://www.ncbi.nlm.nih.gov/pubmed?term=Carless%20M
http://www.ncbi.nlm.nih.gov/pubmed?term=Raja%20R
http://www.ncbi.nlm.nih.gov/pubmed?term=Reed%20E
http://www.ncbi.nlm.nih.gov/pubmed?term=Williams%20AL
http://www.ncbi.nlm.nih.gov/pubmed?term=Jacobs%20SB
http://www.ncbi.nlm.nih.gov/pubmed?term=Moreno-Mac%C3%ADas%20H
http://www.ncbi.nlm.nih.gov/pubmed?term=Huerta-Chagoya%20A
http://www.ncbi.nlm.nih.gov/pubmed?term=Churchhouse%20C
http://www.ncbi.nlm.nih.gov/pubmed?term=M%C3%A1rquez-Luna%20C
http://www.ncbi.nlm.nih.gov/pubmed?term=Garc%C3%ADa-Ort%C3%ADz%20H
http://www.ncbi.nlm.nih.gov/pubmed?term=G%C3%B3mez-V%C3%A1zquez%20MJ
http://www.ncbi.nlm.nih.gov/pubmed?term=Burtt%20NP
http://www.ncbi.nlm.nih.gov/pubmed?term=Aguilar-Salinas%20CA
http://www.ncbi.nlm.nih.gov/pubmed?term=Gonz%C3%A1lez-Villalpando%20C
http://www.ncbi.nlm.nih.gov/pubmed?term=Florez%20JC
http://www.ncbi.nlm.nih.gov/pubmed?term=Orozco%20L
http://www.ncbi.nlm.nih.gov/pubmed?term=Haiman%20CA
http://www.ncbi.nlm.nih.gov/pubmed?term=Tusi%C3%A9-Luna%20T
http://www.ncbi.nlm.nih.gov/pubmed?term=Altshuler%20D
http://www.ncbi.nlm.nih.gov/pubmed?term=Williams%20AL
http://www.ncbi.nlm.nih.gov/pubmed?term=M%C3%A1rquez-Luna%20C
http://www.ncbi.nlm.nih.gov/pubmed?term=Huerta-Chagoya%20A
http://www.ncbi.nlm.nih.gov/pubmed?term=Ripke%20S
http://www.ncbi.nlm.nih.gov/pubmed?term=G%C3%B3mez-V%C3%A1zquez%20MJ
http://www.ncbi.nlm.nih.gov/pubmed?term=Manning%20AK
http://www.ncbi.nlm.nih.gov/pubmed?term=Moreno-Mac%C3%ADas%20H
http://www.ncbi.nlm.nih.gov/pubmed?term=Garc%C3%ADa-Ort%C3%ADz%20H
http://www.ncbi.nlm.nih.gov/pubmed?term=Neale%20B
http://www.ncbi.nlm.nih.gov/pubmed?term=Burtt%20NP
http://www.ncbi.nlm.nih.gov/pubmed?term=Aguilar-Salinas%20CA
http://www.ncbi.nlm.nih.gov/pubmed?term=Reich%20D
http://www.ncbi.nlm.nih.gov/pubmed?term=Stram%20DO
http://www.ncbi.nlm.nih.gov/pubmed?term=Fern%C3%A1ndez-L%C3%B3pez%20JC
http://www.ncbi.nlm.nih.gov/pubmed?term=Romero-Hidalgo%20S
http://www.ncbi.nlm.nih.gov/pubmed?term=Altshuler%20D
http://www.ncbi.nlm.nih.gov/pubmed?term=Florez%20JC
http://www.ncbi.nlm.nih.gov/pubmed?term=Tusi%C3%A9-Luna%20T
http://www.ncbi.nlm.nih.gov/pubmed?term=Patterson%20N
http://www.ncbi.nlm.nih.gov/pubmed?term=Haiman%20CA
http://www.ncbi.nlm.nih.gov/pubmed?term=Aguilar-Delf%C3%ADn%20I
http://www.ncbi.nlm.nih.gov/pubmed?term=Mart%C3%ADnez-Hern%C3%A1ndez%20A
http://www.ncbi.nlm.nih.gov/pubmed?term=Centeno-Cruz%20F

482.

483.

484.

485.

486.

Cruz F, Mendoza-Caamal E, Revilla-Monsalve C, Islas-Andrade S, Coérdova E, Rodriguez-
Arellano E, Soberén X, Orozco L, Florez JC, Gonzalez-Villalpando C, Gonzélez-
Villalpando ME, Haiman CA, Henderson BE, Monroe K, Wilkens L, Kolonel LN, Le
Marchand L, Riba L, Ordéfiez-Sanchez ML, Rodriguez-Guillén R, Cruz-Bautista I,
Rodriguez-Torres M, Mufioz-Hernandez LL, Sdenz T, Gomez D, Alvirde U, Burtt NP,
Onofrio RC, Brodeur WM, Gage D, Murphy J, Franklin J, Mahan S, Ardlie K, Crenshaw
AT, Winckler W, Prifer K, Shunkov MV, Sawyer S, Stenzel U, Kelso J, Lek M,
Sankararaman S, Williams AL, Patterson N, MacArthur DG, Reich D, Derevianko AP,
Paabo S, Jacobs SB, Churchhouse C, Gopal S, Grammatikos JA, Smith IC, Bullock KH,
Deik AA, Souza AL, Pierce KA, Clish CB, Altshuler D, Fennell T, Farjoun Y, Gabriel S,
Stram DO, Gross MD, Pereira MA, Seielstad M, Koh WP, Tai ES, Flannick J, Fontanillas
P, Morris A, Teslovich TM, Burtt NP, Atzmon G, Blangero J, Bowden DW, Chambers J,
Cho YS, Duggirala R, Glaser B, Hanis C, Kooner J, Laakso M, Lee JY, Tai ES, Teo YY,
Wilson JG, Haiman CA, Henderson BE, Monroe K, Wilkens L, Kolonel LN, Le Marchand L,
Puppala S, Farook VS, Thameem F, Abboud HE, DeFronzo RA, Jenkinson CP, Lehman
DM, Curran JE, Blangero J, Duggirala R, Burtt NP, Cortes ML, Altshuler D, Florez JC,
Haiman CA, Henderson BE, Aguilar-Salinas CA, Gonzélez-Villalpando C, Orozco L, Tusié-
Luna T. and Altshuler, D. (2013a). Sequence variants in SLC16A11 are a common risk
factor for type 2 diabetes in Mexico. Nature 506, 97-101.

Williams, K.D., Blangero, J., Subedi, J., Jha, B., Dyer, T., Vandeberg, J.L., Towne, B.,
and Williams-Blangero, S. (2013b). Nonsyndromic brachydactyly type D and type E
mapped to 7p15 in healthy children and adults from the Jirel ethnic group in eastern
Nepal. Am. J. Hum. Biol. 25, 743-750.

Zhan, X., Larson, D.E., Wang, C., Koboldt, D.C., Sergeev, Y. V, Fulton, R.S., Fulton, L.L.,
Fronick, C.C., Branham, K.E., Bragg-Gresham, J., Jun, G., Hu, Y., Kang, H.M., Liu, D.,
Othman, M., Brooks, M., Ratnapriya, R., Boleda, A., Grassmann, F., von Strachwitz C,
Olson LM, Buitendijk GH, Hofman A, van Duijn CM, Cipriani V, Moore AT, Shahid H, Jiang
Y, Conley YP, Morgan DJ, Kim IK, Johnson MP, Cantsilieris S, Richardson AJ, Guymer
RH, Luo H, Ouyang H, Licht C, Pluthero FG, Zhang MM, Zhang K, Baird PN, Blangero J,
Klein ML, Farrer LA, DeAngelis MM, Weeks DE, Gorin MB, Yates JR, Klaver CC, Pericak-
Vance MA, Haines JL, Weber BH, Wilson RK, Heckenlively JR, Chew EY, Stambolian D,
Mardis ER, Swaroop A, and Abecasis GR. (2013). Identification of a rare coding variant in
complement 3 associated with age-related macular degeneration. Nat. Genet. 45, 1375-
1379.

Zhang, Y., Kent, J.W., Olivier, M., Ali, O., Cerjak, D., Broeckel, U., Abdou, R.M., Dyer,
T.D., Comuzzie, A., Curran, J.E., Carless, M.A., Rainwater, D.L., Géring, H.H.H.,
Blangero, J., and Kissebah, A.H. (2013a). A comprehensive analysis of adiponectin QTLs
using SNP association, SNP cis-effects on peripheral blood gene expression and gene
expression correlation identified novel metabolic syndrome (MetS) genes with potential
role in carcinogenesis and systemic inf. BMC Med. Genomics 6, 14.

Zhang, Y., Kent, J.W., Olivier, M., Ali, O., Broeckel, U., Abdou, R.M., Dyer, T.D.,
Comuzzie, A., Curran, J.E., Carless, M.A., Rainwater, D.L., Goring, H.H.H., Blangero, J.,
and Kissebah, A.H. (2013b). QTL-based association analyses reveal novel genes
influencing pleiotropy of metabolic syndrome (MetS). Obesity (Silver Spring). 21, 2099—
2111.

Zhang, Y., Kent, J.W., Lee, A., Cerjak, D., Ali, O., Diasio, R., Olivier, M., Blangero, J.,
Carless, M.A., and Kissebah, A.H. (2013c). Fatty acid binding protein 3 (fabp3) is
associated with insulin, lipids and cardiovascular phenotypes of the metabolic syndrome
through epigenetic modifications in a Northern European family population. BMC Med.
Genomics 6, 9.


http://www.ncbi.nlm.nih.gov/pubmed?term=Centeno-Cruz%20F
http://www.ncbi.nlm.nih.gov/pubmed?term=Mendoza-Caamal%20E
http://www.ncbi.nlm.nih.gov/pubmed?term=Revilla-Monsalve%20C
http://www.ncbi.nlm.nih.gov/pubmed?term=Islas-Andrade%20S
http://www.ncbi.nlm.nih.gov/pubmed?term=C%C3%B3rdova%20E
http://www.ncbi.nlm.nih.gov/pubmed?term=Rodr%C3%ADguez-Arellano%20E
http://www.ncbi.nlm.nih.gov/pubmed?term=Rodr%C3%ADguez-Arellano%20E
http://www.ncbi.nlm.nih.gov/pubmed?term=Sober%C3%B3n%20X
http://www.ncbi.nlm.nih.gov/pubmed?term=Orozco%20L
http://www.ncbi.nlm.nih.gov/pubmed?term=Florez%20JC
http://www.ncbi.nlm.nih.gov/pubmed?term=Gonz%C3%A1lez-Villalpando%20C
http://www.ncbi.nlm.nih.gov/pubmed?term=Gonz%C3%A1lez-Villalpando%20ME
http://www.ncbi.nlm.nih.gov/pubmed?term=Gonz%C3%A1lez-Villalpando%20ME
http://www.ncbi.nlm.nih.gov/pubmed?term=Haiman%20CA
http://www.ncbi.nlm.nih.gov/pubmed?term=Henderson%20BE
http://www.ncbi.nlm.nih.gov/pubmed?term=Monroe%20K
http://www.ncbi.nlm.nih.gov/pubmed?term=Wilkens%20L
http://www.ncbi.nlm.nih.gov/pubmed?term=Kolonel%20LN
http://www.ncbi.nlm.nih.gov/pubmed?term=Le%20Marchand%20L
http://www.ncbi.nlm.nih.gov/pubmed?term=Le%20Marchand%20L
http://www.ncbi.nlm.nih.gov/pubmed?term=Riba%20L
http://www.ncbi.nlm.nih.gov/pubmed?term=Ord%C3%B3%C3%B1ez-S%C3%A1nchez%20ML
http://www.ncbi.nlm.nih.gov/pubmed?term=Rodr%C3%ADguez-Guill%C3%A9n%20R
http://www.ncbi.nlm.nih.gov/pubmed?term=Cruz-Bautista%20I
http://www.ncbi.nlm.nih.gov/pubmed?term=Rodr%C3%ADguez-Torres%20M
http://www.ncbi.nlm.nih.gov/pubmed?term=Mu%C3%B1oz-Hern%C3%A1ndez%20LL
http://www.ncbi.nlm.nih.gov/pubmed?term=S%C3%A1enz%20T
http://www.ncbi.nlm.nih.gov/pubmed?term=G%C3%B3mez%20D
http://www.ncbi.nlm.nih.gov/pubmed?term=Alvirde%20U
http://www.ncbi.nlm.nih.gov/pubmed?term=Burtt%20NP
http://www.ncbi.nlm.nih.gov/pubmed?term=Onofrio%20RC
http://www.ncbi.nlm.nih.gov/pubmed?term=Brodeur%20WM
http://www.ncbi.nlm.nih.gov/pubmed?term=Gage%20D
http://www.ncbi.nlm.nih.gov/pubmed?term=Murphy%20J
http://www.ncbi.nlm.nih.gov/pubmed?term=Franklin%20J
http://www.ncbi.nlm.nih.gov/pubmed?term=Mahan%20S
http://www.ncbi.nlm.nih.gov/pubmed?term=Ardlie%20K
http://www.ncbi.nlm.nih.gov/pubmed?term=Crenshaw%20AT
http://www.ncbi.nlm.nih.gov/pubmed?term=Crenshaw%20AT
http://www.ncbi.nlm.nih.gov/pubmed?term=Winckler%20W
http://www.ncbi.nlm.nih.gov/pubmed?term=Pr%C3%BCfer%20K
http://www.ncbi.nlm.nih.gov/pubmed?term=Shunkov%20MV
http://www.ncbi.nlm.nih.gov/pubmed?term=Sawyer%20S
http://www.ncbi.nlm.nih.gov/pubmed?term=Stenzel%20U
http://www.ncbi.nlm.nih.gov/pubmed?term=Kelso%20J
http://www.ncbi.nlm.nih.gov/pubmed?term=Lek%20M
http://www.ncbi.nlm.nih.gov/pubmed?term=Sankararaman%20S
http://www.ncbi.nlm.nih.gov/pubmed?term=Williams%20AL
http://www.ncbi.nlm.nih.gov/pubmed?term=Patterson%20N
http://www.ncbi.nlm.nih.gov/pubmed?term=MacArthur%20DG
http://www.ncbi.nlm.nih.gov/pubmed?term=Reich%20D
http://www.ncbi.nlm.nih.gov/pubmed?term=Derevianko%20AP
http://www.ncbi.nlm.nih.gov/pubmed?term=P%C3%A4%C3%A4bo%20S
http://www.ncbi.nlm.nih.gov/pubmed?term=Jacobs%20SB
http://www.ncbi.nlm.nih.gov/pubmed?term=Churchhouse%20C
http://www.ncbi.nlm.nih.gov/pubmed?term=Gopal%20S
http://www.ncbi.nlm.nih.gov/pubmed?term=Grammatikos%20JA
http://www.ncbi.nlm.nih.gov/pubmed?term=Smith%20IC
http://www.ncbi.nlm.nih.gov/pubmed?term=Bullock%20KH
http://www.ncbi.nlm.nih.gov/pubmed?term=Deik%20AA
http://www.ncbi.nlm.nih.gov/pubmed?term=Souza%20AL
http://www.ncbi.nlm.nih.gov/pubmed?term=Pierce%20KA
http://www.ncbi.nlm.nih.gov/pubmed?term=Clish%20CB
http://www.ncbi.nlm.nih.gov/pubmed?term=Altshuler%20D
http://www.ncbi.nlm.nih.gov/pubmed?term=Fennell%20T
http://www.ncbi.nlm.nih.gov/pubmed?term=Farjoun%20Y
http://www.ncbi.nlm.nih.gov/pubmed?term=Gabriel%20S
http://www.ncbi.nlm.nih.gov/pubmed?term=Stram%20DO
http://www.ncbi.nlm.nih.gov/pubmed?term=Gross%20MD
http://www.ncbi.nlm.nih.gov/pubmed?term=Pereira%20MA
http://www.ncbi.nlm.nih.gov/pubmed?term=Seielstad%20M
http://www.ncbi.nlm.nih.gov/pubmed?term=Koh%20WP
http://www.ncbi.nlm.nih.gov/pubmed?term=Tai%20ES
http://www.ncbi.nlm.nih.gov/pubmed?term=Flannick%20J
http://www.ncbi.nlm.nih.gov/pubmed?term=Fontanillas%20P
http://www.ncbi.nlm.nih.gov/pubmed?term=Fontanillas%20P
http://www.ncbi.nlm.nih.gov/pubmed?term=Morris%20A
http://www.ncbi.nlm.nih.gov/pubmed?term=Teslovich%20TM
http://www.ncbi.nlm.nih.gov/pubmed?term=Burtt%20NP
http://www.ncbi.nlm.nih.gov/pubmed?term=Atzmon%20G
http://www.ncbi.nlm.nih.gov/pubmed?term=Blangero%20J
http://www.ncbi.nlm.nih.gov/pubmed?term=Bowden%20DW
http://www.ncbi.nlm.nih.gov/pubmed?term=Chambers%20J
http://www.ncbi.nlm.nih.gov/pubmed?term=Cho%20YS
http://www.ncbi.nlm.nih.gov/pubmed?term=Duggirala%20R
http://www.ncbi.nlm.nih.gov/pubmed?term=Glaser%20B
http://www.ncbi.nlm.nih.gov/pubmed?term=Hanis%20C
http://www.ncbi.nlm.nih.gov/pubmed?term=Kooner%20J
http://www.ncbi.nlm.nih.gov/pubmed?term=Laakso%20M
http://www.ncbi.nlm.nih.gov/pubmed?term=Lee%20JY
http://www.ncbi.nlm.nih.gov/pubmed?term=Tai%20ES
http://www.ncbi.nlm.nih.gov/pubmed?term=Teo%20YY
http://www.ncbi.nlm.nih.gov/pubmed?term=Wilson%20JG
http://www.ncbi.nlm.nih.gov/pubmed?term=Haiman%20CA
http://www.ncbi.nlm.nih.gov/pubmed?term=Henderson%20BE
http://www.ncbi.nlm.nih.gov/pubmed?term=Monroe%20K
http://www.ncbi.nlm.nih.gov/pubmed?term=Wilkens%20L
http://www.ncbi.nlm.nih.gov/pubmed?term=Kolonel%20LN
http://www.ncbi.nlm.nih.gov/pubmed?term=Le%20Marchand%20L
http://www.ncbi.nlm.nih.gov/pubmed?term=Puppala%20S
http://www.ncbi.nlm.nih.gov/pubmed?term=Farook%20VS
http://www.ncbi.nlm.nih.gov/pubmed?term=Thameem%20F
http://www.ncbi.nlm.nih.gov/pubmed?term=Abboud%20HE
http://www.ncbi.nlm.nih.gov/pubmed?term=DeFronzo%20RA
http://www.ncbi.nlm.nih.gov/pubmed?term=Jenkinson%20CP
http://www.ncbi.nlm.nih.gov/pubmed?term=Lehman%20DM
http://www.ncbi.nlm.nih.gov/pubmed?term=Lehman%20DM
http://www.ncbi.nlm.nih.gov/pubmed?term=Curran%20JE
http://www.ncbi.nlm.nih.gov/pubmed?term=Blangero%20J
http://www.ncbi.nlm.nih.gov/pubmed?term=Duggirala%20R
http://www.ncbi.nlm.nih.gov/pubmed?term=Burtt%20NP
http://www.ncbi.nlm.nih.gov/pubmed?term=Cortes%20ML
http://www.ncbi.nlm.nih.gov/pubmed?term=Altshuler%20D
http://www.ncbi.nlm.nih.gov/pubmed?term=Florez%20JC
http://www.ncbi.nlm.nih.gov/pubmed?term=Haiman%20CA
http://www.ncbi.nlm.nih.gov/pubmed?term=Henderson%20BE
http://www.ncbi.nlm.nih.gov/pubmed?term=Aguilar-Salinas%20CA
http://www.ncbi.nlm.nih.gov/pubmed?term=Gonz%C3%A1lez-Villalpando%20C
http://www.ncbi.nlm.nih.gov/pubmed?term=Orozco%20L
http://www.ncbi.nlm.nih.gov/pubmed?term=Tusi%C3%A9-Luna%20T
http://www.ncbi.nlm.nih.gov/pubmed?term=Tusi%C3%A9-Luna%20T
http://www.ncbi.nlm.nih.gov/pubmed?term=von%20Strachwitz%20C%5BAuthor%5D&cauthor=true&cauthor_uid=24036949
http://www.ncbi.nlm.nih.gov/pubmed?term=Olson%20LM%5BAuthor%5D&cauthor=true&cauthor_uid=24036949
http://www.ncbi.nlm.nih.gov/pubmed?term=Buitendijk%20GH%5BAuthor%5D&cauthor=true&cauthor_uid=24036949
http://www.ncbi.nlm.nih.gov/pubmed?term=Hofman%20A%5BAuthor%5D&cauthor=true&cauthor_uid=24036949
http://www.ncbi.nlm.nih.gov/pubmed?term=van%20Duijn%20CM%5BAuthor%5D&cauthor=true&cauthor_uid=24036949
http://www.ncbi.nlm.nih.gov/pubmed?term=Cipriani%20V%5BAuthor%5D&cauthor=true&cauthor_uid=24036949
http://www.ncbi.nlm.nih.gov/pubmed?term=Moore%20AT%5BAuthor%5D&cauthor=true&cauthor_uid=24036949
http://www.ncbi.nlm.nih.gov/pubmed?term=Shahid%20H%5BAuthor%5D&cauthor=true&cauthor_uid=24036949
http://www.ncbi.nlm.nih.gov/pubmed?term=Jiang%20Y%5BAuthor%5D&cauthor=true&cauthor_uid=24036949
http://www.ncbi.nlm.nih.gov/pubmed?term=Jiang%20Y%5BAuthor%5D&cauthor=true&cauthor_uid=24036949
http://www.ncbi.nlm.nih.gov/pubmed?term=Conley%20YP%5BAuthor%5D&cauthor=true&cauthor_uid=24036949
http://www.ncbi.nlm.nih.gov/pubmed?term=Morgan%20DJ%5BAuthor%5D&cauthor=true&cauthor_uid=24036949
http://www.ncbi.nlm.nih.gov/pubmed?term=Kim%20IK%5BAuthor%5D&cauthor=true&cauthor_uid=24036949
http://www.ncbi.nlm.nih.gov/pubmed?term=Johnson%20MP%5BAuthor%5D&cauthor=true&cauthor_uid=24036949
http://www.ncbi.nlm.nih.gov/pubmed?term=Cantsilieris%20S%5BAuthor%5D&cauthor=true&cauthor_uid=24036949
http://www.ncbi.nlm.nih.gov/pubmed?term=Richardson%20AJ%5BAuthor%5D&cauthor=true&cauthor_uid=24036949
http://www.ncbi.nlm.nih.gov/pubmed?term=Guymer%20RH%5BAuthor%5D&cauthor=true&cauthor_uid=24036949
http://www.ncbi.nlm.nih.gov/pubmed?term=Guymer%20RH%5BAuthor%5D&cauthor=true&cauthor_uid=24036949
http://www.ncbi.nlm.nih.gov/pubmed?term=Luo%20H%5BAuthor%5D&cauthor=true&cauthor_uid=24036949
http://www.ncbi.nlm.nih.gov/pubmed?term=Ouyang%20H%5BAuthor%5D&cauthor=true&cauthor_uid=24036949
http://www.ncbi.nlm.nih.gov/pubmed?term=Licht%20C%5BAuthor%5D&cauthor=true&cauthor_uid=24036949
http://www.ncbi.nlm.nih.gov/pubmed?term=Pluthero%20FG%5BAuthor%5D&cauthor=true&cauthor_uid=24036949
http://www.ncbi.nlm.nih.gov/pubmed?term=Zhang%20MM%5BAuthor%5D&cauthor=true&cauthor_uid=24036949
http://www.ncbi.nlm.nih.gov/pubmed?term=Zhang%20K%5BAuthor%5D&cauthor=true&cauthor_uid=24036949
http://www.ncbi.nlm.nih.gov/pubmed?term=Baird%20PN%5BAuthor%5D&cauthor=true&cauthor_uid=24036949
http://www.ncbi.nlm.nih.gov/pubmed?term=Blangero%20J%5BAuthor%5D&cauthor=true&cauthor_uid=24036949
http://www.ncbi.nlm.nih.gov/pubmed?term=Klein%20ML%5BAuthor%5D&cauthor=true&cauthor_uid=24036949
http://www.ncbi.nlm.nih.gov/pubmed?term=Farrer%20LA%5BAuthor%5D&cauthor=true&cauthor_uid=24036949
http://www.ncbi.nlm.nih.gov/pubmed?term=DeAngelis%20MM%5BAuthor%5D&cauthor=true&cauthor_uid=24036949
http://www.ncbi.nlm.nih.gov/pubmed?term=Weeks%20DE%5BAuthor%5D&cauthor=true&cauthor_uid=24036949
http://www.ncbi.nlm.nih.gov/pubmed?term=Gorin%20MB%5BAuthor%5D&cauthor=true&cauthor_uid=24036949
http://www.ncbi.nlm.nih.gov/pubmed?term=Yates%20JR%5BAuthor%5D&cauthor=true&cauthor_uid=24036949
http://www.ncbi.nlm.nih.gov/pubmed?term=Klaver%20CC%5BAuthor%5D&cauthor=true&cauthor_uid=24036949
http://www.ncbi.nlm.nih.gov/pubmed?term=Pericak-Vance%20MA%5BAuthor%5D&cauthor=true&cauthor_uid=24036949
http://www.ncbi.nlm.nih.gov/pubmed?term=Pericak-Vance%20MA%5BAuthor%5D&cauthor=true&cauthor_uid=24036949
http://www.ncbi.nlm.nih.gov/pubmed?term=Haines%20JL%5BAuthor%5D&cauthor=true&cauthor_uid=24036949
http://www.ncbi.nlm.nih.gov/pubmed?term=Weber%20BH%5BAuthor%5D&cauthor=true&cauthor_uid=24036949
http://www.ncbi.nlm.nih.gov/pubmed?term=Wilson%20RK%5BAuthor%5D&cauthor=true&cauthor_uid=24036949
http://www.ncbi.nlm.nih.gov/pubmed?term=Heckenlively%20JR%5BAuthor%5D&cauthor=true&cauthor_uid=24036949
http://www.ncbi.nlm.nih.gov/pubmed?term=Chew%20EY%5BAuthor%5D&cauthor=true&cauthor_uid=24036949
http://www.ncbi.nlm.nih.gov/pubmed?term=Stambolian%20D%5BAuthor%5D&cauthor=true&cauthor_uid=24036949
http://www.ncbi.nlm.nih.gov/pubmed?term=Mardis%20ER%5BAuthor%5D&cauthor=true&cauthor_uid=24036949
http://www.ncbi.nlm.nih.gov/pubmed?term=Swaroop%20A%5BAuthor%5D&cauthor=true&cauthor_uid=24036949
http://www.ncbi.nlm.nih.gov/pubmed?term=Abecasis%20GR%5BAuthor%5D&cauthor=true&cauthor_uid=24036949

487.

488.

489.

490.

491.

492.

493.

494,

495.

496.

497.

Zheng HF, Duncan EL, Yerges-Armstrong LM, Eriksson J, Bergstrom U, Leo PJ, Leslie
WD, Goltzman D, Blangero J, Hanley DA, Carless MA, Streeten EA, Lorentzon M, Brown
MA, Spector TD, Pettersson-Kymmer U, Ohlsson C, Mitchell BD, Richard JB. (2013).
Meta-analysis of genome-wide studies identifies MEF2C SNPs associated with bone
mineral density at forearm. J. Med. Genet. 50, 473-478.

Chittoor G, Farook VS, Puppala S, Fowler SP, Schneider J, Dyer TD, Cole SA, Lynch JL,
Curran JE, Almasy L, Maccluer JW, Comuzzie AG, Hale DE, Ramamurthy RS, Dudley DJ,
Moses EK, Arya R, Lehman DM, Jenkinson CP, Bradshaw BS, Defronzo RA, Blangero J,
Duggirala R. (2013). Localization of a major susceptibility locus influencing preterm birth.
Mol. Hum. Reprod. 19, 687-696.

Ali O, Cerjak D, Kent JW Jr, James R, Blangero J, Zhang Y. (2014) Obesity, central
adiposity and cardiometabolic risk factors in children and adolescents: a family-based
study. Pediatr Obes. 2014 Jun;9(3).e58-62.

Almasy L, Dyer TD, Peralta JM, Jun G, Wood AR, Fuchsberger C, Almeida MA, Kent JW,
Fowler S, Blackwell TW, Puppala S, Kumar S, Curran JE, Lehman D, Abecasis G,
Duggirala R, Blangero J, The T2D-GENES Consortium. (2014) Data for Genetic Analysis
Workshop 18: humanw hole genome sequence, blood pressure, and simulated
phenotypes in extended pedigrees. BMC Proceedings 8(S1):S2.

Almeida, M., Peralta, J., Farook, V., Puppala, S., Kent, J.W. Jr., Duggiral,a R., and
Blangero, J. (2014) Random effect burden tests to screen gene pathways. BMC
Proceedings. 8(S1):S100.

Bellis C, Kulkarni H, Mamtani M, Kent JW,Jr, Wong G, Weir JM, Barlow CK, Diego V,
Almeida M, Dyer TD, Goring HH, Almasy L, Mahaney MC, Comuzzie AG, Williams-
Blangero S, Meikle PJ, Blangero J, Curran JE. Human plasma lipidome is pleiotropically
associated with cardiovascular risk factors and death. Circ Cardiovasc Genet. 2014 Dec;
7(6): 854-863. PMCID: PMC4270876.

Bozaoglu K, Attard C, Kulkarni H, Cummings N, Diego VP, Carless MA, Shields KA,
Johnson MP, Kowlessur S, Dyer TD, Comuzzie AG, Almasy L, Zimmet P, Moses EK,
Goring HH, Curran JE, Blangero J, Jowett JB. (2014) Plasma levels of soluble
interleukinl receptor accessory protein are reduced in obesity. J Clin Endocrinol Metab.
99(9):3435-43.

Chouinard-Decorte F, McKay DR, Reid A, Khundrakpam B, Zhao L, Karama S, Rioux P,
Sprooten E, Knowles E, Kent JW Jr, Curran JE, Géring HH, Dyer TD, Olvera RL,
Kochunov P, Duggirala R, Fox PT, Almasy L, Blangero J, Bellec P, Evans AC, Glahn DC.
(2014) Heritable changes in regional cortical thickness with age. Brain Imaging Behav.
8(2):208-16.

Choh AC, Lee M, Kent JW, Diego VP, Johnson W, Curran JE, Dyer TD, Bellis C,
Blangero J, Siervogel RM, Towne B, Demerath EW, Czerwinski SA. Gene-by-age effects
on BMI from birth to adulthood: The fels longitudinal study. Obesity (Silver Spring). 2014
Mar; 22(3): 875-881. PMCID: PMC3883986.

Dager AD, McKay DR, Kent JW Jr, Curran JE, Knowles E, Sprooten E, Géring HH, Dyer
TD, Pearlson GD, Olvera RL, Fox PT, Lovallo WR, Duggirala R, Almasy L, Blangero J,
Glahn DC. (2014) Shared Genetic Factors Influence Amygdala Volumes and Risk for
Alcoholism. Neuropsychopharmacology. 2014 Jul 31. doi: 10.1038/npp.2014.187. [Epub
ahead of print]

Flannick J, Thorleifsson G, Beer NL, Jacobs SB, Grarup N, Burtt NP, Mahajan A,
Fuchsberger C, Atzmon G, Benediktsson R, Blangero J, Bowden DW, Brandslund I,
Brosnan J, Burslem F, Chambers J, Cho YS, Christensen C, Douglas DA, Duggirala R,
Dymek Z, Farjoun Y, Fennell T, Fontanillas P, Forsén T, Gabriel S, Glaser B,
Gudbjartsson DF, Hanis C, Hansen T, Hreidarsson AB, Hveem K, Ingelsson E, Isomaa B,



498.

499.

500.

501.

502.

503.

504.

505.

506.

Johansson S, Jgrgensen T, Jgrgensen ME, Kathiresan S, Kong A, Kooner J, KravicJ,
Laakso M, Lee JY, Lind L, Lindgren CM, Linneberg A, Masson G, Meitinger T, Mohlke KL,
Molven A, Morris AP, Potluri S, Rauramaa R, Ribel-Madsen R, Richard AM, Rolph T,
Salomaa V, Segre AV, Skarstrand H, Steinthorsdottir VV, Stringham HM, Sulem P, Tai ES,
Teo YY, Teslovich T, Thorsteinsdottir U, Trimmer JK, Tuomi T, Tuomilehto J, Vaziri-Sani
F, Voight BF, Wilson JG, Boehnke M, McCarthy MI, Njglstad PR, Pedersen O, Groop L,
Cox DR, Stefansson K, Altshuler D. (2014) Loss-of-function mutations in SLC30A8 protect
against type 2 diabetes. Nat Genet. 2014 Apr; 46(4): 357-363. PMCID: PMC4051628.
Glahn, D.C., Knowles, E.E.M., McKay, D.R., Sprooten, E., Raventos, H., Blangero, J.,
Gottesman, I.I., and Almasy, L. (2014). Arguments for the sake of endophenotypes:
Examining common misconceptions about the use of endophenotypes in psychiatric
genetics. Am. J. Med. Genet. B. Neuropsychiatr. Genet. 165, 122—-130.

Glahn DC, Williams JT, McKay DR, Knowles EE, Sprooten E, Mathias SR, Curran JE,
Kent JW Jr, Carless MA, Goring HH, Dyer TD, Woolsey MD, Winkler AM, Olvera RL,
Kochunov P, Fox PT, Duggirala R, Almasy L, Blangero J. (2014) Discovering
Schizophrenia Endophenotypes in Randomly Ascertained Pedigrees. Biol Psychiatry. pii:
S0006-3223(14)00521-6.

Kaskow BJ, Diepeveen LA, Proffitt JM, Rea AJ, Ulgiati D, Blangero J, Moses EK,
Abraham LJ. Molecular prioritization strategies to identify functional genetic variants in the
cardiovascular disease-associated expression QTL vanin-1. Eur J Hum Genet. 2014 May;
22(5): 688-695. PMCID: PMC3992570.

Kochunov, P., Jahanshad, N., Sprooten E., Nichols, T.E., Mand|, R.C., Almasy, L., Booth,
T., Brouwer, R.M., Curran, J.E., de Zubicaray, G.I., Dimitrova, R., Duggirala, R., Fox, P.T.,
Hong, L.E., Landman, B.A., Lemaitre, H., Lopez, L., Martin, N.G., McMahon, K.L., Mitchell,
B.D., Olvera, R.L., Peterson, C.P., Starr, J.M., Sussmann, J.E., Toga, AW., Wardlaw,
J.M., Wright, M.J., Wright, S.N., Bastin, M.E., McIntosh, A.M., Boomsma, D.I., Kahn, R.S.,
den Braber, A., de Geus, E.J.C., Deary, I.J., Hulshoff Pol, H.E., Williamson, D.E.,
Blangero, J., van tENT, D., Thompson, P.M., Glahn, D.C. (2014). Multi-site study of
additive genetic effects on fractional anisotropy of cerebral white matter: Comparing meta
and mega analytical approaches for data pooling. Neuroimage. Mar 18. [Epub ahead of
print].

Knowles, E.E.M., Carless, M.A., de Almeida, M.A.A., Curran, J.E., McKay, D.R., Sprooten,
E., Dyer, T.D., Goring, H.H., Olvera, R., Fox, P., Almasy, L., Duggirala, R., Kent, J.W.,
Blangero, J., and Glahn, D.C. (2014). Genome-wide significant localization for working
and spatial memory: Identifying genes for psychosis using models of cognition. Am. J.
Med. Genet. B. Neuropsychiatr. Genet. 165, 84-95.

Knowles EE, Mathias SR, McKay DR, Sprooten E, Blangero J, Almasy L, Glahn DC.
Genome-wide analyses of working-memory ability: A review. Curr Behav Neurosci Rep.
2014 Dec; 1(4): 224-233. PMCID: PMC4339023.

Kos, M.Z., Glahn. D.C., Carless, M.A,, Olvera, R., McKay, D.R., Quillen, E.E., Gelernter,
J., Chen, X-D., Deng, H-W, Kent, J.W., Dyer, T.D., Goéring, H.H.H., Curran, J.E.,
Duggirala, R., Blangero, J., Aimasy L. (2014) Novle QTL at chromosome 6p22 for alcohol
consumption: Implications for the genetic liability of alcohol use disorders.
Neuropsychiatric Genetics. 165B(4):294-302.

Kulkarni H, Meikle PJ, Mamtani M, Weir JM, Almeida M, Diego V, Peralta JM, Barlow CK,
Bellis C, Dyer TD, Almasy L, Mahaney MC, Comuzzie AG, Goéring HH,Curran JE,
Blangero J. Plasma lipidome is independently associated with variability in metabolic
syndrome in Mexican American families. J Lipid Res. 2014 Mar 13. [Epub ahead of print].
Mamtani, M., Kulkarni, H., Dyer, T.D., Almasy, L., Mahaney, M.C., Duggirala, R.,
Comuzzie, A.G., Blangero, J., and Curran, J.E. (2014). Waist circumference is genetically



507.

508.

509.

510.

511.

512.

513.

514.

515.

correlated with incident Type 2 diabetes in Mexican-American families. Diabet. Med. 31,
31-35.

Mamtani M, Kulkarni H, Dyer TD, Almasy L, Mahaney MC, Duggirala R, Comuzzie AG,
Samollow PB, Blangero J, Curran JE. (2014) Increased waist circumference is
independently associated with hypothyroidism in Mexican Americans: replicative evidence
from two large, population-based studies. BMC Endocr Disord. 14:46.

Mamtani M, Meikle PJ, Kulkarni H, Weir JM, Barlow CK, et al. Plasma dihydroceramide
species associate with waist circumference in Mexican American families. Obesity (Silver
Spring). 2014 Mar;22(3):950-6. PubMed PMID: 23929697; NIHMSID: NIHMS512959;
PubMed Central PMCID: PMC3918249

McKay DR, Knowles EE, Winkler AA, Sprooten E, Kochunov P, Olvera RL, Curran JE,
Kent JW,Jr, Carless MA, Goring HH, Dyer TD, Duggirala R, Almasy L, Fox PT, Blangero
J, Glahn DC. Influence of age, sex and genetic factors on the human brain. Brain Imaging
Behav. 2014 Jun; 8(2): 143-152. PMCID: PMC4011973.

Peralta, J.M., Almeida, M., Kent, J.W. Jr., and Blangero, J. (2014) A variance component-
based gene burden test. BMC Proceedings. 8(S1):S49.

Quillen, E.E., Voruganti, V.S., Chittoor, G., Rubicz, R., Peralta, J.M., Alimeida, M.A A,
Kent, J.W. Jr., Dyer, T.D., Comuzzie, A.G., Goéring, H.H.H., Duggirala, R., Almasy, L., and
Blangero, J. (2014). Evaluation of estimated genetic values and their application to
genome-wide investigation of blood pressure measurements. BMC Proceedings.
8(S1):S66.

Rubicz R, Yolken R, Alaedini A, Drigalenko E, Charlesworth JC, Carless MA, Severance
EG, Krivogorsky B, Dyer TD, Kent JW Jr, Curran JE, Johnson MP, Cole SA, Almasy L,
Moses EK, Blangero J, Goring HH. (2014) Genome-wide genetic and transcriptomic
investigation of variation in antibody response to dietary antigens. Genet Epidemiol.
38(5):439-46.

Santos, D.M., Katzmarzyk, P.T., Diego, V.P., Gomes, T.N., Santos, F.K., Blangero, J.,
Maia, J.A. (2014) Genotype by Energy Expenditure Interaction and Body Composition
Traits: The Portuguese Healthy Family Study,” BioMed Research International, vol. 2014,
Article ID 845207, 9 pages. do0i:10.1155/2014/845207

Sprooten E, Knowles EE, McKay DR, Goring HH, Curran JE, Kent JW Jr, Carless MA,
Dyer TD, Drigalenko El, Olvera RL, Fox PT, Almasy L, Duggirala R, Kochunov P,
Blangero J, Glahn DC. (2014) Common genetic variants and gene expression associated
with white matter microstructure in the human brain. Neuroimage. pii: S1053-
8119(14)00276-6.

Thompson, P.M., Stein, J.L., Medland, S.E., Hibar, D.P., Vasquez, A.A., Renteria, M.E.,
Toro, R., Jahanshad, N., Schumann, G., Franke, B., Wright, M.J., Martin, N.G., Agartz, I.,
Alda, M., Alhusaini, S., Almasy, L., Almeida, J., Alpert, K., Andreasen, N.C., Apostolova
LG, Appel K, Armstrong NJ, Aribisala B, Bastin ME, Bauer M, Bearden CE, Bergmann O,
Binder EB, Blangero J, Bockholt HJ, Bgen E, Bois C, Boomsma DI, Booth T, Bowman 1J,
Bralten J, Brouwer RM, Brunner HG, Brohawn DG, Buckner RL, Buitelaar J, Bulayeva K,
Bustillo JR, Calhoun VD, Cannon DM, Cantor RM, Carless MA, Caseras X, Cavalleri GL,
Chakravarty MM, Chang KD, Ching CR, Christoforou A, Cichon S, Clark VP, Conrod P,
Coppola G, Crespo-Facorro B, Curran JE, Czisch M, Deary 1J, de Geus EJ, den Braber A,
Delvecchio G, Depondt C, de Haan L, de Zubicaray Gl, Dima D, Dimitrova R, Djurovic S,
Dong H, Donohoe G, Duggirala R, Dyer TD, Ehrlich S, Ekman CJ, Elvsashagen T, Emsell
L, Erk S, Espeseth T, Fagerness J, Fears S, Fedko |, Fernandez G, Fisher SE, Foroud T,
Fox PT, Francks C, Frangou S, Frey EM, Frodl T, Frouin V, Garavan H, Giddaluru S,
Glahn DC, Godlewska B, Goldstein RZ, Gollub RL, Grabe HJ, Grimm O, Gruber O,
Guadalupe T, Gur RE, Gur RC, Goring HH, Hagenaars S, Hajek T, Hall GB, Hall J, Hardy



516.

o17.

518.

519.

520.

J, Hartman CA, Hass J, Hatton SN, Haukvik UK, Hegenscheid K, Heinz A, Hickie 1B, Ho
BC, Hoehn D, Hoekstra PJ, Hollinshead M, Holmes AJ, Homuth G, Hoogman M, Hong LE,
Hosten N, Hottenga JJ, Hulshoff Pol HE, Hwang KS, Jack CR Jr, Jenkinson M, Johnston
C, Jonsson EG, Kahn RS, Kasperaviciute D, Kelly S, Kim S, Kochunov P, Koenders L,
Kramer B, Kwok JB, Lagopoulos J, Laje G, Landen M, Landman BA, Lauriello J, Lawrie
SM, Lee PH, Le Hellard S, Lemaitre H, Leonardo CD, Li CS, Liberg B, Liewald DC, Liu X,
Lopez LM, Loth E, Lourdusamy A, Luciano M, Macciardi F, Machielsen MW, Macqueen
GM, Malt UF, Mand|l R, Manoach DS, Martinot JL, Matarin M, Mather KA, Mattheisen M,
Mattingsdal M, Meyer-Lindenberg A, McDonald C, Mcintosh AM, McMahon FJ, McMahon
KL, Meisenzahl E, Melle I, Milaneschi Y, Mohnke S, Montgomery GW, Morris DW, Moses
EK, Mueller BA, Muiioz Maniega S, Muhleisen TW, Miller-Myhsok B, Mwangi B, Nauck M,
Nho K, Nichols TE, Nilsson LG, Nugent AC, Nyberg L, Olvera RL, Oosterlaan J, Ophoff
RA, Pandolfo M, Papalampropoulou-Tsiridou M, Papmeyer M, Paus T, Pausova Z,
Pearlson GD, Penninx BW, Peterson CP, Pfennig A, Phillips M, Pike GB, Poline JB, Potkin
SG, Pltz B, Ramasamy A, Rasmussen J, Rietschel M, Rijpkema M, Risacher SL, Roffman
JL, Roiz-Santiafiez R, Romanczuk-Seiferth N, Rose EJ, Royle NA, Rujescu D, Ryten M,
Sachdev PS, Salami A, Satterthwaite TD, Savitz J, Saykin AJ, Scanlon C, Schmaal L,
Schnack HG, Schork AJ, Schulz SC, Schir R, Seidman L, Shen L, Shoemaker JM,
Simmons A, Sisodiya SM, Smith C, Smoller JW, Soares JC, Sponheim SR, Sprooten E,
Starr JM, Steen VM, Strakowski S, Strike L, Sussmann J, Sdmann PG, Teumer A, Toga
AW, Tordesillas-Gutierrez D, Trabzuni D, Trost S, Turner J, Van den Heuvel M, van der
Wee NJ, van Eijk K, van Erp TG, van Haren NE, van 't Ent D, van Tol MJ, Valdés
Hernandez MC, Veltman DJ, Versace A, Vdlzke H, Walker R, Walter H, Wang L, Wardlaw
JM, Weale ME, Weiner MW, Wen W, Westlye LT, Whalley HC, Whelan CD, White T,
Winkler AM, Wittfeld K, Woldehawariat G, Wolf C, Zilles D, Zwiers MP, Thalamuthu A,
Schofield PR, Freimer NB, Lawrence NS, Drevets W; the Alzheimer’s Disease
Neuroimaging Initiative, EPIGEN Consortium, IMAGEN Consortium, Saguenay Youth
Study (SYS) Group. (2014). The ENIGMA Consortium: large-scale collaborative analyses
of neuroimaging and genetic data. Brain Imaging Behav. 2014 Jan 8. [Epub ahead of
print].

Williams KD, Blangero J, Mahaney MC, Subedi J, Jha B, Williams-Blangero S, Towne B.
Axial quantitative ultrasound assessment of pediatric bone quality in eastern nepal.
Osteoporos Int. 2015 Sep; 26(9): 2319-2328.

Zhang X, Gierman HJ, Levy D, Plump A, Dobrin R, Goring HH, Curran JE, Johnson MP,
Blangero J, Kim SK, O'Donnell CJ, Emilsson V, Johnson AD. (2014) Synthesis of 53
tissue and cell line expression QTL datasets reveals master eQTLs. BMC Genomics.
15:532.

Ali O, Cerjak D, Kent JW,Jr, James R, Blangero J, Carless MA, Zhang Y. An epigenetic
map of age-associated autosomal loci in northern european families at high risk for the
metabolic syndrome. Clin Epigenetics. 2015 Feb 20; 7: 12-015-0048-6. eCollection 2015.
PMCID: PMC4372177.

Arya R, Del Rincon |, Farook VS, Restrepo JF, Winnier DA, Fourcaudot MJ, Battafarano
DF, de Almeida M, Kumar S, Curran JE, Jenkinson CP, Blangero J, Duggirala R,
Escalante A. Genetic variants influencing joint damage in mexican americans and
european americans with rheumatoid arthritis. Genet Epidemiol. 2015 Dec; 39(8): 678-
688.

Benton MC, Lea RA, Macartney-Coxson D, Bellis C, Carless MA, Curran JE, Hanna M,
Eccles D, Chambers GK, Blangero J, Griffiths LR. Serum bilirubin concentration is
modified by UGT1AL haplotypes and influences risk of type-2 diabetes in the norfolk island
genetic isolate. BMC Genet. 2015 Dec 2; 16: 136-015-0291-z. PMCID: PMC4667444.



521.

522.

523.

524.

525.

526.
527.

528.

529.

530.

531.

Benton MC, Lea RA, Macartney-Coxson D, Hanna M, Eccles DA, Carless MA, Chambers
GK, Bellis C, Goring HH, Curran JE, Harper JL, Gibson G, Blangero J, Griffiths LR. A
phenomic scan of the norfolk island genetic isolate identifies a major pleiotropic effect
locus associated with metabolic and renal disorder markers. PLoS Genet. 2015 Oct 16;
11(10): e1005593. PMCID: PMC4608754.

Benton MC, Stuart S, Bellis C, Macartney-Coxson D, Eccles D, Curran JE, Chambers G,
Blangero J, Lea RA, Grffiths LR. 'Mutiny on the bounty': The genetic history of norfolk
island reveals extreme gender-biased admixture. Investig Genet. 2015 Sep 3; 6: 11-015-
0028-9. eCollection 2015. PMCID: PMC4558825.

Blackburn A, Almeida M, Dean A, Curran JE, Johnson MP, Moses EK, Abraham LJ,
Carless MA, Dyer TD, Kumar S, Almasy L, Mahaney MC, Comuzzie A, Williams-Blangero
S, Blangero J, Lehman DM, Goring HH. Effects of copy number variable regions on local
gene expression in white blood cells of mexican americans. Eur J Hum Genet. 2015 Sep;
23(9): 1229-1235. PMCID: PMC4538210.

Dager AD, McKay DR, Kent JW,Jr, Curran JE, Knowles E, Sprooten E, Goring HH, Dyer
TD, Pearlson GD, Olvera RL, Fox PT, Lovallo WR, Duggirala R, Almasy L, Blangero J,
Glahn DC. Shared genetic factors influence amygdala volumes and risk for alcoholism.
Neuropsychopharmacology. 2015 Jan; 40(2): 412-420. PMCID: PMC4443955.

Diego VP, de Chaves RN, Blangero J, de Souza MC, Santos D, Gomes TN, dos Santos
FK, Garganta R, Katzmarzyk PT, Maia JA. Sex-specific genetic effects in physical activity:
Results from a quantitative genetic analysis. BMC Med Genet. 2015 Aug 1; 16: 58-015-
0207-9. PMCID: PMC4557754.

Diego, V.P., Kent, J.W. Jr, and Blangero, J. (2015). Familial studies: Genetic inferences.
Farook VS, Reddivari L, Chittoor G, Puppala S, Arya R, Fowler SP, Hunt KJ, Curran JE,
Comuzzie AG, Lehman DM, Jenkinson CP, Lynch JL, DeFronzo RA, Blangero J, Hale
DE, Duggirala R, Vanamala J. Metabolites as novel biomarkers for childhood obesity-
related traits in mexican-american children. Pediatr Obes. 2015 Aug; 10(4): 320-327.
PMCID: PMC4436034.

Fox AS, Oler JA, Shackman AJ, Shelton SE, Raveendran M, McKay DR, Converse AK,
Alexander A, Davidson RJ, Blangero J, Rogers J, Kalin NH. Intergenerational neural
mediators of early-life anxious temperament. Proc Natl Acad Sci U S A. 2015 Jul 21;
112(29): 9118-9122. PMCID: PMC4517228.

Ganjgahi H, Winkler AM, Glahn DC, Blangero J, Kochunov P, Nichols TE. Fast and
powerful heritability inference for family-based neuroimaging studies. Neuroimage. 2015
Jul 15; 115: 256-268. PMCID: PMC4463976.

Glahn DC, Williams JT, McKay DR, Knowles EE, Sprooten E, Mathias SR, Curran JE,
Kent JW,Jr, Carless MA, Goring HH, Dyer TD, Woolsey MD, Winkler AM, Olvera RL,
Kochunov P, Fox PT, Duggirala R, Almasy L, Blangero J. Discovering schizophrenia
endophenotypes in randomly ascertained pedigrees. Biol Psychiatry. 2015 Jan 1; 77(1):
75-83. PMCID: PMC4261014.

Gottlieb DJ, Hek K, Chen TH, Watson NF, Eiriksdottir G, Byrne EM, Cornelis M, Warby
SC, Bandinelli S, Cherkas L, Evans DS, Grabe HJ, Lahti J, Li M, Lehtimaki T, Lumley T,
Marciante KD, Perusse L, Psaty BM, Robbins J, Tranah GJ, Vink JM, Wilk JB, Stafford
JM, Bellis C, Biffar R, Bouchard C, Cade B, Curhan GC, Eriksson JG, Ewert R, Ferrucci L,
Fulop T, Gehrman PR, Goodloe R, Harris TB, Heath AC, Hernandez D, Hofman A,
Hottenga JJ, Hunter DJ, Jensen MK, Johnson AD, Kahonen M, Kao L, Kraft P, Larkin EK,
Lauderdale DS, Luik Al, Medici M, Montgomery GW, Palotie A, Patel SR, Pistis G, Porcu
E, Quaye L, Raitakari O, Redline S, Rimm EB, Rotter JI, Smith AV, Spector TD, Teumer
A, Uitterlinden AG, Vohl MC, Widen E, Willemsen G, Young T, Zhang X, Liu Y, Blangero
J, Boomsma DI, Gudnason V, Hu F, Mangino M, Martin NG, O'Connor GT, Stone KL,



532.

533.

Tanaka T, Viikari J, Gharib SA, Punjabi NM, Raikkonen K, Volzke H, Mignot E, Tiemeier
H. Novel loci associated with usual sleep duration: The CHARGE consortium genome-
wide association study. Mol Psychiatry. 2015 Oct; 20(10): 1232-1239. PMCID:
PMC4430294.

Hibar DP, Stein JL, Renteria ME, Arias-Vasquez A, Desrivieres International Encyclopedia
of the Social and Behavioral Sciences S, Jahanshad N, Toro R, Wittfeld K, Abramovic L,
Andersson M, Aribisala BS, Armstrong NJ, Bernard M, Bohlken MM, Boks MP, Bralten J,
Brown AA, Chakravarty MM, Chen Q, Ching CR, Cuellar-Partida G, den Braber A,
Giddaluru S, Goldman AL, Grimm O, Guadalupe T, Hass J, Woldehawariat G, Holmes AJ,
Hoogman M, Janowitz D, Jia T, Kim S, Klein M, Kraemer B, Lee PH, Olde Loohuis LM,
Luciano M, Macare C, Mather KA, Mattheisen M, Milaneschi Y, Nho K, Papmeyer M,
Ramasamy A, Risacher SL, Roiz-Santianez R, Rose EJ, Salami A, Samann PG, Schmaal
L, Schork AJ, Shin J, Strike LT, Teumer A, van Donkelaar MM, van Eijk KR, Walters RK,
Westlye LT, Whelan CD, Winkler AM, Zwiers MP, Alhusaini S, Athanasiu L, Ehrlich S,
Hakobjan MM, Hartberg CB, Haukvik UK, Heister AJ, Hoehn D, Kasperaviciute D, Liewald
DC, Lopez LM, Makkinje RR, Matarin M, Naber MA, McKay DR, Needham M, Nugent AC,
Putz B, Royle NA, Shen L, Sprooten E, Trabzuni D, van der Marel SS, van Hulzen KJ,
Walton E, Wolf C, Aimasy L, Ames D, Arepalli S, Assareh AA, Bastin ME, Brodaty H,
Bulayeva KB, Carless MA, Cichon S, Corvin A, Curran JE, Czisch M, de Zubicaray Gl,
Dillman A, Duggirala R, Dyer TD, Erk S, Fedko IO, Ferrucci L, Foroud TM, Fox PT,
Fukunaga M, Gibbs JR, Goring HH, Green RC, Guelfi S, Hansell NK, Hartman CA,
Hegenscheid K, Heinz A, Hernandez DG, Heslenfeld DJ, Hoekstra PJ, Holsboer F,
Homuth G, Hottenga JJ, Ikeda M, Jack CR,Jr, Jenkinson M, Johnson R, Kanai R, Keil M,
Kent JW,Jr, Kochunov P, Kwok JB, Lawrie SM, Liu X, Longo DL, McMahon KL,
Meisenzahl E, Melle I, Mohnke S, Montgomery GW, Mostert JC, Muhleisen TW, Nalls MA,
Nichols TE, Nilsson LG, Nothen MM, Ohi K, Olvera RL, Perez-Iglesias R, Pike GB, Potkin
SG, Reinvang |, Reppermund S, Rietschel M, Romanczuk-Seiferth N, Rosen GD, Rujescu
D, Schnell K, Schofield PR, Smith C, Steen VM, Sussmann JE, Thalamuthu A, Toga AW,
Traynor BJ, Troncoso J, Turner JA, Valdes Hernandez MC, van 't Ent D, van der Brug M,
van der Wee NJ, van Tol MJ, Veltman DJ, Wassink TH, Westman E, Zielke RH,
Zonderman AB, Ashbrook DG, Hager R, Lu L, McMahon FJ, Morris DW, Williams RW,
Brunner HG, Buckner RL, Buitelaar JK, Cahn W, Calhoun VD, Cavalleri GL, Crespo-
Facorro B, Dale AM, Davies GE, Delanty N, Depondt C, Djurovic S, Drevets WC,
Espeseth T, Gollub RL, Ho BC, Hoffmann W, Hosten N, Kahn RS, Le Hellard S, Meyer-
Lindenberg A, Muller-Myhsok B, Nauck M, Nyberg L, Pandolfo M, Penninx BW, Roffman
JL, Sisodiya SM, Smoller JW, van Bokhoven H, van Haren NE, Volzke H, Walter H,
Weiner MW, Wen W, White T, Agartz |, Andreassen OA, Blangero J, Boomsma DI,
Brouwer RM, Cannon DM, Cookson MR, de Geus EJ, Deary 13, Donohoe G, Fernandez
G, Fisher SE, Francks C, Glahn DC, Grabe HJ, Gruber O, Hardy J, Hashimoto R, Hulshoff
Pol HE, Jonsson EG, Kloszewska I, Lovestone S, Mattay VS, Mecocci P, McDonald C,
Mcintosh AM, Ophoff RA, Paus T, Pausova Z, Ryten M, Sachdev PS, Saykin AJ,
Simmons A, Singleton A, Soininen H, Wardlaw JM, Weale ME, Weinberger DR, Adams
HH, Launer LJ, Seiler S, Schmidt R, Chauhan G, Satizabal CL, Becker JT, Yanek L, van
der Lee SJ, Ebling M, Fischl B, Longstreth WT,Jr, Greve D, Schmidt H, Nyquist P, Vinke
LN, van Duijn CM, Xue L, Mazoyer B, Bis JC, Gudnason V, Seshadri S, Ikram MA,
Alzheimer's Disease Neuroimaging Initiative, CHARGE Consortium, EPIGEN, IMAGEN,
SYS, Martin NG, Wright MJ, Schumann G, Franke B, Thompson PM, Medland SE.
Common genetic variants influence human subcortical brain structures. Nature. 2015 Apr
9; 520(7546): 224-229. PMCID: PMC4393366.

Huang YS, Ramensky V, Service SK, Jasinska AJ, Jung Y, Choi OW, Cantor RM, Juretic
N, Wasserscheid J, Kaplan JR, Jorgensen MJ, Dyer TD, Dewar K, Blangero J, Wilson



534.

535.

536.

537.

538.

RK, Warren W, Weinstock GM, Freimer NB. Sequencing strategies and characterization of
721 vervet monkey genomes for future genetic analyses of medically relevant traits. BMC
Biol. 2015 Jun 20; 13: 41-015-0152-2. PMCID: PMC4494155.

Jenkinson CP, Goring HH, Arya R, Blangero J, Duggirala R, DeFronzo RA.
Transcriptomics in type 2 diabetes: Bridging the gap between genotype and phenotype.
Genom Data. 2015 Dec 17; 8: 25-36. PMCID: PMC4832048.

Knowles EE, McKay DR, Kent JW,Jr, Sprooten E, Carless MA, Curran JE, de Almeida
MA, Dyer TD, Goring HH, Olvera RL, Duggirala R, Fox PT, Almasy L, Blangero J, Glahn
DC. Pleiotropic locus for emotion recognition and amygdala volume identified using
univariate and bivariate linkage. Am J Psychiatry. 2015 Feb 1; 172(2): 190-199. PMCID:
PMC4314438.

Kochunov P, Jahanshad N, Marcus D, Winkler A, Sprooten E, Nichols TE, Wright SN,
Hong LE, Patel B, Behrens T, Jbabdi S, Andersson J, Lenglet C, Yacoub E, Moeller S,
Auerbach E, Ugurbil K, Sotiropoulos SN, Brouwer RM, Landman B, Lemaitre H, den
Braber A, Zwiers MP, Ritchie S, van Hulzen K, Almasy L, Curran J, deZubicaray Gl,
Duggirala R, Fox P, Martin NG, McMahon KL, Mitchell B, Olvera RL, Peterson C, Starr J,
Sussmann J, Wardlaw J, Wright M, Boomsma DI, Kahn R, de Geus EJ, Williamson DE,
Hariri A, van 't Ent D, Bastin ME, Mcintosh A, Deary 1J, Hulshoff Pol HE, Blangero J,
Thompson PM, Glahn DC, Van Essen DC. Heritability of fractional anisotropy in human
white matter: A comparison of human connectome project and ENIGMA-DTI data.
Neuroimage. 2015 May 1; 111: 300-311. PMCID: PMC4387079.

Kulkarni H, Kos MZ, Neary J, Dyer TD, Kent JW,Jr, Goring HH, Cole SA, Comuzzie AG,
Almasy L, Mahaney MC, Curran JE, Blangero J, Carless MA. Novel epigenetic
determinants of type 2 diabetes in mexican-american families. Hum Mol Genet. 2015 Sep
15; 24(18): 5330-5344. PMCID: PMC4550817.

Locke AE, Kahali B, Berndt SI, Justice AE, Pers TH, Day FR, Powell C, Vedantam S,
Buchkovich ML, Yang J, Croteau-Chonka DC, Esko T, Fall T, Ferreira T, Gustafsson S,
Kutalik Z, Luan J, Magi R, Randall JC, Winkler TW, Wood AR, Workalemahu T, Faul JD,
Smith JA, Hua Zhao J, Zhao W, Chen J, Fehrmann R, Hedman AK, Karjalainen J, Schmidt
EM, Absher D, Amin N, Anderson D, Beekman M, Bolton JL, Bragg-Gresham JL, Buyske
S, Demirkan A, Deng G, Ehret GB, Feenstra B, Feitosa MF, Fischer K, Goel A, Gong J,
Jackson AU, Kanoni S, Kleber ME, Kristiansson K, Lim U, Lotay V, Mangino M, Mateo
Leach I, Medina-Gomez C, Medland SE, Nalls MA, Palmer CD, Pasko D, Pechlivanis S,
Peters MJ, Prokopenko I, Shungin D, Stancakova A, Strawbridge RJ, Ju Sung Y, Tanaka
T, Teumer A, Trompet S, van der Laan SW, van Setten J, Van Vliet-Ostaptchouk JV,
Wang Z, Yengo L, Zhang W, Isaacs A, Albrecht E, Arnlov J, Arscott GM, Attwood AP,
Bandinelli S, Barrett A, Bas IN, Bellis C, Bennett AJ, Berne C, Blagieva R, Bluher M,
Bohringer S, Bonnycastle LL, Bottcher Y, Boyd HA, Bruinenberg M, Caspersen IH, Ida
Chen YD, Clarke R, Daw EW, de Craen AJ, Delgado G, Dimitriou M, Doney AS, Eklund N,
Estrada K, Eury E, Folkersen L, Fraser RM, Garcia ME, Geller F, Giedraitis V, Gigante B,
Go AS, Golay A, Goodall AH, Gordon SD, Gorski M, Grabe HJ, Grallert H, Grammer TB,
Grassler J, Gronberg H, Groves CJ, Gusto G, Haessler J, Hall P, Haller T, Hallmans G,
Hartman CA, Hassinen M, Hayward C, Heard-Costa NL, Helmer Q, Hengstenberg C,
Holmen O, Hottenga JJ, James AL, Jeff JM, Johansson A, Jolley J, Juliusdottir T,
Kinnunen L, Koenig W, Koskenvuo M, Kratzer W, Laitinen J, Lamina C, Leander K, Lee
NR, Lichtner P, Lind L, Lindstrom J, Sin Lo K, Lobbens S, Lorbeer R, Lu Y, Mach F,
Magnusson PK, Mahajan A, McArdle WL, McLachlan S, Menni C, Merger S, Mihailov E,
Milani L, Moayyeri A, Monda KL, Morken MA, Mulas A, Muller G, Muller-Nurasyid M, Musk
AW, Nagaraja R, Nothen MM, Nolte IM, Pilz S, Rayner NW, Renstrom F, Rettig R, Ried
JS, Ripke S, Robertson NR, Rose LM, Sanna S, Scharnagl H, Scholtens S, Schumacher



539.

FR, Scott WR, Seufferlein T, Shi J, Vernon Smith A, Smolonska J, Stanton AV,
Steinthorsdottir V, Stirrups K, Stringham HM, Sundstrom J, Swertz MA, Swift AJ, Syvanen
AC, Tan ST, Tayo BO, Thorand B, Thorleifsson G, Tyrer JP, Uh HW, Vandenput L,
Verhulst FC, Vermeulen SH, Verweij N, Vonk JM, Waite LL, Warren HR, Waterworth D,
Weedon MN, Wilkens LR, Willenborg C, Wilsgaard T, Wojczynski MK, Wong A, Wright AF,
Zhang Q, LifeLines Cohort Study, Brennan EP, Choi M, Dastani Z, Drong AW, Eriksson P,
Franco-Cereceda A, Gadin JR, Gharavi AG, Goddard ME, Handsaker RE, Huang J, Karpe
F, Kathiresan S, Keildson S, Kiryluk K, Kubo M, Lee JY, Liang L, Lifton RP, Ma B,
McCarroll SA, McKnight AJ, Min JL, Moffatt MF, Montgomery GW, Murabito JM, Nicholson
G, Nyholt DR, Okada Y, Perry JR, Dorajoo R, Reinmaa E, Salem RM, Sandholm N, Scott
RA, Stolk L, Takahashi A, Tanaka T, Van't Hooft FM, Vinkhuyzen AA, Westra HJ, Zheng
W, Zondervan KT, ADIPOGen Consortium, AGEN-BMI Working Group,
CARDIOGRAMplusC4D Consortium, CKDGen Consortium, GLGC, ICBP, MAGIC
Investigators, MUTHER Consortium, MIGen Consortium, PAGE Consortium, ReproGen
Consortium, GENIE Consortium, International Endogene Consortium, Heath AC, Arveiler
D, Bakker SJ, Beilby J, Bergman RN, Blangero J, Bovet P, Campbell H, Caulfield MJ,
Cesana G, Chakravarti A, Chasman DI, Chines PS, Collins FS, Crawford DC, Cupples LA,
Cusi D, Danesh J, de Faire U, den Ruijter HM, Dominiczak AF, Erbel R, Erdmann J,
Eriksson JG, Farrall M, Felix SB, Ferrannini E, Ferrieres J, Ford |, Forouhi NG, Forrester
T, Franco OH, Gansevoort RT, Gejman PV, Gieger C, Gottesman O, Gudnason V,
Gyllensten U, Hall AS, Harris TB, Hattersley AT, Hicks AA, Hindorff LA, Hingorani AD,
Hofman A, Homuth G, Hovingh GK, Humphries SE, Hunt SC, Hypponen E, lllig T, Jacobs
KB, Jarvelin MR, Jockel KH, Johansen B, Jousilahti P, Jukema JW, Jula AM, Kaprio J,
Kastelein JJ, Keinanen-Kiukaanniemi SM, Kiemeney LA, Knekt P, Kooner JS, Kooperberg
C, Kovacs P, Kraja AT, Kumari M, Kuusisto J, Lakka TA, Langenberg C, Le Marchand L,
Lehtimaki T, Lyssenko V, Mannisto S, Marette A, Matise TC, McKenzie CA, McKnight B,
Moll FL, Morris AD, Morris AP, Murray JC, Nelis M, Ohlsson C, Oldehinkel AJ, Ong KK,
Madden PA, Pasterkamp G, Peden JF, Peters A, Postma DS, Pramstaller PP, Price JF, Qi
L, Raitakari OT, Rankinen T, Rao DC, Rice TK, Ridker PM, Rioux JD, Ritchie MD, Rudan
I, Salomaa V, Samani NJ, Saramies J, Sarzynski MA, Schunkert H, Schwarz PE, Sever P,
Shuldiner AR, Sinisalo J, Stolk RP, Strauch K, Tonjes A, Tregouet DA, Tremblay A,
Tremoli E, Virtamo J, Vohl MC, Volker U, Waeber G, Willemsen G, Witteman JC, Zillikens
MC, Adair LS, Amouyel P, Asselbergs FW, Assimes TL, Bochud M, Boehm BO,
Boerwinkle E, Bornstein SR, Bottinger EP, Bouchard C, Cauchi S, Chambers JC, Chanock
SJ, Cooper RS, de Bakker PI, Dedoussis G, Ferrucci L, Franks PW, Froguel P, Groop LC,
Haiman CA, Hamsten A, Hui J, Hunter DJ, Hveem K, Kaplan RC, Kivimaki M, Kuh D,
Laakso M, Liu Y, Martin NG, Marz W, Melbye M, Metspalu A, Moebus S, Munroe PB,
Njolstad I, Oostra BA, Palmer CN, Pedersen NL, Perola M, Perusse L, Peters U, Power C,
Quertermous T, Rauramaa R, Rivadeneira F, Saaristo TE, Saleheen D, Sattar N, Schadt
EE, Schlessinger D, Slagboom PE, Snieder H, Spector TD, Thorsteinsdottir U, Stumvoll
M, Tuomilehto J, Uitterlinden AG, Uusitupa M, van der Harst P, Walker M, Wallaschofski
H, Wareham NJ, Watkins H, Weir DR, Wichmann HE, Wilson JF, Zanen P, Borecki IB,
Deloukas P, Fox CS, Heid IM, O'Connell JR, Strachan DP, Stefansson K, van Duijn CM,
Abecasis GR, Franke L, Frayling TM, McCarthy MI, Visscher PM, Scherag A, Willer CJ,
Boehnke M, Mohlke KL, Lindgren CM, Beckmann JS, Barroso |, North KE, Ingelsson E,
Hirschhorn JN, Loos RJ, Speliotes EK. Genetic studies of body mass index yield new
insights for obesity biology. Nature. 2015 Feb 12; 518(7538): 197-206. PMCID:
PMC4382211.

Meikle PJ, Wong G, Tan R, Giral P, Robillard P, Orsoni A, Hounslow N, Magliano DJ,
Shaw JE, Curran JE, Blangero J, Kingwell BA, Chapman MJ. Statin action favors
normalization of the plasma lipidome in the atherogenic mixed dyslipidemia of MetS:



540.

541.

542.

543.

544,

Potential relevance to statin-associated dysglycemia. J Lipid Res. 2015 Dec; 56(12): 2381-
2392. PMCID: PMC4655992.

Peters MJ, Joehanes R, Pilling LC, Schurmann C, Conneely KN, Powell J, Reinmaa E,
Sutphin GL, Zhernakova A, Schramm K, Wilson YA, Kobes S, Tukiainen T,
NABEC/UKBEC Consortium, Ramos YF, Goring HH, Fornage M, Liu Y, Gharib SA,
Stranger BE, De Jager PL, Aviv A, Levy D, Murabito JM, Munson PJ, Huan T, Hofman A,
Uitterlinden AG, Rivadeneira F, van Rooij J, Stolk L, Broer L, Verbiest MM, Jhamai M, Arp
P, Metspalu A, Tserel L, Milani L, Samani NJ, Peterson P, Kasela S, Codd V, Peters A,
Ward-Caviness CK, Herder C, Waldenberger M, Roden M, Singmann P, Zeilinger S, lllig
T, Homuth G, Grabe HJ, Volzke H, Steil L, Kocher T, Murray A, Melzer D, Yaghootkar H,
Bandinelli S, Moses EK, Kent JW, Curran JE, Johnson MP, Williams-Blangero S, Westra
HJ, McRae AF, Smith JA, Kardia SL, Hovatta I, Perola M, Ripatti S, Salomaa V, Henders
AK, Martin NG, Smith AK, Mehta D, Binder EB, Nylocks KM, Kennedy EM, Klengel T, Ding
J, Suchy-Dicey AM, Enquobahrie DA, Brody J, Rotter JI, Chen YD, Houwing-Duistermaat
J, Kloppenburg M, Slagboom PE, Helmer Q, den Hollander W, Bean S, Raj T, Bakhshi N,
Wang QP, Oyston LJ, Psaty BM, Tracy RP, Montgomery GW, Turner ST, Blangero J,
Meulenbelt I, Ressler KJ, Yang J, Franke L, Kettunen J, Visscher PM, Neely GG,
Korstanje R, Hanson RL, Prokisch H, Ferrucci L, Esko T, Teumer A, van Meurs JB,
Johnson AD. The transcriptional landscape of age in human peripheral blood. Nat
Commun. 2015 Oct 22; 6: 8570. PMCID: PMC4639797.

Poldrack RA, Laumann TO, Koyejo O, Gregory B, Hover A, Chen MY, Gorgolewski KJ,
Luci J, Joo SJ, Boyd RL, Hunicke-Smith S, Simpson ZB, Caven T, Sochat V, Shine JM,
Gordon E, Snyder AZ, Adeyemo B, Petersen SE, Glahn DC, Reese Mckay D, Curran JE,
Goring HH, Carless MA, Blangero J, Dougherty R, Leemans A, Handwerker DA, Frick L,
Marcotte EM, Mumford JA. Long-term neural and physiological phenotyping of a single
human. Nat Commun. 2015 Dec 9; 6: 8885. PMCID: PMC4682164.

Rodriguez-Acevedo AJ, Ferreira MA, Benton MC, Carless MA, Goring HH, Curran JE,
Blangero J, Lea RA, Griffiths LR. Common polygenic variation contributes to risk of
migraine in the norfolk island population. Hum Genet. 2015 Oct; 134(10): 1079-1087.
Rubicz R, Yolken R, Drigalenko E, Carless MA, Dyer TD, Kent J,Jr, Curran JE, Johnson
MP, Cole SA, Fowler SP, Arya R, Puppala S, Almasy L, Moses EK, Kraig E, Duggirala R,
Blangero J, Leach CT, Goring HH. Genome-wide genetic investigation of serological
measures of common infections. Eur J Hum Genet. 2015 Nov; 23(11): 1544-1548. PMCID:
PMC4613484.

Shungin D, Winkler TW, Croteau-Chonka DC, Ferreira T, Locke AE, Magi R, Strawbridge
RJ, Pers TH, Fischer K, Justice AE, Workalemahu T, Wu JM, Buchkovich ML, Heard-
Costa NL, Roman TS, Drong AW, Song C, Gustafsson S, Day FR, Esko T, Fall T, Kutalik
Z, Luan J, Randall JC, Scherag A, Vedantam S, Wood AR, Chen J, Fehrmann R,
Karjalainen J, Kahali B, Liu CT, Schmidt EM, Absher D, Amin N, Anderson D, Beekman M,
Bragg-Gresham JL, Buyske S, Demirkan A, Ehret GB, Feitosa MF, Goel A, Jackson AU,
Johnson T, Kleber ME, Kristiansson K, Mangino M, Mateo Leach |, Medina-Gomez C,
Palmer CD, Pasko D, Pechlivanis S, Peters MJ, Prokopenko |, Stancakova A, Ju Sung Y,
Tanaka T, Teumer A, Van Vliet-Ostaptchouk JV, Yengo L, Zhang W, Albrecht E, Arnlov J,
Arscott GM, Bandinelli S, Barrett A, Bellis C, Bennett AJ, Berne C, Bluher M, Bohringer S,
Bonnet F, Bottcher Y, Bruinenberg M, Carba DB, Caspersen IH, Clarke R, Daw EW,
Deelen J, Deelman E, Delgado G, Doney AS, Eklund N, Erdos MR, Estrada K, Eury E,
Friedrich N, Garcia ME, Giedraitis V, Gigante B, Go AS, Golay A, Grallert H, Grammer TB,
Grassler J, Grewal J, Groves CJ, Haller T, Hallmans G, Hartman CA, Hassinen M,
Hayward C, Heikkila K, Herzig KH, Helmer Q, Hillege HL, Holmen O, Hunt SC, Isaacs A,
Ittermann T, James AL, Johansson I, Juliusdottir T, Kalafati IP, Kinnunen L, Koenig W,



545.

Kooner IK, Kratzer W, Lamina C, Leander K, Lee NR, Lichtner P, Lind L, Lindstrom J,
Lobbens S, Lorentzon M, Mach F, Magnusson PK, Mahajan A, McArdle WL, Menni C,
Merger S, Mihailov E, Milani L, Mills R, Moayyeri A, Monda KL, Mooijaart SP, Muhleisen
TW, Mulas A, Muller G, Muller-Nurasyid M, Nagaraja R, Nalls MA, Narisu N, Glorioso N,
Nolte IM, Olden M, Rayner NW, Renstrom F, Ried JS, Robertson NR, Rose LM, Sanna S,
Scharnagl H, Scholtens S, Sennblad B, Seufferlein T, Sitlani CM, Vernon Smith A, Stirrups
K, Stringham HM, Sundstrom J, Swertz MA, Swift AJ, Syvanen AC, Tayo BO, Thorand B,
Thorleifsson G, Tomaschitz A, Troffa C, van Oort FV, Verweij N, Vonk JM, Waite LL,
Wennauer R, Wilsgaard T, Wojczynski MK, Wong A, Zhang Q, Hua Zhao J, Brennan EP,
Choi M, Eriksson P, Folkersen L, Franco-Cereceda A, Gharavi AG, Hedman AK, Hivert
MF, Huang J, Kanoni S, Karpe F, Keildson S, Kiryluk K, Liang L, Lifton RP, Ma B,
McKnight AJ, McPherson R, Metspalu A, Min JL, Moffatt MF, Montgomery GW, Murabito
JM, Nicholson G, Nyholt DR, Olsson C, Perry JR, Reinmaa E, Salem RM, Sandholm N,
Schadt EE, Scott RA, Stolk L, Vallejo EE, Westra HJ, Zondervan KT, ADIPOGen
Consortium, CARDIOGRAMplusC4D Consortium, CKDGen Consortium, GEFOS
Consortium, GENIE Consortium, GLGC, ICBP, International Endogene Consortium,
LifeLines Cohort Study, MAGIC Investigators, MUTHER Consortium, PAGE Consortium,
ReproGen Consortium, Amouyel P, Arveiler D, Bakker SJ, Beilby J, Bergman RN,
Blangero J, Brown MJ, Burnier M, Campbell H, Chakravarti A, Chines PS, Claudi-Boehm
S, Collins FS, Crawford DC, Danesh J, de Faire U, de Geus EJ, Dorr M, Erbel R, Eriksson
JG, Farrall M, Ferrannini E, Ferrieres J, Forouhi NG, Forrester T, Franco OH, Gansevoort
RT, Gieger C, Gudnason V, Haiman CA, Harris TB, Hattersley AT, Heliovaara M, Hicks
AA, Hingorani AD, Hoffmann W, Hofman A, Homuth G, Humphries SE, Hypponen E, lllig
T, Jarvelin MR, Johansen B, Jousilahti P, Jula AM, Kaprio J, Kee F, Keinanen-
Kiukaanniemi SM, Kooner JS, Kooperberg C, Kovacs P, Kraja AT, Kumari M, Kuulasmaa
K, Kuusisto J, Lakka TA, Langenberg C, Le Marchand L, Lehtimaki T, Lyssenko V,
Mannisto S, Marette A, Matise TC, McKenzie CA, McKnight B, Musk AW, Mohlenkamp S,
Morris AD, Nelis M, Ohlsson C, Oldehinkel AJ, Ong KK, Palmer LJ, Penninx BW, Peters
A, Pramstaller PP, Raitakari OT, Rankinen T, Rao DC, Rice TK, Ridker PM, Ritchie MD,
Rudan I, Salomaa V, Samani NJ, Saramies J, Sarzynski MA, Schwarz PE, Shuldiner AR,
Staessen JA, Steinthorsdottir V, Stolk RP, Strauch K, Tonjes A, Tremblay A, Tremoli E,
Vohl MC, Volker U, Vollenweider P, Wilson JF, Witteman JC, Adair LS, Bochud M, Boehm
BO, Bornstein SR, Bouchard C, Cauchi S, Caulfield MJ, Chambers JC, Chasman DI,
Cooper RS, Dedoussis G, Ferrucci L, Froguel P, Grabe HJ, Hamsten A, Hui J, Hveem K,
Jockel KH, Kivimaki M, Kuh D, Laakso M, Liu Y, Marz W, Munroe PB, Njolstad I, Oostra
BA, Palmer CN, Pedersen NL, Perola M, Perusse L, Peters U, Power C, Quertermous T,
Rauramaa R, Rivadeneira F, Saaristo TE, Saleheen D, Sinisalo J, Slagbhoom PE, Snieder
H, Spector TD, Thorsteinsdottir U, Stumvoll M, Tuomilehto J, Uitterlinden AG, Uusitupa M,
van der Harst P, Veronesi G, Walker M, Wareham NJ, Watkins H, Wichmann HE,
Abecasis GR, Assimes TL, Berndt S|, Boehnke M, Borecki IB, Deloukas P, Franke L,
Frayling TM, Groop LC, Hunter DJ, Kaplan RC, O'Connell JR, Qi L, Schlessinger D,
Strachan DP, Stefansson K, van Duijn CM, Willer CJ, Visscher PM, Yang J, Hirschhorn
JN, Zillikens MC, McCarthy MI, Speliotes EK, North KE, Fox CS, Barroso |, Franks PW,
Ingelsson E, Heid IM, Loos RJ, Cupples LA, Morris AP, Lindgren CM, Mohlke KL. New
genetic loci link adipose and insulin biology to body fat distribution. Nature. 2015 Feb 12;
518(7538): 187-196. PMCID: PMC4338562.

Spieker EA, Kochunov P, Rowland LM, Sprooten E, Winkler AM, Olvera RL, Almasy L,
Duggirala R, Fox PT, Blangero J, Glahn DC, Curran JE. Shared genetic variance
between obesity and white matter integrity in mexican americans. Front Genet. 2015 Feb
13; 6: 26. PMCID: PMC4327744.



546.

547.

548.

549.

550.

Sprooten E, Gupta CN, Knowles EE, McKay DR, Mathias SR, Curran JE, Kent JW,Jr,
Carless MA, Almeida MA, Dyer TD, Goring HH, Olvera RL, Kochunov P, Fox PT,
Duggirala R, Almasy L, Calhoun VD, Blangero J, Turner JA, Glahn DC. Genome-wide
significant linkage of schizophrenia-related neuroanatomical trait to 12g24. Am J Med
Genet B Neuropsychiatr Genet. 2015 Dec; 168(8): 678-686. PMCID: PMC4639444.
Thameem F, Voruganti VS, Blangero J, Comuzzie AG, Abboud HE. Evaluation of
neurotrophic tyrosine receptor kinase 2 (NTRK2) as a positional candidate gene for
variation in estimated glomerular filtration rate (eGFR) in mexican american participants of
san antonio family heart study. J Biomed Sci. 2015 Mar 25; 22: 23-015-0123-5. PMCID:
PMC4383052.

Toledo RA, Hatakana R, Lourenco DM,Jr, Lindsey SC, Camacho CP, Almeida M, Lima
JV,Jr, Sekiya T, Garralda E, Naslavsky MS, Yamamoto GL, Lazar M, Meirelles O,
Sobreira TJ, Lebrao ML, Duarte YA, Blangero J, Zatz M, Cerutti JM, Maciel RM, Toledo
SP. Comprehensive assessment of the disputed RET Y791F variant shows no association
with medullary thyroid carcinoma susceptibility. Endocr Relat Cancer. 2015 Feb; 22(1): 65-
76. PMCID: PMC4289937.

Williams AL, Genovese G, Dyer T, Altemose N, Truax K, Jun G, Patterson N, Myers SR,
Curran JE, Duggirala R, Blangero J, Reich D, Przeworski M, T2D-GENES Consortium.
Non-crossover gene conversions show strong GC bias and unexpected clustering in
humans. Elife. 2015 Mar 25; 4: 10.7554/eLife.04637. PMCID: PMC4404656.

Winkler TW, Justice AE, Graff M, Barata L, Feitosa MF, Chu S, Czajkowski J, Esko T, Fall
T, Kilpelainen TO, Lu Y, Magi R, Mihailov E, Pers TH, Rueger S, Teumer A, Ehret GB,
Ferreira T, Heard-Costa NL, Karjalainen J, Lagou V, Mahajan A, Neinast MD, Prokopenko
I, Simino J, Teslovich TM, Jansen R, Westra HJ, White CC, Absher D, Ahluwalia TS,
Ahmad S, Albrecht E, Alves AC, Bragg-Gresham JL, de Craen AJ, Bis JC, Bonnefond A,
Boucher G, Cadby G, Cheng YC, Chiang CW, Delgado G, Demirkan A, Dueker N, Eklund
N, Eiriksdottir G, Eriksson J, Feenstra B, Fischer K, Frau F, Galesloot TE, Geller F, Goel
A, Gorski M, Grammer TB, Gustafsson S, Haitjema S, Hottenga JJ, Huffman JE, Jackson
AU, Jacobs KB, Johansson A, Kaakinen M, Kleber ME, Lahti J, Mateo Leach I, Lehne B,
Liu Y, Lo KS, Lorentzon M, Luan J, Madden PA, Mangino M, McKnight B, Medina-Gomez
C, Monda KL, Montasser ME, Muller G, Muller-Nurasyid M, Nolte IM, Panoutsopoulou K,
Pascoe L, Paternoster L, Rayner NW, Renstrom F, Rizzi F, Rose LM, Ryan KA, Salo P,
Sanna S, Scharnagl H, Shi J, Smith AV, Southam L, Stancakova A, Steinthorsdottir V,
Strawbridge RJ, Sung YJ, Tachmazidou |, Tanaka T, Thorleifsson G, Trompet S,
Pervjakova N, Tyrer JP, Vandenput L, van der Laan SW, van der Velde N, van Setten J,
van Vliet-Ostaptchouk JV, Verweij N, Vlachopoulou E, Waite LL, Wang SR, Wang Z, Wild
SH, Willenborg C, Wilson JF, Wong A, Yang J, Yengo L, Yerges-Armstrong LM, Yu L,
Zhang W, Zhao JH, Andersson EA, Bakker SJ, Baldassarre D, Banasik K, Barcella M,
Barlassina C, Bellis C, Benaglio P, Blangero J, Bluher M, Bonnet F, Bonnycastle LL,
Boyd HA, Bruinenberg M, Buchman AS, Campbell H, Chen YD, Chines PS, Claudi-Boehm
S, Cole J, Collins FS, de Geus EJ, de Groot LC, Dimitriou M, Duan J, Enroth S, Eury E,
Farmaki AE, Forouhi NG, Friedrich N, Gejman PV, Gigante B, Glorioso N, Go AS,
Gottesman O, Grassler J, Grallert H, Grarup N, Gu YM, Broer L, Ham AC, Hansen T,
Harris TB, Hartman CA, Hassinen M, Hastie N, Hattersley AT, Heath AC, Henders AK,
Hernandez D, Hillege H, Holmen O, Hovingh KG, Hui J, Husemoen LL, Hutri-Kahonen N,
Hysi PG, lllig T, De Jager PL, Jalilzadeh S, Jorgensen T, Jukema JW, Juonala M, Kanoni
S, Karaleftheri M, Khaw KT, Kinnunen L, Kittner SJ, Koenig W, Kolcic I, Kovacs P, Krarup
NT, Kratzer W, Kruger J, Kuh D, Kumari M, Kyriakou T, Langenberg C, Lannfelt L, Lanzani
C, Lotay V, Launer LJ, Leander K, Lindstrom J, Linneberg A, Liu YP, Lobbens S, Luben R,
Lyssenko V, Mannisto S, Magnusson PK, McArdle WL, Menni C, Merger S, Milani L,



551.

552.

553.

Montgomery GW, Morris AP, Narisu N, Nelis M, Ong KK, Palotie A, Perusse L, Pichler I,
Pilia MG, Pouta A, Rheinberger M, Ribel-Madsen R, Richards M, Rice KM, Rice TK,
Rivolta C, Salomaa V, Sanders AR, Sarzynski MA, Scholtens S, Scott RA, Scott WR,
Sebert S, Sengupta S, Sennblad B, Seufferlein T, Silveira A, Slagbhoom PE, Smit JH,
Sparso TH, Stirrups K, Stolk RP, Stringham HM, Swertz MA, Swift AJ, Syvanen AC, Tan
ST, Thorand B, Tonjes A, Tremblay A, Tsafantakis E, van der Most PJ, Volker U, Vohl
MC, Vonk JM, Waldenberger M, Walker RW, Wennauer R, Widen E, Willemsen G,
Wilsgaard T, Wright AF, Zillikens MC, van Dijk SC, van Schoor NM, Asselbergs FW, de
Bakker PI, Beckmann JS, Beilby J, Bennett DA, Bergman RN, Bergmann S, Boger CA,
Boehm BO, Boerwinkle E, Boomsma DI, Bornstein SR, Bottinger EP, Bouchard C,
Chambers JC, Chanock SJ, Chasman DI, Cucca F, Cusi D, Dedoussis G, Erdmann J,
Eriksson JG, Evans DA, de Faire U, Farrall M, Ferrucci L, Ford I, Franke L, Franks PW,
Froguel P, Gansevoort RT, Gieger C, Gronberg H, Gudnason V, Gyllensten U, Hall P,
Hamsten A, van der Harst P, Hayward C, Heliovaara M, Hengstenberg C, Hicks AA,
Hingorani A, Hofman A, Hu F, Huikuri HV, Hveem K, James AL, Jordan JM, Jula A,
Kahonen M, Kajantie E, Kathiresan S, Kiemeney LA, Kivimaki M, Knekt PB, Koistinen HA,
Kooner JS, Koskinen S, Kuusisto J, Maerz W, Martin NG, Laakso M, Lakka TA, Lehtimaki
T, Lettre G, Levinson DF, Lind L, Lokki ML, Mantyselka P, Melbye M, Metspalu A, Mitchell
BD, Moll FL, Murray JC, Musk AW, Nieminen MS, Njolstad I, Ohlsson C, Oldehinkel AJ,
Oostra BA, Palmer LJ, Pankow JS, Pasterkamp G, Pedersen NL, Pedersen O, Penninx
BW, Perola M, Peters A, Polasek O, Pramstaller PP, Psaty BM, Qi L, Quertermous T,
Raitakari OT, Rankinen T, Rauramaa R, Ridker PM, Rioux JD, Rivadeneira F, Rotter Jl,
Rudan I, den Ruijter HM, Saltevo J, Sattar N, Schunkert H, Schwarz PE, Shuldiner AR,
Sinisalo J, Snieder H, Sorensen TI, Spector TD, Staessen JA, Stefania B, Thorsteinsdottir
U, Stumvoll M, Tardif JC, Tremoli E, Tuomilehto J, Uitterlinden AG, Uusitupa M, Verbeek
AL, Vermeulen SH, Viikari JS, Vitart V, Volzke H, Vollenweider P, Waeber G, Walker M,
Wallaschofski H, Wareham NJ, Watkins H, Zeggini E, CHARGE Consortium, DIAGRAM
Consortium, GLGC Consortium, Global-BPGen Consortium, ICBP Consortium, MAGIC
Consortium, Chakravarti A, Clegg DJ, Cupples LA, Gordon-Larsen P, Jaquish CE, Rao
DC, Abecasis GR, Assimes TL, Barroso |, Berndt SI, Boehnke M, Deloukas P, Fox CS,
Groop LC, Hunter DJ, Ingelsson E, Kaplan RC, McCarthy MI, Mohlke KL, O'Connell JR,
Schlessinger D, Strachan DP, Stefansson K, van Duijn CM, Hirschhorn JN, Lindgren CM,
Heid IM, North KE, Borecki IB, Kutalik Z, Loos RJ. The influence of age and sex on
genetic associations with adult body size and shape: A large-scale genome-wide
interaction study. PLoS Genet. 2015 Oct 1; 11(10): €1005378. PMCID: PMC4591371.
Winnier DA, Fourcaudot M, Norton L, Abdul-Ghani MA, Hu SL, Farook VS, Coletta DK,
Kumar S, Puppala S, Chittoor G, Dyer TD, Arya R, Carless M, Lehman DM, Curran JE,
Cromack DT, Tripathy D, Blangero J, Duggirala R, Goring HH, DeFronzo RA, Jenkinson
CP. Transcriptomic identification of ADH1B as a novel candidate gene for obesity and
insulin resistance in human adipose tissue in mexican americans from the veterans
administration genetic epidemiology study (VAGES). PLoS One. 2015 Apr 1; 10(4):
€0119941. PMCID: PMC4382323.

Wood AR, Tuke MA, Nalls M, Hernandez D, Gibbs JR, Lin H, Xu CS, Li Q, Shen J, Jun G,
Almeida M, Tanaka T, Perry JR, Gaulton K, Rivas M, Pearson R, Curran JE, Johnson MP,
Goring HH, Duggirala R, Blangero J, Mccarthy MI, Bandinelli S, Murray A, Weedon MN,
Singleton A, Melzer D, Ferrucci L, Frayling TM. Whole-genome sequencing to understand
the genetic architecture of common gene expression and biomarker phenotypes. Hum Mol
Genet. 2015 Mar 1; 24(5): 1504-1512. PMCID: PMC4321449.

Adams HH, Hibar DP, Chouraki V, Stein JL, Nyquist PA, Renteria ME, Trompet S, Arias-
Vasquez A, Seshadri S, Desrivieres S, Beecham AH, Jahanshad N, Wittfeld K, Van der
Lee SJ, Abramovic L, Alhusaini S, Amin N, Andersson M, Arfanakis K, Aribisala BS,



554,

Armstrong NJ, Athanasiu L, Axelsson T, Beiser A, Bernard M, Bis JC, Blanken LM,
Blanton SH, Bohlken MM, Boks MP, Bralten J, Brickman AM, Carmichael O, Chakravarty
MM, Chauhan G, Chen Q, Ching CR, Cuellar-Partida G, Braber AD, Doan NT, Ehrlich S,
Filippi I, Ge T, Giddaluru S, Goldman AL, Gottesman RF, Greven CU, Grimm O, Griswold
ME, Guadalupe T, Hass J, Haukvik UK, Hilal S, Hofer E, Hoehn D, Holmes AJ, Hoogman
M, Janowitz D, Jia T, Kasperaviciute D, Kim S, Klein M, Kraemer B, Lee PH, Liao J,
Liewald DC, Lopez LM, Luciano M, Macare C, Marquand A, Matarin M, Mather KA,
Mattheisen M, Mazoyer B, McKay DR, McWhirter R, Milaneschi Y, Mirza-Schreiber N,
Muetzel RL, Maniega SM, Nho K, Nugent AC, Loohuis LM, Oosterlaan J, Papmeyer M,
Pappa |, Pirpamer L, Pudas S, Putz B, Rajan KB, Ramasamy A, Richards JS, Risacher
SL, Roiz-Santianez R, Rommelse N, Rose EJ, Royle NA, Rundek T, Samann PG,
Satizabal CL, Schmaal L, Schork AJ, Shen L, Shin J, Shumskaya E, Smith AV, Sprooten
E, Strike LT, Teumer A, Thomson R, Tordesillas-Gutierrez D, Toro R, Trabzuni D, Vaidya
D, Van der Grond J, Van der Meer D, Van Donkelaar MM, Van Eijk KR, Van Erp TG, Van
Rooij D, Walton E, Westlye LT, Whelan CD, Windham BG, Winkler AM, Woldehawariat G,
Wolf C, Wolfers T, Xu B, Yanek LR, Yang J, Zijdenbos A, Zwiers MP, Agartz |, Aggarwal
NT, Almasy L, Ames D, Amouyel P, Andreassen OA, Arepalli S, Assareh AA, Barral S,
Bastin ME, Becker DM, Becker JT, Bennett DA, Blangero J, van Bokhoven H, Boomsma
DI, Brodaty H, Brouwer RM, Brunner HG, Buckner RL, Buitelaar JK, Bulayeva KB, Cahn
W, Calhoun VD, Cannon DM, Cavalleri GL, Chen C, Cheng CY, Cichon S, Cookson MR,
Corvin A, Crespo-Facorro B, Curran JE, Czisch M, Dale AM, Davies GE, De Geus EJ, De
Jager PL, de Zubicaray GlI, Delanty N, Depondt C, DeStefano AL, Dillman A, Djurovic S,
Donohoe G, Drevets WC, Duggirala R, Dyer TD, Erk S, Espeseth T, Evans DA, Fedko 10,
Fernandez G, Ferrucci L, Fisher SE, Fleischman DA, Ford I, Foroud TM, Fox PT, Francks
C, Fukunaga M, Gibbs JR, Glahn DC, Gollub RL, Goring HH, Grabe HJ, Green RC,
Gruber O, Gudnason V, Guelfi S, Hansell NK, Hardy J, Hartman CA, Hashimoto R,
Hegenscheid K, Heinz A, Le Hellard S, Hernandez DG, Heslenfeld DJ, Ho BC, Hoekstra
PJ, Hoffmann W, Hofman A, Holsboer F, Homuth G, Hosten N, Hottenga JJ, Pol HE,
Ikeda M, lkram MK, Jack CR,Jr, Jenkinson M, Johnson R, Jonsson EG, Jukema JW, Kahn
RS, Kanai R, Kloszewska |, Knopman DS, Kochunov P, Kwok JB, Lawrie SM, Lemaitre H,
Liu X, Longo DL, Longstreth WT,Jr, Lopez OL, Lovestone S, Martinez O, Martinot JL,
Mattay VS, McDonald C, Mcintosh AM, McMahon KL, McMahon FJ, Mecocci P, Melle I,
Meyer-Lindenberg A, Mohnke S, Montgomery GW, Morris DW, Mosley TH, Muhleisen TW,
Muller-Myhsok B, Nalls MA, Nauck M, Nichols TE, Niessen WJ, Nothen MM, Nyberg L,
Ohi K, Olvera RL, Ophoff RA, Pandolfo M, Paus T, Pausova Z, Penninx BW, Pike GB,
Potkin SG, Psaty BM, Reppermund S, Rietschel M, Roffman JL, Romanczuk-Seiferth N,
Rotter JI, Ryten M, Sacco RL, Sachdev PS, Saykin AJ, Schmidt R, Schofield PR,
Sigurdsson S, Simmons A, Singleton A, Sisodiya SM, Smith C, Smoller JW, Soininen H,
Srikanth V, Steen VM, Stott DJ, Sussmann JE, Thalamuthu A, Tiemeier H, Toga AW,
Traynor BJ, Troncoso J, Turner JA, Tzourio C, Uitterlinden AG, Hernandez MC, Van der
Brug M, Van der Lugt A, Van der Wee NJ, Van Duijn CM, Van Haren NE, Van T Ent D,
Van Tol MJ, Vardarajan BN, Veltman DJ, Vernooij MW, Volzke H, Walter H, Wardlaw JM,
Wassink TH, Weale ME, Weinberger DR, Weiner MW, Wen W, Westman E, White T,
Wong TY, Wright CB, Zielke HR, Zonderman AB, Deary IJ, DeCarli C, Schmidt H, Martin
NG, De Craen AJ, Wright MJ, Launer LJ, Schumann G, Fornage M, Franke B, Debette S,
Medland SE, lkram MA, Thompson PM. Novel genetic loci underlying human intracranial
volume identified through genome-wide association. Nat Neurosci. 2016 Dec; 19(12):
1569-1582. PMCID: PMC5227112.

Ali O, Cerjak D, Kent JW,Jr, James R, Blangero J, Carless MA, Zhang Y. Methylation of
SOCS3 is inversely associated with metabolic syndrome in an epigenome-wide



555.

556.

557.

558.

559.

560.

association study of obesity. Epigenetics. 2016 Sep; 11(9): 699-707. PMCID:
PMC5048720.

Almeida M, Blondell L, Peralta JM, Kent JW,Jr, Jun G, Teslovich TM, Fuchsberger C,
Wood AR, Manning AK, Frayling TM, Cingolani PE, Sladek R, Dyer TD, Abecasis G,
Duggirala R, Blangero J. Independent test assessment using the extreme value
distribution theory. BMC Proc. 2016 Oct 18; 10(Suppl 7): 245-249. PMCID: PMC5133519.
Blangero J, Teslovich TM, Sim X, Almeida MA, Jun G, Dyer TD, Johnson M, Peralta JM,
Manning A, Wood AR, Fuchsberger C, Kent JW,Jr, Aguilar DA, Below JE, Farook VS,
Arya R, Fowler S, Blackwell TW, Puppala S, Kumar S, Glahn DC, Moses EK, Curran JE,
Thameem F, Jenkinson CP, DeFronzo RA, Lehman DM, Hanis C, Abecasis G, Boehnke
M, Goring H, Duggirala R, Alimasy L, T2D-GENES Consortium. Omics-squared: Human
genomic, transcriptomic and phenotypic data for genetic analysis workshop 19. BMC Proc.
2016 Oct 18; 10(Suppl 7): 71-77. PMCID: PMC5133484.

Chittoor G, Kent JW,Jr, Almeida M, Puppala S, Farook VS, Cole SA, Haack K, Goring HH,
MacCluer JW, Curran JE, Carless MA, Johnson MP, Moses EK, Almasy L, Mahaney MC,
Lehman DM, Duggirala R, Comuzzie AG, Blangero J, Voruganti VS. GWAS and
transcriptional analysis prioritize ITPR1 and CNTN4 for a serum uric acid 3p26 QTL in
mexican americans. BMC Genomics. 2016 Apr 2; 17: 276-016-2594-5. PMCID:
PMC4818944.

Clark MM, Blangero J, Dyer TD, Sobel EM, Sinsheimer JS. The quantitative-MFG test: A
linear mixed effect model to detect maternal-offspring gene interactions. Ann Hum Genet.
2016 Jan; 80(1): 63-80. PMCID: PMC4715557.

Fritsche LG, Igl W, Bailey JN, Grassmann F, Sengupta S, Bragg-Gresham JL, Burdon KP,
Hebbring SJ, Wen C, Gorski M, Kim IK, Cho D, Zack D, Souied E, Scholl HP, Bala E, Lee
KE, Hunter DJ, Sardell RJ, Mitchell P, Merriam JE, Cipriani V, Hoffman JD, Schick T,
Lechanteur YT, Guymer RH, Johnson MP, Jiang Y, Stanton CM, Buitendijk GH, Zhan X,
Kwong AM, Boleda A, Brooks M, Gieser L, Ratnapriya R, Branham KE, Foerster JR,
Heckenlively JR, Othman MI, Vote BJ, Liang HH, Souzeau E, McAllister IL, Isaacs T, Hall
J, Lake S, Mackey DA, Constable 13, Craig JE, Kitchner TE, Yang Z, Su Z, Luo H, Chen D,
Ouyang H, Flagg K, Lin D, Mao G, Ferreyra H, Stark K, von Strachwitz CN, Wolf A, Brandl
C, Rudolph G, Olden M, Morrison MA, Morgan DJ, Schu M, Ahn J, Silvestri G, Tsironi EE,
Park KH, Farrer LA, Orlin A, Brucker A, Li M, Curcio CA, Mohand-Said S, Sahel JA, Audo
I, Benchaboune M, Cree AJ, Rennie CA, Goverdhan SV, Grunin M, Hagbi-Levi S,
Campochiaro P, Katsanis N, Holz FG, Blond F, Blanche H, Deleuze JF, Igo RP,Jr, Truitt B,
Peachey NS, Meuer SM, Myers CE, Moore EL, Klein R, Hauser MA, Postel EA, Courtenay
MD, Schwartz SG, Kovach JL, Scott WK, Liew G, Tan AG, Gopinath B, Merriam JC, Smith
RT, Khan JC, Shahid H, Moore AT, McGrath JA, Laux R, Brantley MA,Jr, Agarwal A,
Ersoy L, Caramoy A, Langmann T, Saksens NT, de Jong EK, Hoyng CB, Cain MS,
Richardson AJ, Martin TM, Blangero J, Weeks DE, Dhillon B, van Duijn CM, Doheny KF,
Romm J, Klaver CC, Hayward C, Gorin MB, Klein ML, Baird PN, den Hollander Al, Fauser
S, Yates JR, Allikmets R, Wang JJ, Schaumberg DA, Klein BE, Hagstrom SA, Chowers I,
Lotery AJ, Leveillard T, Zhang K, Brilliant MH, Hewitt AW, Swaroop A, Chew EY, Pericak-
Vance MA, DeAngelis M, Stambolian D, Haines JL, lyengar SK, Weber BH, Abecasis GR,
Heid IM. A large genome-wide association study of age-related macular degeneration
highlights contributions of rare and common variants. Nat Genet. 2016 Feb; 48(2): 134-
143. PMCID: PMC4745342.

Fuchsberger C, Flannick J, Teslovich TM, Mahajan A, Agarwala V, Gaulton KJ, Ma C,
Fontanillas P, Moutsianas L, McCarthy DJ, Rivas MA, Perry JR, Sim X, Blackwell TW,
Robertson NR, Rayner NW, Cingolani P, Locke AE, Fernandez Tajes J, Highland HM,
Dupuis J, Chines PS, Lindgren CM, Hartl C, Jackson AU, Chen H, Huyghe JR, van de



561.

Bunt M, Pearson RD, Kumar A, Muller-Nurasyid M, Grarup N, Stringham HM, Gamazon
ER, Lee J, Chen Y, Scott RA, Below JE, Chen P, Huang J, Go MJ, Stitzel ML, Pasko D,
Parker SC, Varga TV, Green T, Beer NL, Day-Williams AG, Ferreira T, Fingerlin T,
Horikoshi M, Hu C, Huh [, Ikram MK, Kim BJ, Kim Y, Kim YJ, Kwon MS, Lee J, Lee S, Lin
KH, Maxwell TJ, Nagai Y, Wang X, Welch RP, Yoon J, Zhang W, Barzilai N, Voight BF,
Han BG, Jenkinson CP, Kuulasmaa T, Kuusisto J, Manning A, Ng MC, Palmer ND, Balkau
B, Stancakova A, Abboud HE, Boeing H, Giedraitis V, Prabhakaran D, Gottesman O, Scott
J, Carey J, Kwan P, Grant G, Smith JD, Neale BM, Purcell S, Butterworth AS, Howson JM,
Lee HM, Lu Y, Kwak SH, Zhao W, Danesh J, Lam VK, Park KS, Saleheen D, So WY, Tam
CH, Afzal U, Aguilar D, Arya R, Aung T, Chan E, Navarro C, Cheng CY, Palli D, Correa A,
Curran JE, Rybin D, Farook VS, Fowler SP, Freedman BI, Griswold M, Hale DE, Hicks PJ,
Khor CC, Kumar S, Lehne B, Thuillier D, Lim WY, Liu J, van der Schouw YT, Loh M,
Musani SK, Puppala S, Scott WR, Yengo L, Tan ST, Taylor HA,Jr, Thameem F, Wilson
GS, Wong TY, Njolstad PR, Levy JC, Mangino M, Bonnycastle LL, Schwarzmayr T,
Fadista J, Surdulescu GL, Herder C, Groves CJ, Wieland T, Bork-Jensen J, Brandslund I,
Christensen C, Koistinen HA, Doney AS, Kinnunen L, Esko T, Farmer AJ, Hakaste L,
Hodgkiss D, Kravic J, Lyssenko V, Hollensted M, Jorgensen ME, Jorgensen T, Ladenvall
C, Justesen JM, Karajamaki A, Kriebel J, Rathmann W, Lannfelt L, Lauritzen T, Narisu N,
Linneberg A, Melander O, Milani L, Neville M, Orho-Melander M, Qi L, Qi Q, Roden M,
Rolandsson O, Swift A, Rosengren AH, Stirrups K, Wood AR, Mihailov E, Blancher C,
Carneiro MO, Maguire J, Poplin R, Shakir K, Fennell T, DePristo M, Hrabe de Angelis M,
Deloukas P, Gjesing AP, Jun G, Nilsson P, Murphy J, Onofrio R, Thorand B, Hansen T,
Meisinger C, Hu FB, Isomaa B, Karpe F, Liang L, Peters A, Huth C, O'Rahilly SP, Palmer
CN, Pedersen O, Rauramaa R, Tuomilehto J, Salomaa V, Watanabe RM, Syvanen AC,
Bergman RN, Bharadwaj D, Bottinger EP, Cho YS, Chandak GR, Chan JC, Chia KS, Daly
MJ, Ebrahim SB, Langenberg C, Elliott P, Jablonski KA, Lehman DM, Jia W, Ma RC,
Pollin TI, Sandhu M, Tandon N, Froguel P, Barroso I, Teo YY, Zeggini E, Loos RJ, Small
KS, Ried JS, DeFronzo RA, Grallert H, Glaser B, Metspalu A, Wareham NJ, Walker M,
Banks E, Gieger C, Ingelsson E, Im HK, lllig T, Franks PW, Buck G, Trakalo J, Buck D,
Prokopenko I, Magi R, Lind L, Farjoun Y, Owen KR, Gloyn AL, Strauch K, Tuomi T,
Kooner JS, Lee JY, Park T, Donnelly P, Morris AD, Hattersley AT, Bowden DW, Collins
FS, Atzmon G, Chambers JC, Spector TD, Laakso M, Strom TM, Bell GI, Blangero J,
Duggirala R, Tai ES, McVean G, Hanis CL, Wilson JG, Seielstad M, Frayling TM, Meigs
JB, Cox NJ, Sladek R, Lander ES, Gabriel S, Burtt NP, Mohlke KL, Meitinger T, Groop L,
Abecasis G, Florez JC, Scott LJ, Morris AP, Kang HM, Boehnke M, Altshuler D, McCarthy
MI. The genetic architecture of type 2 diabetes. Nature. 2016 Aug 4; 536(7614): 41-47.
PMCID: PMC5034897.

Guadalupe T, Mathias SR, vanErp TG, Whelan CD, Zwiers MP, Abe Y, Abramovic L,
Agartz |, Andreassen OA, Arias-Vasquez A, Aribisala BS, Armstrong NJ, Arolt V, Artiges
E, Ayesa-Arriola R, Baboyan VG, Banaschewski T, Barker G, Bastin ME, Baune BT,
Blangero J, Bokde AL, Boedhoe PS, Bose A, Brem S, Brodaty H, Bromberg U, Brooks S,
Buchel C, Buitelaar J, Calhoun VD, Cannon DM, Cattrell A, Cheng Y, Conrod PJ,
Conzelmann A, Corvin A, Crespo-Facorro B, Crivello F, Dannlowski U, de Zubicaray Gl,
de Zwarte SM, Deary 1J, Desrivieres S, Doan NT, Donohoe G, Dorum ES, Ehrlich S,
Espeseth T, Fernandez G, Flor H, Fouche JP, Frouin V, Fukunaga M, Gallinat J, Garavan
H, Gill M, Suarez AG, Gowland P, Grabe HJ, Grotegerd D, Gruber O, Hagenaars S,
Hashimoto R, Hauser TU, Heinz A, Hibar DP, Hoekstra PJ, Hoogman M, Howells FM, Hu
H, Hulshoff Pol HE, Huyser C, Ittermann B, Jahanshad N, Jonsson EG, Jurk S, Kahn RS,
Kelly S, Kraemer B, Kugel H, Kwon JS, Lemaitre H, Lesch KP, Lochner C, Luciano M,
Marquand AF, Martin NG, Martinez-Zalacain |, Martinot JL, Mataix-Cols D, Mather K,
McDonald C, McMahon KL, Medland SE, Menchon JM, Morris DW, Mothersill O, Maniega



562.

563.

564.

565.

566.

SM, Mwangi B, Nakamae T, Nakao T, Narayanaswaamy JC, Nees F, Nordvik JE, Onnink
AM, Opel N, Ophoff R, Paillere Martinot ML, Papadopoulos Orfanos D, Pauli P, Paus T,
Poustka L, Reddy JY, Renteria ME, Roiz-Santianez R, Roos A, Royle NA, Sachdev P,
Sanchez-Juan P, Schmaal L, Schumann G, Shumskaya E, Smolka MN, Soares JC,
Soriano-Mas C, Stein DJ, Strike LT, Toro R, Turner JA, Tzourio-Mazoyer N, Uhlmann A,
Hernandez MV, van den Heuvel OA, van der Meer D, van Haren NE, Veltman DJ,
Venkatasubramanian G, Vetter NC, Vuletic D, Walitza S, Walter H, Walton E, Wang Z,
Wardlaw J, Wen W, Westlye LT, Whelan R, Wittfeld K, Wolfers T, Wright MJ, Xu J, Xu X,
Yun JY, Zhao J, Franke B, Thompson PM, Glahn DC, Mazoyer B, Fisher SE, Francks C.
Human subcortical brain asymmetries in 15,847 people worldwide reveal effects of age
and sex. Brain Imaging Behav. 2016 Oct 13.

Hanson RL, Leti F, Tsinajinnie D, Kobes S, Puppala S, Curran JE, Almasy L, Lehman DM,
Blangero J, Duggirala R, DiStefano JK. The Arg59Trp variant in ANGPTLS8 (betatrophin)
is associated with total and HDL-cholesterol in american indians and mexican americans
and differentially affects cleavage of ANGPTL3. Mol Genet Metab. 2016 Jun; 118(2): 128-
137. PMCID: PMC4880492.

Hodgson K, Almasy L, Knowles EE, Kent JW, Curran JE, Dyer TD, Goring HH, Olvera RL,
Fox PT, Pearlson GD, Krystal JH, Duggirala R, Blangero J, Glahn DC. Genome-wide
significant loci for addiction and anxiety. Eur Psychiatry. 2016 Aug; 36: 47-54.

Hodgson K, Poldrack RA, Curran JE, Knowles EE, Mathias S, Goring HH, Yao N, Olvera
RL, Fox PT, Almasy L, Duggirala R, Barch DM, Blangero J, Glahn DC. Shared genetic
factors influence head motion during MRI and body mass index. Cereb Cortex. 2016 Oct
15.

Horikoshi M, Pasquali L, Wiltshire S, Huyghe JR, Mahajan A, Asimit JL, Ferreira T, Locke
AE, Robertson NR, Wang X, Sim X, Fujita H, Hara K, Young R, Zhang W, Choi S, Chen H,
Kaur I, Takeuchi F, Fontanillas P, Thuillier D, Yengo L, Below JE, Tam CH, Wu Y,
Abecasis G, Altshuler D, Bell GI, Blangero J, Burtt NP, Duggirala R, Florez JC, Hanis CL,
Seielstad M, Atzmon G, Chan JC, Ma RC, Froguel P, Wilson JG, Bharadwaj D, Dupuis J,
Meigs JB, Cho YS, Park T, Kooner JS, Chambers JC, Saleheen D, Kadowaki T, Tai ES,
Mohlke KL, Cox NJ, Ferrer J, Zeggini E, Kato N, Teo YY, Boehnke M, McCarthy MI, Morris
AP, T2D-GENES Consortium. Transancestral fine-mapping of four type 2 diabetes
susceptibility loci highlights potential causal regulatory mechanisms. Hum Mol Genet.
2016 May 15; 25(10): 2070-2081. PMCID: PMC5062576.

Kilpelainen TO, Carli JF, Skowronski AA, Sun Q, Kriebel J, Feitosa MF, Hedman AK,
Drong AW, Hayes JE, Zhao J, Pers TH, Schick U, Grarup N, Kutalik Z, Trompet S,
Mangino M, Kristiansson K, Beekman M, Lyytikainen LP, Eriksson J, Henneman P, Lahti
J, Tanaka T, Luan J, Del Greco MF, Pasko D, Renstrom F, Willems SM, Mahajan A, Rose
LM, Guo X, Liu Y, Kleber ME, Perusse L, Gaunt T, Ahluwalia TS, Ju Sung Y, Ramos YF,
Amin N, Amuzu A, Barroso |, Bellis C, Blangero J, Buckley BM, Bohringer S, | Chen YD,
de Craen AJ, Crosslin DR, Dale CE, Dastani Z, Day FR, Deelen J, Delgado GE, Demirkan
A, Finucane FM, Ford |, Garcia ME, Gieger C, Gustafsson S, Hallmans G, Hankinson SE,
Havulinna AS, Herder C, Hernandez D, Hicks AA, Hunter DJ, lllig T, Ingelsson E, loan-
Facsinay A, Jansson JO, Jenny NS, Jorgensen ME, Jorgensen T, Karlsson M, Koenig W,
Kraft P, Kwekkeboom J, Laatikainen T, Ladwig KH, LeDuc CA, Lowe G, Lu Y, Marques-
Vidal P, Meisinger C, Menni C, Morris AP, Myers RH, Mannisto S, Nalls MA, Paternoster
L, Peters A, Pradhan AD, Rankinen T, Rasmussen-Torvik LJ, Rathmann W, Rice TK,
Brent Richards J, Ridker PM, Sattar N, Savage DB, Soderberg S, Timpson NJ, Vandenput
L, van Heemst D, Uh HW, Vohl MC, Walker M, Wichmann HE, Widen E, Wood AR, Yao J,
Zeller T, Zhang Y, Meulenbelt |, Kloppenburg M, Astrup A, Sorensen Tl, Sarzynski MA,
Rao DC, Jousilahti P, Vartiainen E, Hofman A, Rivadeneira F, Uitterlinden AG, Kajantie E,



567.

568.

569.

570.

o571,

572.

573.

Osmond C, Palotie A, Eriksson JG, Heliovaara M, Knekt PB, Koskinen S, Jula A, Perola
M, Huupponen RK, Viikari JS, Kahonen M, Lehtimaki T, Raitakari OT, Mellstrom D,
Lorentzon M, Casas JP, Bandinelli S, Marz W, Isaacs A, van Dijk KW, van Duijn CM,
Harris TB, Bouchard C, Allison MA, Chasman DI, Ohlsson C, Lind L, Scott RA,
Langenberg C, Wareham NJ, Ferrucci L, Frayling TM, Pramstaller PP, Borecki IB,
Waterworth DM, Bergmann S, Waeber G, Vollenweider P, Vestergaard H, Hansen T,
Pedersen O, Hu FB, Eline Slagboom P, Grallert H, Spector TD, Jukema JW, Klein RJ,
Schadt EE, Franks PW, Lindgren CM, Leibel RL, Loos RJ. Genome-wide meta-analysis
uncovers novel loci influencing circulating leptin levels. Nat Commun. 2016 Feb 1; 7:
10494. PMCID: PMC4740377.

Knowles EE, Kent JW,Jr, McKay DR, Sprooten E, Mathias SR, Curran JE, Carless MA, de
Almeida MA, Harald HH, Dyer TD, Olvera RL, Fox PT, Duggirala R, Almasy L, Blangero
J, Glahn DC. Genome-wide linkage on chromosome 10g26 for a dimensional scale of
major depression. J Affect Disord. 2016 Feb; 191: 123-131. PMCID: PMC4715913.

Kos MZ, Carless MA, Peralta J, Blackburn A, Almeida M, Roalf D, Pogue-Geile MF,
Prasad K, Gur RC, Nimgaonkar V, Curran JE, Duggirala R, Glahn DC, Blangero J, Gur
RE, Almasy L. Exome sequence data from multigenerational families implicate AMPA
receptor trafficking in neurocognitive impairment and schizophrenia risk. Schizophr Bull.
2016 Mar; 42(2): 288-300. PMCID: PMC4753604.

Kulkarni H, Mamtani M, Peralta J, Almeida M, Dyer TD, Goring HH, Johnson MP,
Duggirala R, Mahaney MC, Olvera RL, Almasy L, Glahn DC, Williams-Blangero S, Curran
JE, Blangero J. Soluble forms of intercellular and vascular cell adhesion molecules
independently predict progression to type 2 diabetes in mexican american families. PLoS
One. 2016 Mar 23; 11(3): e0151177. PMCID: PMC4805238.

Kulkarni H, Mamtani M, Peralta JM, Diego V, Dyer TD, Goring H, Almasy L, Mahaney MC,
Williams-Blangero S, Duggirala R, Curran JE, Blangero J. Lack of association between
SLC30AS8 variants and type 2 diabetes in mexican american families. J Diabetes Res.
2016; 2016: 6463214. PMCID: PMC5118530.

Kumar S, Curran JE, Glahn DC, Blangero J. Utility of lymphoblastoid cell lines for induced
pluripotent stem cell generation. Stem Cells Int. 2016; 2016: 2349261. PMCID:
PMC4914736.

Li K, Laird AR, Price LR, McKay DR, Blangero J, Glahn DC, Fox PT. Progressive
bidirectional age-related changes in default mode network effective connectivity across six
decades. Front Aging Neurosci. 2016 Jun 14; 8: 137. PMCID: PMC4905965.

Lu Y, Day FR, Gustafsson S, Buchkovich ML, Na J, Bataille V, Cousminer DL, Dastani Z,
Drong AW, Esko T, Evans DM, Falchi M, Feitosa MF, Ferreira T, Hedman AK, Haring R,
Hysi PG, lles MM, Justice AE, Kanoni S, Lagou V, Li R, Li X, Locke A, Lu C, Magi R, Perry
JR, Pers TH, Qi Q, Sanna M, Schmidt EM, Scott WR, Shungin D, Teumer A, Vinkhuyzen
AA, Walker RW, Westra HJ, Zhang M, Zhang W, Zhao JH, Zhu Z, Afzal U, Ahluwalia TS,
Bakker SJ, Bellis C, Bonnefond A, Borodulin K, Buchman AS, Cederholm T, Choh AC,
Choi HJ, Curran JE, de Groot LC, De Jager PL, Dhonukshe-Rutten RA, Enneman AW,
Eury E, Evans DS, Forsen T, Friedrich N, Fumeron F, Garcia ME, Gartner S, Han BG,
Havulinna AS, Hayward C, Hernandez D, Hillege H, Ittermann T, Kent JW, Kolcic I,
Laatikainen T, Lahti J, Mateo Leach |, Lee CG, Lee JY, Liu T, Liu Y, Lobbens S, Loh M,
Lyytikainen LP, Medina-Gomez C, Michaelsson K, Nalls MA, Nielson CM, Oozageer L,
Pascoe L, Paternoster L, Polasek O, Ripatti S, Sarzynski MA, Shin CS, Narancic NS,
Spira D, Srikanth P, Steinhagen-Thiessen E, Sung YJ, Swart KM, Taittonen L, Tanaka T,
Tikkanen E, van der Velde N, van Schoor NM, Verweij N, Wright AF, Yu L, Zmuda JM,
Eklund N, Forrester T, Grarup N, Jackson AU, Kristiansson K, Kuulasmaa T, Kuusisto J,
Lichtner P, Luan J, Mahajan A, Mannisto S, Palmer CD, Ried JS, Scott RA, Stancakova A,



574,

575.

576.

S77.

578.

579.

Wagner PJ, Demirkan A, Doring A, Gudnason V, Kiel DP, Kuhnel B, Mangino M, Mcknight
B, Menni C, O'Connell JR, Oostra BA, Shuldiner AR, Song K, Vandenput L, van Duijn CM,
Vollenweider P, White CC, Boehnke M, Boettcher Y, Cooper RS, Forouhi NG, Gieger C,
Grallert H, Hingorani A, Jorgensen T, Jousilahti P, Kivimaki M, Kumari M, Laakso M,
Langenberg C, Linneberg A, Luke A, Mckenzie CA, Palotie A, Pedersen O, Peters A,
Strauch K, Tayo BO, Wareham NJ, Bennett DA, Bertram L, Blangero J, Bluher M,
Bouchard C, Campbell H, Cho NH, Cummings SR, Czerwinski SA, Demuth |, Eckardt R,
Eriksson JG, Ferrucci L, Franco OH, Froguel P, Gansevoort RT, Hansen T, Harris TB,
Hastie N, Heliovaara M, Hofman A, Jordan JM, Jula A, Kahonen M, Kajantie E, Knekt PB,
Koskinen S, Kovacs P, Lehtimaki T, Lind L, Liu Y, Orwoll ES, Osmond C, Perola M,
Perusse L, Raitakari OT, Rankinen T, Rao DC, Rice TK, Rivadeneira F, Rudan I, Salomaa
V, Sorensen TI, Stumvoll M, Tonjes A, Towne B, Tranah GJ, Tremblay A, Uitterlinden AG,
van der Harst P, Vartiainen E, Viikari JS, Vitart V, Vohl MC, Volzke H, Walker M,
Wallaschofski H, Wild S, Wilson JF, Yengo L, Bishop DT, Borecki IB, Chambers JC,
Cupples LA, Dehghan A, Deloukas P, Fatemifar G, Fox C, Furey TS, Franke L, Han J,
Hunter DJ, Karjalainen J, Karpe F, Kaplan RC, Kooner JS, McCarthy MI, Murabito JM,
Morris AP, Bishop JA, North KE, Ohlsson C, Ong KK, Prokopenko I, Richards JB, Schadt
EE, Spector TD, Widen E, Willer CJ, Yang J, Ingelsson E, Mohlke KL, Hirschhorn JN,
Pospisilik JA, Zillikens MC, Lindgren C, Kilpelainen TO, Loos RJ. New loci for body fat
percentage reveal link between adiposity and cardiometabolic disease risk. Nat Commun.
2016 Feb 1; 7: 10495. PMCID: PMC4740398.

Mamtani M, Curran JE, Blangero J, Kulkarni H. Association of urinary phthalates with
self-reported eye Affliction/Retinopathy in individuals with diabetes: National health and
nutrition examination survey, 2001-2010. J Diabetes Res. 2016; 2016: 7269896. PMCID:
PMC4698956.

Mamtani M, Kulkarni H, Dyer TD, Goring HH, Neary JL, Cole SA, Kent JW, Kumar S,
Glahn DC, Mahaney MC, Comuzzie AG, Almasy L, Curran JE, Duggirala R, Blangero J,
Carless MA. Genome- and epigenome-wide association study of hypertriglyceridemic
waist in mexican american families. Clin Epigenetics. 2016 Jan 20; 8: 6-016-0173-x.
eCollection 2016. PMCID: PMC4721061.

Mamtani M, Kulkarni H, Wong G, Weir JM, Barlow CK, Dyer TD, Almasy L, Mahaney MC,
Comuzzie AG, Glahn DC, Magliano DJ, Zimmet P, Shaw J, Williams-Blangero S,
Duggirala R, Blangero J, Meikle PJ, Curran JE. Lipidomic risk score independently and
cost-effectively predicts risk of future type 2 diabetes: Results from diverse cohorts. Lipids
Health Dis. 2016 Apr 4; 15: 67-016-0234-3. PMCID: PMC4820916.

Mathias SR, Knowles EE, Kent JW,Jr, McKay DR, Curran JE, de Almeida MA, Dyer TD,
Goring HH, Olvera RL, Duggirala R, Fox PT, Almasy L, Blangero J, Glahn DC. Recurrent
major depression and right hippocampal volume: A bivariate linkage and association
study. Hum Brain Mapp. 2016 Jan; 37(1): 191-202. PMCID: PMC4981180.

McCarthy NS, Melton PE, Ward SV, Allan SM, Dragovic M, Clark ML, Morar B, Rubio JP,
Blangero J, Badcock JC, Morgan VA, Moses EK, Jablensky A. (2016) Exome array
analysis suggests an increased variant burden in families with schizophrenia. Schizophr
Res. 2016 Dec 9.

Nicholson AM, Finch NA, Almeida M, Perkerson RB, van Blitterswijk M, Wojtas A, Cenik B,
Rotondo S, Inskeep V, Almasy L, Dyer T, Peralta J, Jun G, Wood AR, Frayling TM,
Fuchsberger C, Fowler S, Teslovich TM, Manning AK, Kumar S, Curran J, Lehman D,
Abecasis G, Duggirala R, Pottier C, Zahir HA, Crook JE, Karydas A, Mitic L, Sun Y,
Dickson DW, Bu G, Herz J, Yu G, Miller BL, Ferguson S, Petersen RC, Graff-Radford N,
Blangero J, Rademakers R. (2016) Prosaposin is a regulator of progranulin levels and
oligomerization. Nat Commun. 2016 Jun 30; 7: 11992. PMCID: PMC4931318.



580.

581.

582.

Peralta JM, Almeida M, Abraham LJ, Moses E, Blangero J. (2016) Finding potential cis-
regulatory loci using allele-specific chromatin accessibility as weights in a kernel-based
variance component test. BMC Proc. 2016 Oct 18; 10(Suppl 7): 103-108. PMCID:
PMC5133489.

Quillen EE, Blangero J, Almasy L. (2016) A variance component method for integrated
pathway analysis of gene expression data. BMC Proc. 2016 Oct 18; 10(Suppl 7): 337-342.
PMCID: PMC5133490.

Ried JS, Jeff MJ, Chu AY, Bragg-Gresham JL, van Dongen J, Huffman JE, Ahluwalia TS,
Cadby G, Eklund N, Eriksson J, Esko T, Feitosa MF, Goel A, Gorski M, Hayward C,
Heard-Costa NL, Jackson AU, Jokinen E, Kanoni S, Kristiansson K, Kutalik Z, Lahti J,
Luan J, Magi R, Mahajan A, Mangino M, Medina-Gomez C, Monda KL, Nolte IM, Perusse
L, Prokopenko I, Qi L, Rose LM, Salvi E, Smith MT, Snieder H, Stancakova A, Ju Sung Y,
Tachmazidou I, Teumer A, Thorleifsson G, van der Harst P, Walker RW, Wang SR, Wild
SH, Willems SM, Wong A, Zhang W, Albrecht E, Couto Alves A, Bakker SJ, Barlassina C,
Bartz TM, Beilby J, Bellis C, Bergman RN, Bergmann S, Blangero J, Bluher M,
Boerwinkle E, Bonnycastle LL, Bornstein SR, Bruinenberg M, Campbell H, Chen Y],
Chiang CW, Chines PS, Collins FS, Cucca F, Cupples LA, D'Avila F, de Geus EJ,
Dedoussis G, Dimitriou M, Doring A, Eriksson JG, Farmaki AE, Farrall M, Ferreira T,
Fischer K, Forouhi NG, Friedrich N, Gjesing AP, Glorioso N, Graff M, Grallert H, Grarup N,
Grassler J, Grewal J, Hamsten A, Harder MN, Hartman CA, Hassinen M, Hastie N,
Hattersley AT, Havulinna AS, Heliovaara M, Hillege H, Hofman A, Holmen O, Homuth G,
Hottenga JJ, Hui J, Husemoen LL, Hysi PG, Isaacs A, Ittermann T, Jalilzadeh S, James
AL, Jorgensen T, Jousilahti P, Jula A, Marie Justesen J, Justice AE, Kahonen M,
Karaleftheri M, Tee Khaw K, Keinanen-Kiukaanniemi SM, Kinnunen L, Knekt PB,
Koistinen HA, Kolcic I, Kooner IK, Koskinen S, Kovacs P, Kyriakou T, Laitinen T,
Langenberg C, Lewin AM, Lichtner P, Lindgren CM, Lindstrom J, Linneberg A, Lorbeer R,
Lorentzon M, Luben R, Lyssenko V, Mannisto S, Manunta P, Leach IM, McArdle WL,
Mcknight B, Mohlke KL, Mihailov E, Milani L, Mills R, Montasser ME, Morris AP, Muller G,
Musk AW, Narisu N, Ong KK, Oostra BA, Osmond C, Palotie A, Pankow JS, Paternoster
L, Penninx BW, Pichler I, Pilia MG, Polasek O, Pramstaller PP, Raitakari OT, Rankinen T,
Rao DC, Rayner NW, Ribel-Madsen R, Rice TK, Richards M, Ridker PM, Rivadeneira F,
Ryan KA, Sanna S, Sarzynski MA, Scholtens S, Scott RA, Sebert S, Southam L, Sparso
TH, Steinthorsdottir V, Stirrups K, Stolk RP, Strauch K, Stringham HM, Swertz MA, Swift
AJ, Tonjes A, Tsafantakis E, van der Most PJ, Van Vliet-Ostaptchouk JV, Vandenput L,
Vartiainen E, Venturini C, Verweij N, Viikari JS, Vitart V, Vohl MC, Vonk JM, Waeber G,
Widen E, Willemsen G, Wilsgaard T, Winkler TW, Wright AF, Yerges-Armstrong LM, Hua
Zhao J, Carola Zillikens M, Boomsma DI, Bouchard C, Chambers JC, Chasman DI, Cusi
D, Gansevoort RT, Gieger C, Hansen T, Hicks AA, Hu F, Hveem K, Jarvelin MR, Kajantie
E, Kooner JS, Kuh D, Kuusisto J, Laakso M, Lakka TA, Lehtimaki T, Metspalu A, Njolstad
[, Ohlsson C, Oldehinkel AJ, Palmer LJ, Pedersen O, Perola M, Peters A, Psaty BM,
Puolijoki H, Rauramaa R, Rudan I, Salomaa V, Schwarz PE, Shudiner AR, Smit JH,
Sorensen TI, Spector TD, Stefansson K, Stumvoll M, Tremblay A, Tuomilehto J,
Uitterlinden AG, Uusitupa M, Volker U, Vollenweider P, Wareham NJ, Watkins H, Wilson
JF, Zeggini E, Abecasis GR, Boehnke M, Borecki IB, Deloukas P, van Duijn CM, Fox C,
Groop LC, Heid IM, Hunter DJ, Kaplan RC, McCarthy MI, North KE, O'Connell JR,
Schlessinger D, Thorsteinsdottir U, Strachan DP, Frayling T, Hirschhorn JN, Muller-
Nurasyid M, Loos RJ. (2016) A principal component meta-analysis on multiple
anthropometric traits identifies novel loci for body shape. Nat Commun. 2016 Nov 23; 7:
13357. PMCID: PMC5114527.



583.

584.

585.

586.

587.

588.

589.

590.

591

592.

Sung YJ, Perusse L, Sarzynski MA, Fornage M, Sidney S, Sternfeld B, Rice T, Terry JG,
Jacobs DR,Jr, Katzmarzyk P, Curran JE, Jeffrey Carr J, Blangero J, Ghosh S, Despres
JP, Rankinen T, Rao DC, Bouchard C. (2016) Genome-wide association studies suggest
sex-specific loci associated with abdominal and visceral fat. Int J Obes (Lond). 2016 Apr;
40(4): 662-674. PMCID: PMC4821694.

Thameem F, Puppala S, Farook VS, Kasinath BS, Blangero J, Duggirala R, Abboud HE.
(2016) Genetic variants in toll-like receptor 4 gene and their association analysis with
estimated glomerular filtration rate in mexican american families. Cardiorenal Med. 2016
Aug; 6(4): 301-306. PMCID: PMC5020380.

Traurig M, Hanson RL, Marinelarena A, Kobes S, Piaggi P, Cole S, Curran JE, Blangero
J, Goring H, Kumar S, Nelson RG, Howard BV, Knowler WC, Baier LJ, Bogardus C.
(2016) Analysis of SLC16A11 variants in 12,811 american indians: Genotype-obesity
interaction for type 2 diabetes and an association with RNASEK expression. Diabetes.
2016 Feb; 65(2): 510-519. PMCID: PMC4747458.

Williams KD, Subedi J, Jha B, Blangero J, Williams-Blangero S, Towne B. (2016)
Quantitative physical activity assessment of children and adolescents in a rural population
from eastern nepal. Am J Hum Biol. 2016 Jan-Feb; 28(1): 129-137.

Yerges-Armstrong LM, Chai S, O'Connell JR, Curran JE, Blangero J, Mitchell BD,
Shuldiner AR, Damcott CM. (2016) Gene expression differences between offspring of
long-lived individuals and controls in candidate longevity regions: Evidence for PAPSS2 as
a longevity gene. J Gerontol A Biol Sci Med Sci. 2016 Oct; 71(10): 1295-1299. PMCID:
PMC5018562.

Zhou Y, Zhu G, Charlesworth JC, Simpson S,Jr, Rubicz R, Goring HH, Patsopoulos NA,
Laverty C, Wu F, Henders A, Ellis JJ, van der Mei I, Montgomery GW, Blangero J, Curran
JE, Johnson MP, Martin NG, Nyholt DR, Taylor BV, ANZgene consortium. (2016) Genetic
loci for epstein-barr virus nuclear antigen-1 are associated with risk of multiple sclerosis.
Mult Scler. 2016 Nov; 22(13): 1655-1664.

Alexander-Bloch AF, Mathias SR, Fox PT, Olvera RL, Goéring HHH, Duggirala R, Curran
JE, Blangero J, Glahn DC.(2017) Human Cortical Thickness Organized into Genetically-
determined Communities across Spatial Resolutions. Cereb Cortex. 2017 Nov 28:1-13.
doi: 10.1093/cercor/bhx309. [Epub ahead of print] .

Blackburn NB, Marthick JR, Banks A, Charlesworth JC, Marsden KA, Lowenthal RM,
Blangero J, Dickinson JL. Evaluating a CLL susceptibility variant in ITGB2 in families with
multiple subtypes of hematological malignancies. Blood. 2017 Jul 6;130(1):86-88.

Chu AY, Deng X, Fisher VA, Drong A, Zhang Y, Feitosa MF, Liu CT, Weeks O, Choh AC,
Duan Q, Dyer TD, Eicher JD, Guo X, Heard-Costa NL, Kacprowski T, Kent JW,Jr, Lange
LA, Liu X, Lohman K, Lu L, Mahajan A, O'Connell JR, Parihar A, Peralta JM, Smith AV,
Zhang Y, Homuth G, Kissebah AH, Kullberg J, Laqua R, Launer LJ, Nauck M, Olivier M,
Peyser PA, Terry JG, Wojczynski MK, Yao J, Bielak LF, Blangero J, Borecki IB, Bowden
DW, Carr JJ, Czerwinski SA, Ding J, Friedrich N, Gudnason V, Harris TB, Ingelsson E,
Johnson AD, Kardia SL, Langefeld CD, Lind L, Liu Y, Mitchell BD, Morris AP, Mosley
TH,Jr, Rotter JI, Shuldiner AR, Towne B, Volzke H, Wallaschofski H, Wilson JG, Allison M,
Lindgren CM, Goessling W, Cupples LA, Steinhauser ML, Fox CS. (2017) Multiethnic
genome-wide meta-analysis of ectopic fat depots identifies loci associated with adipocyte
development and differentiation. Nat Genet. 2017 Jan; 49(1): 125-130.

Farook VS, Reddivari L, Mummidi S, Puppala S, Arya R, Lopez-Alvarenga JC, Fowler SP,
Chittoor G, Resendez RG, Kumar BM, Comuzzie AG, Curran JE, Lehman DM, Jenkinson
CP, Lynch JL, DeFronzo RA, Blangero J, Hale DE, Duggirala R, Vanamala JK. (2017)
Genetics of serum carotenoid concentrations and their correlation with obesity-related
traits in Mexican American children. Am J Clin Nutr. 2017 Jul;106(1):52-58.



593.

594.

Flannick J, Fuchsberger C, Mahajan A, Teslovich TM, Agarwala V, Gaulton KJ, Caulkins
L, Koesterer R, Ma C, Moutsianas L, McCarthy DJ, Rivas MA, Perry JRB, Sim X,
Blackwell TW, Robertson NR, Rayner NW, Cingolani P, Locke AE, Tajes JF, Highland
HM, Dupuis J, Chines PS, Lindgren CM, Hartl C, Jackson AU, Chen H, Huyghe JR, van
de Bunt M, Pearson RD, Kumar A, Miller-Nurasyid M, Grarup N, Stringham HM,
Gamazon ER, Lee J, Chen Y, Scott RA, Below JE, Chen P, Huang J, Go MJ, Stitzel ML,
Pasko D, Parker SCJ, Varga TV, Green T, Beer NL, Day-Williams AG, Ferreira T,
Fingerlin T, Horikoshi M, Hu C, Huh [, Ikram MK, Kim BJ, Kim Y, Kim YJ, Kwon MS, Lee
J, Lee S, Lin KH, Maxwell TJ, Nagai Y, Wang X, Welch RP, Yoon J, Zhang W, Barzilai N,
Voight BF, Han BG, Jenkinson CP, Kuulasmaa T, Kuusisto J, Manning A, Ng MCY,
Palmer ND, Balkau B, Stan&akova A, Abboud HE, Boeing H, Giedraitis V, Prabhakaran D,
Gottesman O, Scott J, Carey J, Kwan P, Grant G, Smith JD, Neale BM, Purcell S,
Butterworth AS, Howson JMM, Lee HM, Lu Y, Kwak SH, Zhao W, Danesh J, Lam VKL,
Park KS, Saleheen D, So WY, Tam CHT, Afzal U, Aguilar D, Arya R, Aung T, Chan E,
Navarro C, Cheng CY, Palli D, Correa A, Curran JE, Rybin D, Farook VS, Fowler SP,
Freedman BI, Griswold M, Hale DE, Hicks PJ, Khor CC, Kumar S, Lehne B, Thuillier D,
Lim WY, Liu J, Loh M, Musani SK, Puppala S, Scott WR, Yengo L, Tan ST, Taylor HA,
Thameem F, Wilson G, Wong TY, Njglstad PR, Levy JC, Mangino M, Bonnycastle LL,
Schwarzmayr T, Fadista J, Surdulescu GL, Herder C, Groves CJ, Wieland T, Bork-
Jensen J, Brandslund I, Christensen C, Koistinen HA, Doney ASF, Kinnunen L, Esko T,
Farmer AJ, Hakaste L, Hodgkiss D, Kravic J, Lyssenko V, Hollensted M, Jargensen ME,
Jorgensen T, Ladenvall C, Justesen JM, Karajamaki A, Kriebel J, Rathmann W, Lannfelt
L, Lauritzen T, Narisu N, Linneberg A, Melander O, Milani L, Neville M, Orho-Melander M,
Qi L, Qi Q, Roden M, Rolandsson O, Swift A, Rosengren AH, Stirrups K, Wood AR,
Mihailov E, Blancher C, Carneiro MO, Maguire J, Poplin R, Shakir K, Fennell T, DePristo
M, de Angelis MH, Deloukas P, Gjesing AP, Jun G, Nilsson P, Murphy J, Onofrio R,
Thorand B, Hansen T, Meisinger C, Hu FB, Isomaa B, Karpe F, Liang L, Peters A, Huth
C, O'Rahilly SP, Palmer CNA, Pedersen O, Rauramaa R, Tuomilehto J, Salomaa V,
Watanabe RM, Syvanen AC, Bergman RN, Bharadwaj D, Bottinger EP, Cho YS,
Chandak GR, Chan JC, Chia KS, Daly MJ, Ebrahim SB, Langenberg C, Elliott P,
Jablonski KA, Lehman DM, Jia W, Ma RCW, Pollin TI, Sandhu M, Tandon N, Froguel P,
Barroso |, Teo YY, Zeggini E, Loos RJF, Small KS, Ried JS, DeFronzo RA, Grallert H,
Glaser B, Metspalu A, Wareham NJ, Walker M, Banks E, Gieger C, Ingelsson E, Im HK,
lllig T, Franks PW, Buck G, Trakalo J, Buck D, Prokopenko |, M&gi R, Lind L, Farjoun'Y,
Owen KR, Gloyn AL, Strauch K, Tuomi T, Kooner JS, Lee JY, Park T, Donnelly P, Morris
AD, Hattersley AT, Bowden DW, Collins FS, Atzmon G, Chambers JC, Spector TD,
Laakso M, Strom TM, Bell GI, Blangero J, Duggirala R, Tai ES, McVean G, Hanis CL,
Wilson JG, Seielstad M, Frayling TM, Meigs JB, Cox NJ, Sladek R, Lander ES, Gabriel S,
Mohlke KL, Meitinger T, Groop L, Abecasis G, Scott LJ, Morris AP, Kang HM, Altshuler D,
Burtt NP, Florez JC, Boehnke M, McCarthy MI. Sequence data and association statistics
from 12,940 type 2 diabetes cases and controls. Sci Data. 2017 Dec 19;4:170179.

Graff M, Scott RA, Justice AE, Young KL, Feitosa MF, Barata L, Winkler TW, Chu AY,
Mahajan A, Hadley D, Xue L, Workalemahu T, Heard-Costa NL, den Hoed M, Ahluwalia
TS, Qi Q, Ngwa JS, Renstrom F, Quaye L, Eicher JD, Hayes JE, Cornelis M, Kutalik Z,
Lim E, Luan J, Huffman JE, Zhang W, Zhao W, Griffin PJ, Haller T, Ahmad S, Marques-
Vidal PM, Bien S, Yengo L, Teumer A, Smith AV, Kumari M, Harder MN, Justesen JM,
Kleber ME, Hollensted M, Lohman K, Rivera NV, Whitfield JB, Zhao JH, Stringham HM,
Lyytikainen LP, Huppertz C, Willemsen G, Peyrot WJ, Wu Y, Kristiansson K, Demirkan A,
Fornage M, Hassinen M, Bielak LF, Cadby G, Tanaka T, Magi R, van der Most PJ,
Jackson AU, Bragg-Gresham JL, Vitart VV, Marten J, Navarro P, Bellis C, Pasko D,
Johansson A, Snitker S, Cheng YC, Eriksson J, Lim U, Aadahl M, Adair LS, Amin N,



595.

596.

Balkau B, Auvinen J, Beilby J, Bergman RN,Bergmann S, Bertoni AG, Blangero J,
Bonnefond A, Bonnycastle LL, Borja JB, Brage S, Busonero F, Buyske S, Campbell H,
Chines PS, Collins FS, Corre T, Smith GD, Delgado GE, Dueker N, Dérr M, Ebeling T,
Eiriksdottir G, Esko T, Faul JD, Fu M, Feerch K, Gieger C, Glaser S, Gong J, Gordon-
Larsen P, Grallert H, Grammer TB, Grarup N, van Grootheest G, Harald K, Hastie ND,
Havulinna AS, Hernandez D, Hindorff L, Hocking LJ, Holmens OL, Holzapfel C, Hottenga
JJ, Huang J, Huang T, Hui J, Huth C, Hutri-Kédhénen N, James AL, Jansson JO, Jhun MA,
Juonala M, Kinnunen L, Koistinen HA, Kolcic I, Komulainen P, Kuusisto J, Kvalgy K,
Kahonen M, Lakka TA, Launer LJ, Lehne B, Lindgren CM, Lorentzon M, Luben R, Marre
M, Milaneschi Y, Monda KL, Montgomery GW, De Moor MHM, Mulas A, Muller-Nurasyid
M, Musk AW, Mannikké R, Mannistd S, Narisu N, Nauck M, Nettleton JA, Nolte IM,
Oldehinkel AJ, Olden M, Ong KK, Padmanabhan S, Paternoster L, Perez J, Perola M,
Peters A, Peters U, Peyser PA, Prokopenko I, Puolijoki H, Raitakari OT, Rankinen T,
Rasmussen-Torvik LJ, Rawal R, Ridker PM, Rose LM, Rudan I, Sarti C, Sarzynski MA,
Savonen K, Scott WR, Sanna S, Shuldiner AR, Sidney S, Silbernagel G, Smith BH, Smith
JA, Snieder H, Stan¢akova A, Sternfeld B, Swift AJ, Tammelin T, Tan ST, Thorand B,
Thuillier D, Vandenput L, Vestergaard H, van Vliet-Ostaptchouk JV, Vohl MC, Vdlker U,
Waeber G, Walker M, Wild S, Wong A, Wright AF, Zillikens MC, Zubair N, Haiman CA,
Lemarchand L, Gyllensten U, Ohlsson C, Hofman A, Rivadeneira F, Uitterlinden AG,
Pérusse L, Wilson JF, Hayward C, Polasek O, Cucca F, Hveem K, Hartman CA, Ténjes A,
Bandinelli S, Palmer LJ, Kardia SLR, Rauramaa R, Sgrensen TIA, Tuomilehto J, Salomaa
V, Penninx BWJH, de Geus EJC, Boomsma DI, Lehtimaki T, Mangino M, Laakso M,
Bouchard C, Martin NG, Kuh D, Liu Y, Linneberg A, Marz W, Strauch K, Kivimaki M, Harris
TB, Gudnason V, Volzke H, Qi L, Jarvelin MR, Chambers JC, Kooner JS, Froguel P,
Kooperberg C, Vollenweider P, Hallmans G, Hansen T, Pedersen O, Metspalu A,
Wareham NJ, Langenberg C, Weir DR, Porteous DJ, Boerwinkle E, Chasman DI,
CHARGE Consortium.; EPIC-InterAct Consortium.; PAGE Consortium., Abecasis GR,
Barroso I, McCarthy MI, Frayling TM, O'Connell JR, van Duijn CM, Boehnke M, Heid IM,
Mohlke KL, Strachan DP, Fox CS, Liu CT, Hirschhorn JN, Klein RJ, Johnson AD, Borecki
IB, Franks PW, North KE, Cupples LA, Loos RJF, Kilpeldinen TO. (2017) Genome-wide
physical activity interactions in adiposity — A meta-analysis of 200,452 adults. PLoS Genet.
2017 Apr 27;13(4):e1006528.

Grassmann F, Kiel C, Zimmermann ME, Gorski M, Grassmann V, Stark K; International
AMD Genomics Consortium (IAMDGC), Heid IM, Weber BH. Genetic pleiotropy
between age-related macular degeneration and 16 complex diseases and traits. Genome
Med. 2017 Mar 27;9(1):29.

Guadalupe T, Mathias SR, vanErp TGM, Whelan CD, Zwiers MP, Abe Y, Abramovic L,
Agartz I, Andreassen OA, Arias-Vasquez A, Aribisala BS, Armstrong NJ, Arolt V, Artiges
E, Ayesa-Arriola R, Baboyan VG, Banaschewski T, Barker G, Bastin ME, Baune BT,
Blangero J, Bokde ALW, Boedhoe PSW, Bose A, Brem S, Brodaty H, Bromberg U,
Brooks S, Biichel C, Buitelaar J, Calhoun VD, Cannon DM, Cattrell A, Cheng Y, Conrod
PJ, Conzelmann A, Corvin A, Crespo-Facorro B, Crivello F, Dannlowski U, de Zubicaray
Gl, de Zwarte SMC, Deary IJ, Desrivieres S, Doan NT, Donohoe G, Dgrum ES, Ehrlich S,
Espeseth T, Fernandez G, Flor H, Fouche JP, Frouin V, Fukunaga M, Gallinat J, Garavan
H, Gill M, Suarez AG, Gowland P, Grabe HJ, Grotegerd D, Gruber O, Hagenaars S,
Hashimoto R, Hauser TU, Heinz A, Hibar DP, Hoekstra PJ, Hoogman M, Howells FM, Hu
H, Hulshoff Pol HE, Huyser C, Ittermann B, Jahanshad N, Jonsson EG, Jurk S, Kahn RS,
Kelly S, Kraemer B, Kugel H, Kwon JS, Lemaitre H, Lesch KP, Lochner C, Luciano M,
Marquand AF, Martin NG, Martinez-Zalacain |, Martinot JL, Mataix-Cols D, Mather K,
McDonald C, McMahon KL, Medland SE, Menchén JM, Morris DW, Mothersill O, Maniega
SM, Mwangi B, Nakamae T, Nakao T, Narayanaswaamy JC, Nees F, Nordvik JE, Onnink



597.

AMH, Opel N, Ophoff R, Paillere Martinot ML, Papadopoulos Orfanos D, Pauli P, Paus T,
Poustka L, Reddy JY, Renteria ME, Roiz-Santiafiez R, Roos A, Royle NA, Sachdev P,
Sanchez-Juan P, Schmaal L, Schumann G, Shumskaya E, Smolka MN, Soares JC,
Soriano-Mas C, Stein DJ, Strike LT, Toro R, Turner JA, Tzourio-Mazoyer N, Uhlmann A,
Hernandez MV, van den Heuvel OA, van der Meer D, van Haren NEM, Veltman DJ,
Venkatasubramanian G, Vetter NC, Vuletic D, Walitza S, Walter H, Walton E, Wang Z,
Wardlaw J, Wen W, Westlye LT, Whelan R, Wittfeld K, Wolfers T, Wright MJ, Xu J, Xu X,
Yun JY, Zhao J, Franke B, Thompson PM, Glahn DC, Mazoyer B, Fisher SE, Francks C.
(2017) Human subcortical brain asymmetries in 15,847 people worldwide reveal effects of
age and sex. Brain Imaging Behav. 2017 Oct;11(5):1497-1514. PMCID: PMC5540813.
Hibar DP, Adams HH, Jahanshad N, Chauhan G, Stein JL, Hofer E, Renteria ME, Bis JC,
Arias-Vasquez A, Ikram MK, Desrivieres S, Vernooij MW, Abramovic L, Alhusaini S, Amin
N, Andersson M, Arfanakis K, Aribisala BS, Armstrong NJ, Athanasiu L, Axelsson T,
Beecham AH, Beiser A, Bernard M, Blanton SH, Bohlken MM, Boks MP, Bralten J,
Brickman AM, Carmichael O, Chakravarty MM, Chen Q, Ching CR, Chouraki V, Cuellar-
Partida G, Crivello F, Den Braber A, Doan NT, Ehrlich S, Giddaluru S, Goldman AL,
Gottesman RF, Grimm O, Griswold ME, Guadalupe T, Gutman BA, Hass J, Haukvik UK,
Hoehn D, Holmes AJ, Hoogman M, Janowitz D, Jia T, Jorgensen KN, Karbalai N,
Kasperaviciute D, Kim S, Klein M, Kraemer B, Lee PH, Liewald DC, Lopez LM, Luciano M,
Macare C, Marquand AF, Matarin M, Mather KA, Mattheisen M, McKay DR, Milaneschi Y,
Munoz Maniega S, Nho K, Nugent AC, Nyquist P, Loohuis LM, Oosterlaan J, Papmeyer
M, Pirpamer L, Putz B, Ramasamy A, Richards JS, Risacher SL, Roiz-Santianez R,
Rommelse N, Ropele S, Rose EJ, Royle NA, Rundek T, Samann PG, Saremi A, Satizabal
CL, Schmaal L, Schork AJ, Shen L, Shin J, Shumskaya E, Smith AV, Sprooten E, Strike
LT, Teumer A, Tordesillas-Gutierrez D, Toro R, Trabzuni D, Trompet S, Vaidya D, Van der
Grond J, Van der Lee SJ, Van der Meer D, Van Donkelaar MM, Van Eijk KR, Van Erp TG,
Van Rooij D, Walton E, Westlye LT, Whelan CD, Windham BG, Winkler AM, Wittfeld K,
Woldehawariat G, Wolf C, Wolfers T, Yanek LR, Yang J, Zijdenbos A, Zwiers MP, Agartz |,
Almasy L, Ames D, Amouyel P, Andreassen OA, Arepalli S, Assareh AA, Barral S, Bastin
ME, Becker DM, Becker JT, Bennett DA, Blangero J, van Bokhoven H, Boomsma DI,
Brodaty H, Brouwer RM, Brunner HG, Buckner RL, Buitelaar JK, Bulayeva KB, Cahn W,
Calhoun VD, Cannon DM, Cavalleri GL, Cheng CY, Cichon S, Cookson MR, Corvin A,
Crespo-Facorro B, Curran JE, Czisch M, Dale AM, Davies GE, De Craen AJ, De Geus EJ,
De Jager PL, De Zubicaray Gl, Deary 1J, Debette S, DeCarli C, Delanty N, Depondt C,
DeStefano A, Dillman A, Djurovic S, Donohoe G, Drevets WC, Duggirala R, Dyer TD,
Enzinger C, Erk S, Espeseth T, Fedko 10, Fernandez G, Ferrucci L, Fisher SE,
Fleischman DA, Ford |, Fornage M, Foroud TM, Fox PT, Francks C, Fukunaga M, Gibbs
JR, Glahn DC, Gollub RL, Goring HH, Green RC, Gruber O, Gudnason V, Guelfi S,
Haberg AK, Hansell NK, Hardy J, Hartman CA, Hashimoto R, Hegenscheid K, Heinz A, Le
Hellard S, Hernandez DG, Heslenfeld DJ, Ho BC, Hoekstra PJ, Hoffmann W, Hofman A,
Holsboer F, Homuth G, Hosten N, Hottenga JJ, Huentelman M, Pol HE, Ikeda M, Jack
CR,Jr, Jenkinson M, Johnson R, Jonsson EG, Jukema JW, Kahn RS, Kanai R,
Kloszewska I, Knopman DS, Kochunov P, Kwok JB, Lawrie SM, Lemaitre H, Liu X, Longo
DL, Lopez OL, Lovestone S, Martinez O, Martinot JL, Mattay VS, McDonald C, Mcintosh
AM, McMahon FJ, McMahon KL, Mecocci P, Melle I, Meyer-Lindenberg A, Mohnke S,
Montgomery GW, Morris DW, Mosley TH, Muhleisen TW, Muller-Myhsok B, Nalls MA,
Nauck M, Nichols TE, Niessen WJ, Nothen MM, Nyberg L, Ohi K, Olvera RL, Ophoff RA,
Pandolfo M, Paus T, Pausova Z, Penninx BW, Pike GB, Potkin SG, Psaty BM,
Reppermund S, Rietschel M, Roffman JL, Romanczuk-Seiferth N, Rotter JI, Ryten M,
Sacco RL, Sachdev PS, Saykin AJ, Schmidt R, Schmidt H, Schofield PR, Sigursson S,
Simmons A, Singleton A, Sisodiya SM, Smith C, Smoller JW, Soininen H, Steen VM, Stott



598.

599.

600.

601.

602.

DJ, Sussmann JE, Thalamuthu A, Toga AW, Traynor BJ, Troncoso J, Tsolaki M, Tzourio
C, Uitterlinden AG, Hernandez MC, Van der Brug M, van der Lugt A, van der Wee NJ, Van
Haren NE, van 't Ent D, Van Tol MJ, Vardarajan BN, Vellas B, Veltman DJ, Volzke H,
Walter H, Wardlaw JM, Wassink TH, Weale ME, Weinberger DR, Weiner MW, Wen W,
Westman E, White T, Wong TY, Wright CB, Zielke RH, Zonderman AB, Martin NG, Van
Duijn CM, Wright MJ, Longstreth WT, Schumann G, Grabe HJ, Franke B, Launer LJ,
Medland SE, Seshadri S, Thompson PM, Ikram MA. (2017) Novel genetic loci associated
with hippocampal volume. Nat Commun. 2017 Jan 18; 8: 13624. PMCID: PMC5253632.
Hodgson K, Almasy L, Knowles EE, Kent JW,Jr, Curran JE, Dyer TD, Goring HH, Olvera
RL, Woolsey MD, Duggirala R, Fox PT, Blangero J, Glahn DC. (2017) The genetic basis
of the comorbidity between cannabis use and major depression. Addiction. 2017 Jan;
112(1): 113-123. PMCID: PMC5148647.

Hodgson K, Carless MA, Kulkarni H, Curran JE, Sprooten E, Knowles EE, Mathias S,
Goring HH, Yao N, Olvera RL, Fox PT, Almasy L, Duggirala R, Blangero J, Glahn DC.
(2017) Epigenetic Age Acceleration Assessed With Human White-Matter Images. J
Neurosci. 2017 Apr 6. pii: 0177-17. doi: 10.1523/JNEUROSCI.0177-17.2017.

Hodgson K, Poldrack RA, Curran JE, Knowles EE, Mathias S, Goring HHH, Yao N, Olvera
RL, Fox PT, Almasy L, Duggirala R, Barch DM, Blangero J, Glahn DC. (2017) Shared
Genetic Factors Influence Head Motion During MRI and Body Mass Index. Cereb Cortex.
2017 Dec 1;27(12):5539-5546.

Jasinska AJ, Zelaya |, Service SK, Peterson CB, Cantor RM, Choi OW, DeYoung J, Eskin
E, Fairbanks LA, Fears S, Furterer AE, Huang YS, Ramensky V, Schmitt CA, Svardal H,
Jorgensen MJ, Kaplan JR, Villar D, Aken BL, Flicek P, Nag R, Wong ES, Blangero J,
Dyer TD, Bogomolov M, Benjamini Y, Weinstock GM, Dewar K, Sabatti C, Wilson RK,
Jentsch JD, Warren W, Coppola G, Woods RP, Freimer NB. (2017) Genetic variation and
gene expression across multiple tissues and developmental stages in a nonhuman
primate. Nat Genet. 2017 Dec;49(12):1714-1721. PMCID: PMC5714271.

Justice AE, Winkler TW, Feitosa MF, Graff M, Fisher VA, Young K, Barata L, Deng X,
Czajkowski J, Hadley D, Ngwa JS, Ahluwalia TS, Chu AY, Heard-Costa NL, Lim E, Perez
J, Eicher JD, Kutalik Z, Xue L, Mahajan A, Renstrom F, Wu J, Qi Q, Ahmad S, Alfred T,
Amin N, Bielak LF, Bonnefond A, Bragg J, Cadby G, Chittani M, Coggeshall S, Corre T,
Direk N, Eriksson J, Fischer K, Gorski M, Neergaard Harder M, Horikoshi M, Huang T,
Huffman JE, Jackson AU, Justesen JM, Kanoni S, Kinnunen L, Kleber ME, Komulainen P,
Kumari M, Lim U, Luan J, Lyytikdinen LP, Mangino M, Manichaikul A, Marten J,
Middelberg RPS, Miller-Nurasyid M, Navarro P, Pérusse L, Pervjakova N, Sarti C, Smith
AV, Smith JA, StanCakova A, Strawbridge RJ, Stringham HM, Sung YJ, Tanaka T, Teumer
A, Trompet S, van der Laan SW, van der Most PJ, Van Vliet-Ostaptchouk JV, Vedantam
SL, Verweij N, Vink JM, Vitart V, Wu Y, Yengo L, Zhang W, Hua Zhao J, Zimmermann
ME, Zubair N, Abecasis GR, Adair LS, Afaq S, Afzal U, Bakker SJL, Bartz TM, Beilby J,
Bergman RN, Bergmann S, Biffar R, Blangero J, Boerwinkle E, Bonnycastle LL, Bottinger
E, Braga D, Buckley BM, Buyske S, Campbell H, Chambers JC, Collins FS, Curran JE, de
Borst GJ, de Craen AJM, de Geus EJC, Dedoussis G, Delgado GE, den Ruijter HM,
Eiriksdottir G, Eriksson AL, Esko T, Faul JD, Ford I, Forrester T, Gertow K, Gigante B,
Glorioso N, Gong J, Grallert H, Grammer TB, Grarup N, Haitiema S, Hallmans G,
Hamsten A, Hansen T, Harris TB, Hartman CA, Hassinen M, Hastie ND, Heath AC,
Hernandez D, Hindorff L, Hocking LJ, Hollensted M, Holmen OL, Homuth G, Jan Hottenga
J, Huang J, Hung J, Hutri-Kahénen N, Ingelsson E, James AL, Jansson JO, Jarvelin MR,
Jhun MA, Jagrgensen ME, Juonala M, Kahdnen M, Karlsson M, Koistinen HA, Kolcic I,
Kolovou G, Kooperberg C, Kramer BK, Kuusisto J, Kvalgy K, Lakka TA, Langenberg C,
Launer LJ, Leander K, Lee NR, Lind L, Lindgren CM, Linneberg A, Lobbens S, Loh M,



603.

604.

605.

606.

607.

608.

Lorentzon M, Luben R, Lubke G, Ludolph-Donislawski A, Lupoli S, Madden PAF,
Mannikkd R, Marques-Vidal P, Martin NG, McKenzie CA, McKnight B, Mellstrom D, Menni
C, Montgomery GW, Musk AB, Narisu N, Nauck M, Nolte IM, Oldehinkel AJ, Olden M,
Ong KK, Padmanabhan S, Peyser PA, Pisinger C, Porteous DJ, Raitakari OT, Rankinen
T, Rao DC, Rasmussen-Torvik LJ, Rawal R, Rice T, Ridker PM, Rose LM, Bien SA,
Rudan I, Sanna S, Sarzynski MA, Sattar N, Savonen K, Schlessinger D, Scholtens S,
Schurmann C, Scott RA, Sennblad B, Siemelink MA, Silbernagel G, Slagboom PE,
Snieder H, Staessen JA, Stott DJ, Swertz MA, Swift AJ, Taylor KD, Tayo BO, Thorand B,
Thuillier D, Tuomilehto J, Uitterlinden AG, Vandenput L, Vohl MC, Vélzke H, Vonk JM,
Waeber G, Waldenberger M, Westendorp RGJ, Wild S, Willemsen G, Wolffenbuttel BHR,
Wong A, Wright AF, Zhao W, Zillikens MC,Baldassarre D, Balkau B, Bandinelli S, Boger
CA, Boomsma DI, Bouchard C, Bruinenberg M, Chasman DI, Chen YD, Chines PS,
Cooper RS, Cucca F, Cusi D, Faire U, Ferrucci L, Franks PW, Froguel P, Gordon-Larsen
P, Grabe HJ, Gudnason V, Haiman CA, Hayward C, Hveem K, Johnson AD, Wouter
Jukema J, Kardia SLR, Kivimaki M, Kooner JS, Kuh D, Laakso M, Lehtiméki T, Marchand
LL, Marz W, McCarthy MI, Metspalu A, Morris AP, Ohlsson C, Palmer LJ, Pasterkamp G,
Pedersen O, Peters A, Peters U, Polasek O, Psaty BM, Qi L, Rauramaa R, Smith BH,
Sgrensen TIA, Strauch K, Tiemeier H, Tremoli E, van der Harst P, Vestergaard H,
Vollenweider P, Wareham NJ, Weir DR, Whitfield JB, Wilson JF, Tyrrell J, Frayling TM,
Barroso I, Boehnke M, Deloukas P, Fox CS, Hirschhorn JN, Hunter DJ, Spector TD,
Strachan DP, van Duijn CM, Heid IM, Mohlke KL, Marchini J, Loos RJF, Kilpeldinen TO,
Liu CT, Borecki 1B, North KE, Cupples LA. (2017) Genome-wide meta-analysis of 241,258
adults accounting for smoking behaviour identifies novel loci for obesity traits. Nat
Commun. 2017 Apr 26;8:14977.

Knowles EE, Huynh K, Meikle PJ, Goring HH, Olvera RL, Mathias SR, Duggirala R,
Almasy L, Blangero J, Curran JE, Glahn DC. (2017) The lipidome in major depressive
disorder: Shared genetic influence for ether-phosphatidylcholines, a plasma-based
phenotype related to inflammation, and disease risk. Eur Psychiatry. 2017 Feb 21;43:44-
50.

Knowles EE, Meikle PJ, Huynh K, Géring HH, Olvera RL, Mathias SR, Duggirala R,
Almasy L, Blangero J, Curran JE, Glahn DC. (2017) Serum phosphatidylinositol as a
biomarker for bipolar disorder liability. Bipolar Disord. 2017 Mar;19(2):107-115.

Kulkarni H, Mamtani M, Blangero J, Curran JE. . (2017) Lipidomics in the study of
hypertension in metabolic syndrome. Curr Hypertens Rep. 2017 Jan; 19(1): 7.

Kulkarni H, Mamtani M, Wong G, Weir JM, Barlow CK, Dyer TD, Almasy L, Mahaney MC,
Comuzzie AG, Duggirala R, Meikle PJ, Blangero J, Curran JE. Genetic correlation of the
plasma lipidome with type 2 diabetes, prediabetes and insulin resistance in Mexican
American families. BMC Genet. 2017 May 19;18(1):48.

Lake NJ, Taylor RL, Trahair H, Harikrishnan KN, Curran JE, Almeida M, Kulkarni H,
Mukhamedova N, Hoang A, Low H, Murphy AJ, Johnson MP, Dyer TD, Mahaney MC,
Goring HHH, Moses EK, Sviridov D, Blangero J, Jowett JBM, Bozaoglu K. . (2017)
TRAK2, a novel regulator of ABCAL expression, cholesterol efflux and HDL biogenesis.
Eur Heart J. 2017 Jun 26.

Manning A, Highland HM, Gasser J, Sim X, Tukiainen T, Fontanillas P, Grarup N, Rivas
MA, Mahajan A, Locke AE, Cingolani P, Pers TH, Vifiuela A, Brown AA, Wu Y, Flannick J,
Fuchsberger C, Gamazon ER, Gaulton KJ, Im HK, Teslovich TM, Blackwell TW, Bork-
Jensen J, Burtt NP, Chen Y, Green T, Hartl C, Kang HM, Kumar A, Ladenvall C, Ma C,
Moutsianas L, Pearson RD, Perry JR, Rayner NW, Robertson NR, Scott LJ, van de Bunt
M, Eriksson JG, Jula A, Koskinen S, Lehtimaki T, Palotie A, Raitakari OT, Jacobs SB,
Wessel J, Chu AY, Scott RA, Goodarzi MO, Blancher C, Buck G, Buck D, Chines PS,



6009.

610.

611.

612.

Gabriel S, Gjesing AP, Groves CJ, Hollensted M, Huyghe JR, Jackson AU, Jun G,
Justesen JM, Mangino M, Murphy J, Neville M, Onofrio R, Small KS, Stringham HM,
Trakalo J, Banks E, Carey J, Carneiro MO, DePristo M, Farjoun Y, Fennell T, Goldstein JI,
Grant G, Hrabé de Angelis M, Maguire J, Neale BM, Poplin R, Purcell S, Schwarzmayr T,
Shakir K, Smith JD, Strom TM, Wieland T, Lindstrom J, Brandslund I, Christensen C,
Surdulescu GL, Lakka TA, Doney AS, Nilsson P, Wareham NJ, Langenberg C, Varga TV,
Franks PW, Rolandsson O, Rosengren AH, Farook VS, Thameem F, Puppala S, Kumar S,
Lehman DM, Jenkinson CP, Curran JE, Hale DE, Fowler SP, Arya R, DeFronzo RA,
Abboud HE, Syvanen AC, Hicks PJ, Palmer ND, Ng MC, Bowden DW, Freedman BI,
Esko T, M&gi R, Milani L, Mihailov E, Metspalu A, Narisu N, Kinnunen L, Bonnycastle LL,
Swift A, Pasko D, Wood AR, Fadista J, Pollin Tl, Barzilai N, Atzmon G, Glaser B, Thorand
B, Strauch K, Peters A, Roden M, Miller-Nurasyid M, Liang L, Kriebel J, lllig T, Grallert H,
Gieger C, Meisinger C, Lannfelt L, Musani SK, Griswold M, Taylor HA Jr, Wilson G Sr,
Correa A, Oksa H, Scott WR, Afzal U, Tan ST, Loh M, Chambers JC, Sehmi J, Kooner JS,
Lehne B, Cho YS, Lee JY, Han BG, Karajamaki A, Qi Q, Qi L, Huang J, Hu FB, Melander
O, Orho-Melander M, Below JE, Aguilar D, Wong TY, Liu J, Khor CC, Chia KS, Lim WY,
Cheng CY, Chan E, Tai ES, Aung T, Linneberg A, Isomaa B, Meitinger T, Tuomi T,
Hakaste L, Kravic J, Jgrgensen ME, Lauritzen T, Deloukas P, Stirrups KE, Owen KR,
Farmer AJ, Frayling TM, O'Rahilly SP, Walker M, Levy JC, Hodgkiss D, Hattersley AT,
Kuulasmaa T, Stan¢akova A, Barroso |, Bharadwaj D, Chan J, Chandak GR, Daly MJ,
Donnelly PJ, Ebrahim SB, Elliott P, Fingerlin T, Froguel P, Hu C, Jia W, Ma RC, McVean
G, Park T, Prabhakaran D, Sandhu M, Scott J, Sladek R, Tandon N, Teo YY, Zeggini E,
Watanabe RM, Koistinen HA, Kesaniemi YA, Uusitupa M, Spector TD, Salomaa V,
Rauramaa R, Palmer CN, Prokopenko I, Morris AD, Bergman RN, Collins FS, Lind L,
Ingelsson E, Tuomilehto J, Karpe F, Groop L, Jargensen T, Hansen T, Pedersen O,
Kuusisto J, Abecasis G, Bell Gl, Blangero J, Cox NJ, Duggirala R, Seielstad M, Wilson
JG, Dupuis J, Ripatti S, Hanis CL, Florez JC, Mohlke KL, Meigs JB, Laakso M, Morris AP,
Boehnke M, Altshuler D, McCarthy MI, Gloyn AL, Lindgren CM. (2017) A Low-Frequency
Inactivating Akt2 Variant Enriched in the Finnish Population is Associated With Fasting
Insulin Levels and Type 2 Diabetes Risk. Diabetes. 2017 Jul;66(7):2019-2032.

Mathias SR, Knowles EE, Barrett J, Leach O, Buccheri S, Beetham T, Blangero J,
Poldrack RA, Glahn DC. (2017) The processing-speed impairment in psychosis is more
than just accelerated aging. Schizophr Bull. 2017 Jul 1;43(4):814-823.

McCarthy NS, Badcock JC, Clark ML, Knowles EEM, Cadby G, Melton PE, Morgan VA,
Blangero J, Moses EK, Glahn DC, Jablensky A. (2017) Assessment of Cognition and
Personality as Potential Endophenotypes in the Western Australian Family Study of
Schizophrenia. Schizophr Bull. 2017 Oct 12. doi: 10.1093/schbul/sbx141. [Epub ahead of
print].

McCarthy NS, Melton PE, Ward SV, Allan SM, Dragovic M, Clark ML, Morar B, Rubio JP,
Blangero J, Badcock JC, Morgan VA, Moses EK, Jablensky A. (2017) Exome array
analysis suggests an increased variant burden in families with schizophrenia. Schizophr
Res. 2017 Jul;185:9-16.

Mercader JM, Liao RG, Bell AD, Dymek Z, Estrada K, Tukiainen T, Huerta-Chagoya A,
Moreno-Macias H, Jablonski KA, Hanson RL, Walford GA, Moran |, Chen L, Agarwala V,
Ordofiez-Sanchez ML, Rodriguez-Guillen R, Rodriguez-Torres M, Segura-Kato Y, Garcia-
Ortiz H, Centeno-Cruz F, Barajas-Olmos F, Caulkins L, Puppala S, Fontanillas P, Williams
A, Bonas-Guarch S, Hartl C, Ripke S; Diabetes Prevention Program Research Group,
Tooley K, Lane J, Zerrweck C, Martinez-Hernandez A, Cérdova EJ, Mendoza-Caamal E,
Contreras-Cubas C, Gonzéalez-Villalpando ME, Cruz-Bautista I, Mufioz-Hernandez L,
Gomez-Velasco D, Alvirde U, Henderson BE, Wilkens LR, Le Marchand L, Arellano-



613.

614.

615.

616.

617.

618.

6109.

620.

621.

622.

623.

Campos O, Riba L, Harden M, Platform BG, Gabriel S; T2D-GENES Consortium, Abboud
HE, Cortes ML, Revilla-Monsalve C, Islas-Andrade S, Soberon X, Curran JE, Jenkinson
CP, DeFronzo RA, Lehman DM, Hanis CL, Bell GI, Boehnke M, Blangero J, Duggirala R,
Saxena R, MacArthur D, Ferrer J, McCarroll SA, Torrents D, Knowler WC, Baier LJ, Burtt
N, Gonzélez-Villalpando C, Haiman CA, Aguilar-Salinas CA, Tusié-Luna T, Flannick J,
Jacobs SBR, Orozco L, Altshuler D, Florez JC. (2017) A Loss-Of-Function Splice Acceptor
Variant in IGF2 is Protective for Type 2 Diabetes. Diabetes. 2017 Nov;66(11):2903-2914.
Ramstetter MD, Dyer T, Lehman DM, Curran JE, Duggirala R, Blangero J, Mezey JG,
Williams AL. (2017) Benchmarking Relatedness Inference Methods with Genome-Wide
Data from Thousands of Relatives. Genetics. 2017 Sep;207(1):75-82.

Sanders SJ, Neale BM, Huang H, Werling DM, An JY, Dong S, Abecasis G, Arguello PA,
Blangero J, Boehnke M, Daly MJ, Eggan K, Geschwind DH, Glahn DC, Goldstein DB,
Gur RE, Handsaker RE, McCarroll SA, Ophoff RA, Palotie A, Pato CN, Sabatti C, State
MW, Willsey AJ, Hyman SE, Addington AM, Lehner T, Freimer NB; and Whole Genome
Sequencing for Psychiatric Disorders (WGSPD). (2017) Whole genome sequencing in
psychiatric disorders: the WGSPD consortium. Nat Neurosci. 2017 Dec;20(12):1661-1668.
Tabb KL, Hellwege JN, Palmer ND, Dimitrov L, Sajuthi S, Taylor KD, Ng MC, Hawkins GA,
Chen YI, Brown WM, McWilliams D, Williams A, Lorenzo C, Norris JM, Long J, Rotter JI,
Curran JE, Blangero J, Wagenknecht LE, Langefeld CD, Bowden DW. (2017) Analysis of
whole exome sequencing with cardiometabolic traits using family-based linkage and
association in the IRAS family study. Ann Hum Genet. 2017 Mar; 81(2): 49-58.
Weerasekera L, Rudnicka C, Sang QX, Curran JE, Johnson MP, Moses EK, Géring HH,
Blangero J, Hricova J, Schlaich M, Matthews VB. ADAM19: A Novel Target for Metabolic
Syndrome in Humans and Mice. Mediators Inflamm. 2017;2017:7281986.

Yao L, Liu Y, Qiu Z, Kumar S, Curran JE, Blangero J, Chen Y, Lehman DM. (2017)
Molecular profiling of human iPS-derived hypothalamic neurons provides developmental
insights to genetic loci for body weight regulation. J Neuroendocrinol. 2017 Jan 10.

Zhou H, Blangero J, Dyer TD, Chan KK, Lange K, Sobel EM. (2017) Fast Genome-Wide
QTL Association Mapping on Pedigree and Population Data. Genet Epidemiol. 2017
Apr;41(3):174-186. PMCID: PMC5340631.

Adhikari BM, Jahanshad N, Shukla D, Glahn DC, Blangero J, Fox PT, Reynolds RC, Cox
RW, Fieremans E, Veraart J, Novikov DS, Nichols TE, Hong LE, Thompson PM,
Kochunov P. Comparison of heritability estimates on resting state fMRI connectivity
phenotypes using the ENIGMA analysis pipeline. Hum Brain Mapp. 2018
Dec;39(12):4893-4902.

Adhikari BM, Jahanshad N, Shukla D, Glahn DC, Blangero J, Reynolds RC, Cox RW,
Fieremans E, Veraart J, Novikov DS, Nichols TE, Hong LE, Thompson PM, Kochunov P.
Heritability estimates on resting state fMRI data using ENIGMA analysis pipeline. Pac
Symp Biocomput. 2018;23:307-318.

Almeida M, Peralta J, Garcia J, Diego V, Goring H, Williams-Blangero S, Blangero J.
Modeling methylation data as an additional genetic variance component. BMC Proc. 2018
Sep 17;12(Suppl 9):29.

Arya R, Farook VS, Fowler SP, Puppala S, Chittoor G, Resendez RG, Mummidi S,
Vanamala J, Almasy L, Curran JE, Comuzzie AG, Lehman DM, Jenkinson CP, Lynch JL,
DeFronzo RA, Blangero J, Hale DE, Duggirala R, Diego VP. Genetic and environmental
(physical fitness and sedentary activity) interaction effects on cardiometabolic risk factors
in Mexican American children and adolescents. Genet Epidemiol. 2018 Jun;42(4):378-
393.

Arya R, Escalante A, Farook VS, Restrepo JF, Battafarano DF, Almeida M, Kos MZ,
Fourcaudot MJ, Mummidi S, Kumar S, Curran JE, Jenkinson CP, Blangero J, Duggirala



624.

625.

626.

627.

628.

629.

630.

631.

632.

633.

R, Del Rincon I. Data on genetic associations of carotid atherosclerosis markers in
Mexican American and European American rheumatoid arthritis subjects. Data Brief. 2018
Feb 8;17:820-829.

Arya R, Escalante A, Farook VS, Restrepo JF, Battafarano DF, Almeida M, Kos MZ,
Fourcaudot MJ, Mummidi S, Kumar S, Curran JE, Jenkinson CP, Blangero J, Duggirala
R, Del Rincon I. A genetic association study of carotid intima-media thickness (CIMT) and
plaque in Mexican Americans and European Americans with rheumatoid arthritis.
Atherosclerosis. 2018 Apr;271:92-101.

Blackburn NB, Porto A, Peralta JM, Blangero J. Heritability and genetic associations of
triglyceride and HDL-C levels using pedigree-based and empirical kinships. BMC Proc.
2018 Sep 17;12(Suppl 9):34.

Blondell L, Blackburn A, Kos MZ, Blangero J, Géring HHH. Contribution of Inbred
Singletons to Variance Component Estimation of Heritability and Linkage. Hum Hered.
2018;83(2):92-99.

Cadby G, Melton PE, McCarthy NS, Almeida M, Williams-Blangero S, Curran JE,
VandeBerg JL, Hui J, Beilby J, Musk AW, James AL, Hung J, Blangero J, Moses EK.
Pleiotropy of cardiometabolic syndrome with obesity-related anthropometric traits
determined using empirically derived kinships from the Busselton Health Study. Hum
Genet. 2018 Jan;137(1):45-53.

Chen JA, Fears SC, Jasinska AJ, Huang A, Al-Sharif NB, Scheibel KE, Dyer TD, Fagan
AM, Blangero J, Woods R, Jorgensen MJ, Kaplan JR, Freimer NB, Coppola G.
Neurodegenerative disease biomarkers AB(1-40), AB(1-42), tau, and p-tau(181) in the
vervet monkey cerebrospinal fluid: Relation to normal aging, genetic influences, and
cerebral amyloid angiopathy. Brain Behav. 2018 Jan 13;8(2):e00903.

Ganjgahi H, Winkler AM, Glahn DC, Blangero J, Donohue B, Kochunov P, Nichols TE.
Fast and powerful genome wide association of dense genetic data with high dimensional
imaging phenotypes. Nat Commun. 2018 Aug 14;9(1):3254.

Gao C, Tabb KL, Dimitrov LM, Taylor KD, Wang N, Guo X, Long J, Rotter JI, Watanabe
RM, Curran JE, Blangero J, Langefeld CD, Bowden DW, Palmer ND. Exome Sequencing
Identifies Genetic Variants Associated with Circulating Lipid Levels in Mexican Americans:
The Insulin Resistance Atherosclerosis Family Study (IRASFS). Sci Rep. 2018 Apr
4,8(1):5603.

Glahn DC, Nimgaonkar VL, Raventés H, Contreras J, McIintosh AM, Thomson PA,
Jablensky A, McCarthy NS, Charlesworth JC, Blackburn NB, Peralta JM, Knowles EEM,
Mathias SR, Ament SA, McMahon FJ, Gur RC, Bucan M, Curran JE, Almasy L, Gur RE,
Blangero J. Rediscovering the value of families for psychiatric genetics research. Mol
Psychiatry. 2018 Jun 28. doi: 10.1038/s41380-018-0073-x. [Epub ahead of print].

Jun G, Manning A, Almeida M, Zawistowski M, Wood AR, Teslovich TM, Fuchsberger C,
Feng S, Cingolani P, Gaulton KJ, Dyer T, Blackwell TW, Chen H, Chines PS, Choi S,
Churchhouse C, Fontanillas P, King R, Lee S, Lincoln SE, Trubetskoy V, DePristo M,
Fingerlin T, Grossman R, Grundstad J, Heath A, Kim J, Kim YJ, Laramie J, Lee J, Li H, Liu
X, Livne O, Locke AE, Maller J, Mazur A, Morris AP, Pollin Tl, Ragona D, Reich D, Rivas
MA, Scott LJ, Sim X, Tearle RG, Teo YY, Williams AL, Zollner S, Curran JE, Peralta J,
Akolkar B, Bell GlI, Burtt NP, Cox NJ, Florez JC, Hanis CL, McKeon C, Mohlke KL,
Seielstad M, Wilson JG, Atzmon G, Below JE, Dupuis J, Nicolae DL, Lehman D, Park T,
Won S, Sladek R, Altshuler D, McCarthy MI, Duggirala R, Boehnke M, Frayling TM,
Abecasis GR, Blangero J. Evaluating the contribution of rare variants to type 2 diabetes
and related traits using pedigrees. Proc Natl Acad Sci U S A. 2018 Jan 9;115(2):379-384.
Khan FF, Melton PE, McCarthy NS, Morar B, Blangero J, Moses EK, Jablensky A. Whole
genome sequencing of 91 multiplex schizophrenia families reveals increased burden of



634.

635.

636.

637.

rare, exonic copy number variation in schizophrenia probands and genetic heterogeneity.
Schizophr Res. 2018 Feb 24. pii: S0920-9964(18)30095-1. doi:
10.1016/j.schres.2018.02.034. [Epub ahead of print].

Knowles EEM, Mathias SR, Mollon J, Rodrigue A, Koenis MMG, Dyer TD, Goring HHH,
Curran JE, Olvera RL, Duggirala R, Almasy L, Blangero J, Glahn DC. A QTL on
chromosome 3g23 influences processing speed in humans. Genes Brain Behav. 2018 Oct
31:€12530. doi: 10.1111/gbb.12530. [Epub ahead of print].

Knowles EEM, Curran JE, Meikle PJ, Huynh K, Mathias SR, Géring HHH, VandeBerg JL,
Mahaney MC, Jalbrzikowski M, Mosior MK, Michael LF, Olvera RL, Duggirala R, Almasy
L, Glahn DC, Blangero J. Disentangling the genetic overlap between cholesterol and
suicide risk. Neuropsychopharmacology. 2018 Dec;43(13):2556-2563. .

Kumar S, Blangero J, Curran JE. Induced Pluripotent Stem Cells in Disease Modeling
and Gene ldentification. Methods Mol Biol. 2018;1706:17-38.

Manning A, Highland HM, Gasser J, Sim X, Tukiainen T, Fontanillas P, Grarup N, Rivas
MA, Mahajan A, Locke AE, Cingolani P, Pers TH, Vifiuela A, Brown AA, Wu Y, Flannick J,
Fuchsberger C, Gamazon ER, Gaulton KJ, Im HK, Teslovich TM, Blackwell TW, Bork-
Jensen J, Burtt NP, Chen Y, Green T, Hartl C, Kang HM, Kumar A, Ladenvall C, Ma C,
Moutsianas L, Pearson RD, Perry JRB, Rayner NW, Robertson NR, Scott LJ, van de Bunt
M, Eriksson JG, Jula A, Koskinen S, Lehtimaki T, Palotie A, Raitakari OT, Jacobs SBR,
Wessel J, Chu AY, Scott RA, Goodarzi MO, Blancher C, Buck G, Buck D, Chines PS,
Gabriel S, Gjesing AP, Groves CJ, Hollensted M, Huyghe JR, Jackson AU, Jun G,
Justesen JM, Mangino M, Murphy J, Neville M, Onofrio R, Small KS, Stringham HM,
Trakalo J, Banks E, Carey J, Carneiro MO, DePristo M, Farjoun Y, Fennell T, Goldstein
JI, Grant G, Hrabé de Angelis M, Maguire J, Neale BM, Poplin R, Purcell S, Schwarzmayr
T, Shakir K, Smith JD, Strom TM, Wieland T, Lindstrom J, Brandslund I, Christensen C,
Surdulescu GL, Lakka TA, Doney ASF, Nilsson P, Wareham NJ, Langenberg C, Varga
TV, Franks PW, Rolandsson O, Rosengren AH, Farook VS, Thameem F, Puppala S,
Kumar S, Lehman DM, Jenkinson CP, Curran JE, Hale DE, Fowler SP, Arya R, DeFronzo
RA, Abboud HE, Syvanen AC, Hicks PJ, Palmer ND, Ng MCY, Bowden DW, Freedman
Bl, Esko T, Magi R, Milani L, Mihailov E, Metspalu A, Narisu N, Kinnunen L, Bonnycastle
LL, Swift A, Pasko D, Wood AR, Fadista J, Pollin Tl, Barzilai N, Atzmon G, Glaser B,
Thorand B, Strauch K, Peters A, Roden M, Miller-Nurasyid M, Liang L, Kriebel J, Illig T,
Grallert H, Gieger C, Meisinger C, Lannfelt L, Musani SK, Griswold M, Taylor HA Jr,
Wilson G Sr, Correa A, Oksa H, Scott WR, Afzal U, Tan ST, Loh M, Chambers JC, Sehmi
J, Kooner JS, Lehne B, Cho YS, Lee JY, Han BG, Kargjamaki A, Qi Q, Qi L, Huang J, Hu
FB, Melander O, Orho-Melander M, Below JE, Aguilar D, Wong TY, Liu J, Khor CC, Chia
KS, Lim WY, Cheng CY, Chan E, Tai ES, Aung T, Linneberg A, Isomaa B, Meitinger T,
Tuomi T, Hakaste L, Kravic J, Jgrgensen ME, Lauritzen T, Deloukas P, Stirrups KE,
Owen KR, Farmer AJ, Frayling TM, O'Rahilly SP, Walker M, Levy JC, Hodgkiss D,
Hattersley AT, Kuulasmaa T, Stan¢akova A, Barroso |, Bharadwaj D, Chan J, Chandak
GR, Daly MJ, Donnelly PJ, Ebrahim SB, Elliott P, Fingerlin T, Froguel P, Hu C, Jia W, Ma
RCW, McVean G, Park T, Prabhakaran D, Sandhu M, Scott J, Sladek R, Tandon N, Teo
YY, Zeggini E, Watanabe RM, Koistinen HA, Kesaniemi YA, Uusitupa M, Spector TD,
Salomaa V, Rauramaa R, Palmer CNA, Prokopenko I, Morris AD, Bergman RN, Collins
FS, Lind L, Ingelsson E, Tuomilehto J, Karpe F, Groop L, Jgrgensen T, Hansen T,
Pedersen O, Kuusisto J, Abecasis G, Bell GI, Blangero J, Cox NJ, Duggirala R, Seielstad
M, Wilson JG, Dupuis J, Ripatti S, Hanis CL, Florez JC, Mohlke KL, Meigs JB, Laakso M,
Morris AP, Boehnke M, Altshuler D, McCarthy MI, Gloyn AL, Lindgren CM. A Low-
Frequency Inactivating AKT2 Variant Enriched in the Finnish Population Is Associated



638.

6309.

640.

641.

642.

643.

644.

645.

With Fasting Insulin Levels and Type 2 Diabetes Risk. Diabetes. 2017 Jul;66(7):2019-
2032.

Mathias SR, Knowles EEM, Barrett J, Beetham T, Leach O, Buccheri S, Aberizk K,
Blangero J, Poldrack RA, Glahn DC. Deficits in visual working-memory capacity and
general cognition in African Americans with psychosis. Schizophr Res. 2018 Mar;193:100-
106.

McCarthy NS, Badcock JC, Clark ML, Knowles EEM, Cadby G, Melton PE, Morgan VA,
Blangero J, Moses EK, Glahn DC, Jablensky A. Assessment of Cognition and Personality
as Potential Endophenotypes in the Western Australian Family Study of Schizophrenia.
Schizophr Bull. 2018 Jun 6;44(4):908-921.

McCloskey K, De Livera AM, Collier F, Ponsonby AL, Carlin JB, Vuillermin P, Mellett NA,
Jayawardana K, Weir JM, Blangero J, Curran JE, Burgner D, Meikle PJ;

BIS investigator group. Gestational Age and the Cord Blood Lipidomic Profile in Late
Preterm and Term Infants. Neonatology. 2018;114(3):215-222.

Merino J, Dashti HS, Li SX, Sarnowski C, Justice AE, Graff M, Papoutsakis C, Smith CE,
Dedoussis GV, Lemaitre RN, Wojczynski MK, Méannisté S, Ngwa JS, Kho M, Ahluwalia
TS, Pervjakova N, Houston DK, Bouchard C, Huang T, Orho-Melander M, Frazier-Wood
AC, Mook-Kanamori DO, Pérusse L, Pennell CE, de Vries PS, Voortman T, Li O, Kanoni
S, Rose LM, Lehtimaki T, Zhao JH, Feitosa MF, Luan J, McKeown NM, Smith JA, Hansen
T, Eklund N, Nalls MA, Rankinen T, Huang J, Hernandez DG, Schulz CA, Manichaikul A,
Li-Gao R, Vohl MC, Wang CA, van Rooij FJA, Shin J, Kalafati IP, Day F, Ridker PM,
Kahonen M, Siscovick DS, Langenberg C, Zhao W, Astrup A, Knekt P, Garcia M, Rao DC,
Qi Q, Ferrucci L, Ericson U, Blangero J, Hofman A, Pausova Z, Mikkila V, Wareham NJ,
Kardia SLR, Pedersen O, Jula A, Curran JE, Zillikens MC, Viikari JS, Forouhi NG,
Ordovas JM, Lieske JC, Rissanen H, Uitterlinden AG, Raitakari OT, Kiefte-de Jong JC,
Dupuis J, Rotter JI, North KE, Scott RA, Province MA, Perola M, Cupples LA, Turner ST,
Sgrensen TIA, Salomaa V, LiuY, Sung YJ, Qi L, Bandinelli S, Rich SS, de Mutsert R,
Tremblay A, Oddy WH, Franco OH, Paus T, Florez JC, Deloukas P, Lyytikdinen LP,
Chasman DI, Chu AY, Tanaka T. Genome-wide meta-analysis of macronutrient intake of
91,114 European ancestry participants from the cohorts for heart and aging research in
genomic epidemiology consortium. Mol Psychiatry. 2018 Jul 9. doi: 10.1038/s41380-018-
0079-4. [Epub ahead of print].

Mollon J, Knowles EEM, Mathias SR, Gur R, Peralta JM, Weiner DJ, Robinson EB, Gur
RE, Blangero J, Almasy L, Glahn DC. Genetic influence on cognitive development
between childhood and adulthood. Mol Psychiatry. 2018 Oct 19. doi: 10.1038/s41380-018-
0277-0. [Epub ahead of print].

Natarajan P, Peloso GM, Zekavat SM, Montasser M, Ganna A, Chaffin M, Khera AV, Zhou
W, Bloom JM, Engreitz JM, Ernst J, O'Connell JR, Ruotsalainen SE, Alver M, Manichaikul
A, Johnson WC, Perry JA, Poterba T, Seed C, Surakka IL, Esko T, Ripatti S, Salomaa V,
Correa A, Vasan RS, Kellis M, Neale BM, Lander ES, Abecasis G, Mitchell B, Rich SS,
Wilson JG, Cupples LA, Rotter JI, Willer CJ, Kathiresan S; NHLBI TOPMed Lipids Working
Group. Deep-coverage whole genome sequences and blood lipids among 16,324
individuals. Nat Commun. 2018 Aug 23;9(1):3391.

Peralta JM, Blackburn NB, Porto A, Blangero J, Charlesworth J. Genome-wide linkage
scan for loci influencing plasma triglyceride levels. BMC Proc. 2018 Sep 17;12(Suppl
9):52.

Porto A, Peralta JM, Blackburn NB, Blangero J. Reliability of genomic predictions of
complex human phenotypes. BMC Proc. 2018 Sep 17;12(Suppl 9):51.



646.

647.

648.

649.

650.

651.

652.

Ramstetter MD, Shenoy SA, Dyer TD, Lehman DM, Curran JE, Duggirala R, Blangero J,
Mezey JG, Williams AL. Inferring Identical-by-Descent Sharing of Sample Ancestors
Promotes High-Resolution Relative Detection. Am J Hum Genet. 2018 Jul 5;103(1):30-44.
Schmitt CA, Service SK, Jasinska AJ, Dyer TD, Jorgensen MJ, Cantor RM, Weinstock
GM, Blangero J, Kaplan JR, Freimer NB. Obesity and obesogenic growth are both highly
heritable and modified by diet in a nonhuman primate model, the African green monkey
(Chlorocebus aethiops sabaeus). Int J Obes (Lond). 2018 Apr;42(4):765-774.

Senderby IE, Gustafsson O, Doan NT, Hibar DP, Martin-Brevet S, Abdellaoui A, Ames D,
Amunts K, Andersson M, Armstrong NJ, Bernard M, Blackburn N, Blangero J, Boomsma
DI, Bralten J, Brattbak HR, Brodaty H, Brouwer RM, Bilow R, Calhoun V, Caspers S,
Cavalleri G, Chen CH, Cichon S, Ciufolini S, Corvin A, Crespo-Facorro B, Curran JE,
Dale AM, Dalvie S, Dazzan P, de Geus EJC, de Zubicaray Gl, de Zwarte SMC, Delanty N,
den Braber A, Desriviéres S, Donohoe G, Draganski B, Ehrlich S, Espeseth T, Fisher SE,
Franke B, Frouin V, Fukunaga M, Gareau T, Glahn DC, Grabe H, Groenewold NA, Haavik
J, Haberg A, Hashimoto R, Hehir-Kwa JY, Heinz A, Hillegers MHJ, Hoffmann P, Holleran
L, Hottenga JJ, Hulshoff HE, Ikeda M, Jahanshad N, Jernigan T, Jockwitz C, Johansson
S, Jonsdottir GA, Jonsson EG, Kahn R, Kaufmann T, Kelly S, Kikuchi M, Knowles EEM,
Kolskar KK, Kwok JB, Hellard SL, Leu C, Liu J, Lundervold AJ, Lundervold A, Martin NG,
Mather K, Mathias SR, McCormack M, McMahon KL, McRae A, Milaneschi Y, Moreau C,
Morris D, Mothersill D, Mihleisen TW, Murray R, Nordvik JE, Nyberg L, Olde Loohuis LM,
Ophoff R, Paus T, Pausova Z, Penninx B, Peralta JM, Pike B, Prieto C, Pudas S, Quinlan
E, Quintana DS, Reinbold CS, Marques TR, Reymond A, Richard G, Rodriguez-Herreros
B, Roiz-Santiafiez R, Rokicki J, Rucker J, Sachdev P, Sanders AM, Sando SB, Schmaal
L, Schofield PR, Schork AJ, Schumann G, Shin J, Shumskaya E, Sisodiya S, Steen VM,
Stein DJ, Steinberg S, Strike L, Teumer A, Thalamuthu A, Tordesillas-Gutierrez D, Turner
J, Ueland T, Uhlmann A, Ulfarsson MO, van 't Ent D, van der Meer D, van Haren NEM,
Vaskinn A, Vassos E, Walters GB, Wang Y, Wen W, Whelan CD, Wittfeld K, Wright M,
Yamamori H, Zayats T, Agartz |, Westlye LT, Jacquemont S, Djurovic S, Stefansson H,
Stefansson K, Thompson P, Andreassen OA; 16pl11.2 European Consortium, for the
ENIGMA-CNV working group. Dose response of the 16p11.2 distal copy number variant
on intracranial volume and basal ganglia. Mol Psychiatry. 2018 Oct 3. doi:
10.1038/s41380-018-0118-1. [Epub ahead of print].

Zekavat SM, Ruotsalainen S, Handsaker RE, Alver M, Bloom J, Poterba T, Seed C, Ernst
J, Chaffin M, Engreitz J, Peloso GM, Manichaikul A, Yang C, Ryan KA, Fu M, Johnson
WC, Tsai M, Budoff M, Vasan RS, Cupples LA, Rotter JI, Rich SS, Post W, Mitchell BD,
Correa A, Metspalu A, Wilson JG, Salomaa V, Kellis M, Daly MJ, Neale BM, McCarroll S,
Surakka I, Esko T, Ganna A, Ripatti S, Kathiresan S, Natarajan P; NHLBI TOPMed Lipids
Working Group. Deep coverage whole genome sequences and plasma lipoprotein(a) in
individuals of European and African ancestries. Nat Commun. 2018 Jul 4;9(1):2606.
Alexander-Bloch AF, Mathias SR, Fox PT, Olvera RL, Géring HHH, Duggirala R, Curran
JE, Blangero J, Glahn DC. Human Cortical Thickness Organized into Genetically-
determined Communities across Spatial Resolutions. Cereb Cortex. 2019 Jan 1;29(1):106-
118.

Blackburn NB, Michael LF, Meikle PJ, Peralta JM, Mosior M, McAhren S, Bui HH,
Bellinger MA, Giles C, Kumar S, Leandro AC, Almeida M, Weir JM, Mahaney MC, Dyer
TD, Almasy L, VandeBerg JL, Williams-Blangero S, Glahn DC, Duggirala R, Kowala M,
Blangero J, Curran JE. Rare DEGS1 variant significantly alters de novo ceramide
synthesis pathway. J Lipid Res. 2019 Sep;60(9):1630-1639.

Caballero M, Seidman DN, Qiao Y, Sannerud J, Dyer TD, Lehman DM, Curran JE,
Duggirala R, Blangero J, Carmi S, Williams AL. Crossover interference and sex-specific



653.

654.

655.

656.

657.

genetic maps shape identical by descent sharing in close relatives. PLoS Genet. 2019
Dec 20;15(12):€1007979.

Chen H, Huffman JE, Brody JA, Wang C, Lee S, Li Z, Gogarten SM, Sofer T, Bielak LF,
Bis JC, Blangero J, Bowler RP, Cade BE, Cho MH, Correa A, Curran JE, de Vries PS,
Glahn DC, Guo X, Johnson AD, Kardia S, Kooperberg C, Lewis JP, Liu X, Mathias RA,
Mitchell BD, O'Connell JR, Peyser PA, Post WS, Reiner AP, Rich SS, Rotter JI, Silverman
EK, Smith JA, Vasan RS, Wilson JG, Yanek LR; NHLBI Trans-Omics for Precision
Medicine (TOPMed) Consortium; TOPMed Hematology and Hemostasis Working Group,
Redline S, Smith NL, Boerwinkle E, Borecki IB, Cupples LA, Laurie CC, Morrison AC,
Rice KM, Lin X. Efficient Variant Set Mixed Model Association Tests for Continuous and
Binary Traits in Large-Scale Whole-Genome Sequencing Studies. Am J Hum Genet. 2019
Feb 7;104(2):260-274.

Flannick J, Mercader JM, Fuchsberger C, Udler MS, Mahajan A, Wessel J, Teslovich TM,
Caulkins L, Koesterer R, Barajas-Olmos F, Blackwell TW, Boerwinkle E, Brody JA,
Centeno-Cruz F, Chen L, Chen S, Contreras-Cubas C, Cérdova E, Correa A, Cortes M,
DeFronzo RA, Dolan L, Drews KL, Elliott A, Floyd JS, Gabriel S, Garay-Sevilla ME,
Garcia-Ortiz H, Gross M, Han S, Heard-Costa NL, Jackson AU, Jgrgensen ME, Kang HM,
Kelsey M, Kim BJ, Koistinen HA, Kuusisto J, Leader JB, Linneberg A, Liu CT, Liu J,
Lyssenko V, Manning AK, Marcketta A, Malacara-Hernandez JM, Martinez-Hernandez A,
Matsuo K, Mayer-Davis E, Mendoza-Caamal E, Mohlke KL, Morrison AC, Ndungu A, Ng
MCY, O'Dushlaine C, Payne AJ, Pihoker C; Broad Genomics Platform, Post WS, Preuss
M, Psaty BM, Vasan RS, Rayner NW, Reiner AP, Revilla-Monsalve C, Robertson NR,
Santoro N, Schurmann C, So WY, Soberén X, Stringham HM, Strom TM, Tam CHT,
Thameem F, Tomlinson B, Torres JM, Tracy RP, van Dam RM, Vujkovic M, Wang S,
Welch RP, Witte DR, Wong TY, Atzmon G, Barzilai N, Blangero J, Bonnycastle LL,
Bowden DW, Chambers JC, Chan E, Cheng CY, Cho YS, Collins FS, de Vries PS,
Duggirala R, Glaser B, Gonzalez C, Gonzalez ME, Groop L, Kooner JS, Kwak SH,
Laakso M, Lehman DM, Nilsson P, Spector TD, Tai ES, Tuomi T, Tuomilehto J, Wilson
JG, Aguilar-Salinas CA, Bottinger E, Burke B, Carey DJ, Chan JCN, Dupuis J, Frossard P,
Heckbert SR, Hwang MY, Kim YJ, Kirchner HL, Lee JY, Lee J, Loos RJF, Ma RCW,
Morris AD, O'Donnell CJ, Palmer CNA, Pankow J, Park KS, Rasheed A, Saleheen D, Sim
X, Small KS, Teo YY, Haiman C, Hanis CL, Henderson BE, Orozco L, Tusié-Luna T,
Dewey FE, Baras A, Gieger C, Meitinger T, Strauch K, Lange L, Grarup N, Hansen T,
Pedersen O, Zeitler P, Dabelea D, Abecasis G, Bell GI, Cox NJ, Seielstad M, Sladek R,
Meigs JB, Rich SS, Rotter JI; DiscovEHR Collaboration; CHARGE; LuCamp; ProDiGY;
GoT2D; ESP; SIGMA-T2D; T2D-GENES; AMP-T2D-GENES, Altshuler D, Burtt NP, Scott
LJ, Morris AP, Florez JC, McCarthy MI, Boehnke M. Exome sequencing of 20,791 cases
of type 2 diabetes and 24,440 controls. Nature. 2019 Jun;570(7759):71-76.

Glahn DC, Nimgaonkar VL, Raventés H, Contreras J, Mcintosh AM, Thomson PA,
Jablensky A, McCarthy NS, Charlesworth JC, Blackburn NB, Peralta JM, Knowles EEM,
Mathias SR, Ament SA, McMahon FJ, Gur RC, Bucan M, Curran JE, Almasy L, Gur RE,
Blangero J. Rediscovering the value of families for psychiatric genetics research. Mol
Psychiatry. 2019 Apr;24(4):523-535.

Johnson MP, Keyho R, Blackburn NB, Laston S, Kumar S, Peralta J, Thapa SS, Towne B,
Subedi J, Blangero J, Williams-Blangero S. Glycated Serum Protein Genetics and
Pleiotropy with Cardiometabolic Risk Factors. J Diabetes Res. 2019 Apr 4;2019:2310235.
Knowles EEM, Curran JE, Gdring HHH, Mathias SR, Mollon J, Rodrigue A, Olvera RL,
Leandro A, Duggirala R, Almasy L, Blangero J, Glahn DC. Family-based analyses reveal
novel genetic overlap between cytokine interleukin-8 and risk for suicide attempt. Brain
Behav Immun. 2019 Aug;80:292-299.



658.

659.

660.

661.

662.

663.

664.

665.

Knowles EEM, Mathias SR, Mollon J, Rodrigue A, Koenis MMG, Dyer TD, Goring HHH,
Curran JE, Olvera RL, Duggirala R, Alimasy L, Blangero J, Glahn DC. A QTL on
chromosome 3g23 influences processing speed in humans. Genes Brain Behav. 2019
Apr;18(4):e12530.

Kochunov P, Donohue B, Mitchell BD, Ganjgahi H, Adhikari B, Ryan M, Medland SE,
Jahanshad N, Thompson PM, Blangero J, Fieremans E, Novikov DS, Marcus D, Van
Essen DC, Glahn DC, Elliot Hong L, Nichols TE. Genomic kinship construction to enhance
genetic analyses in the human connectome project data. Hum Brain Mapp. 2019 Apr
1;40(5):1677-1688.

Kotkowski E, Price LR, Franklin C, Salazar M, Woolsey M, DeFronzo RA, Blangero J,
Glahn DC, Fox PT. A neural signature of metabolic syndrome. Hum Brain Mapp. 2019 Aug
15;40(12):3575-3588.

Kowalski MH, Qian H, Hou Z, Rosen JD, Tapia AL, Shan Y, Jain D, Argos M, Arnett DK,
Avery C, Barnes KC, Becker LC, Bien SA, Bis JC, Blangero J, Boerwinkle E, Bowden
DW, Buyske S, Cai J, Cho MH, Choi SH, Choquet H, Cupples LA, Cushman M, Daya M,
de Vries PS, Ellinor PT, Faraday N, Fornage M, Gabriel S, Ganesh SK, Graff M, Gupta N,
He J, Heckbert SR, Hidalgo B, Hodonsky CJ, Irvin MR, Johnson AD, Jorgenson E, Kaplan
R, Kardia SLR, Kelly TN, Kooperberg C, Lasky-Su JA, Loos RJF, Lubitz SA, Mathias RA,
McHugh CP, Montgomery C, Moon JY, Morrison AC, Palmer ND, Pankratz N,
Papanicolaou GJ, Peralta JM, Peyser PA, Rich SS, Rotter JI, Silverman EK, Smith JA,
Smith NL, Taylor KD, Thornton TA, Tiwari HK, Tracy RP, Wang T, Weiss ST, Weng LC,
Wiggins KL, Wilson JG, Yanek LR, Zéllner S, North KE, Auer PL; NHLBI Trans-Omics for
Precision Medicine (TOPMed) Consortium; TOPMed Hematology & Hemostasis Working
Group, Raffield LM, Reiner AP, Li Y. Use of >100,000 NHLBI Trans-Omics for Precision
Medicine (TOPMed) Consortium whole genome sequences improves imputation quality
and detection of rare variant associations in admixed African and Hispanic/Latino
populations. PLoS Genet. 2019 Dec 23;15(12):e1008500.

Kumar S, Espinosa EC, Leandro AC, Curran JE, Blangero J. microRNA and mRNA
interactions in induced pluripotent stem cell reprogramming of lymphoblastoid cell lines.
Am J Stem Cells. 2019 Aug 15;8(2):28-37.

Manusov EG, Diego VP, Smith J, Garza JR 2nd, Lowdermilk J, Blangero J, Williams-
Blangero S, Fernandez F. UniMévil: A Maobile Health Clinic Providing Primary Care to the
Colonias of the Rio Grande Valley, South Texas. Front Public Health. 2019 Aug 21;7:215.
Melton PE, Johnson MP, Gokhale-Agashe D, Rea AJ, Ariff A, Cadby G, Peralta JM,
Mcnab TJ, Allcock RJ, Abraham LJ, Blangero J, Brennecke SP, Moses EK. Whole-exome
sequencing in multiplex preeclampsia families identifies novel candidate susceptibility
genes. J Hypertens. 2019 May;37(5):997-1011.

Merino J, Dashti HS, Li SX, Sarnowski C, Justice AE, Graff M, Papoutsakis C, Smith CE,
Dedoussis GV, Lemaitre RN, Wojczynski MK, Mannistd S, Ngwa JS, Kho M, Ahluwalia
TS, Pervjakova N, Houston DK, Bouchard C, Huang T, Orho-Melander M, Frazier-Wood
AC, Mook-Kanamori DO, Pérusse L, Pennell CE, de Vries PS, Voortman T, Li O, Kanoni
S, Rose LM, Lehtimaki T, Zhao JH, Feitosa MF, Luan J, McKeown NM, Smith JA, Hansen
T, Eklund N, Nalls MA, Rankinen T, Huang J, Hernandez DG, Schulz CA, Manichaikul A,
Li-Gao R, Vohl MC, Wang CA, van Rooij FJA, Shin J, Kalafati IP, Day F, Ridker PM,
Kahonen M, Siscovick DS, Langenberg C, Zhao W, Astrup A, Knekt P, Garcia M, Rao DC,
Qi Q, Ferrucci L, Ericson U, Blangero J, Hofman A, Pausova Z, Mikkila V, Wareham NJ,
Kardia SLR, Pedersen O, Jula A, Curran JE, Zillikens MC, Viikari JS, Forouhi NG,
Ordovéas JM, Lieske JC, Rissanen H, Uitterlinden AG, Raitakari OT, Kiefte-de Jong JC,
Dupuis J, Rotter JI, North KE, Scott RA, Province MA, Perola M, Cupples LA, Turner ST,
Sgrensen TIA, Salomaa V, LiuY, Sung YJ, Qi L, Bandinelli S, Rich SS, de Mutsert R,



666.

667.

668.

669.

670.

Tremblay A, Oddy WH, Franco OH, Paus T, Florez JC, Deloukas P, Lyytikainen LP,
Chasman DI, Chu AY, Tanaka T. Genome-wide meta-analysis of macronutrient intake of
91,114 European ancestry participants from the cohorts for heart and aging research in
genomic epidemiology consortium. Mol Psychiatry. 2019 Dec;24(12):1920-1932.
Rodrigue AL, Knowles EE, Mollon J, Mathias SR, Koenis MM, Peralta JM, Leandro AC,
Fox PT, Sprooten E, Kochunov P, Olvera RL, Duggirala R, Almasy L, Curran JE,
Blangero J, Glahn DC. Evidence for genetic correlation between human cerebral white
matter microstructure and inflammation. Hum Brain Mapp. 2019 Oct 1;40(14):4180-4191.
Sarnowski C, Leong A, Raffield LM, Wu P, de Vries PS, DiCorpo D, Guo X, Xu H, LiuY,
Zheng X, Hu Y, Brody JA, Goodarzi MO, Hidalgo BA, Highland HM, Jain D, Liu CT, Naik
RP, O'Connell JR, Perry JA, Porneala BC, Selvin E, Wessel J, Psaty BM, Curran JE,
Peralta JM, Blangero J, Kooperberg C, Mathias R, Johnson AD, Reiner AP, Mitchell BD,
Cupples LA, Vasan RS, Correa A, Morrison AC, Boerwinkle E, Rotter JI, Rich SS,
Manning AK, Dupuis J, Meigs JB; TOPMed Diabetes Working Group; TOPMed
Hematology Working Group; TOPMed Hemostasis Working Group; National Heart, Lung,
and Blood Institute TOPMed Consortium. Impact of Rare and Common Genetic Variants
on Diabetes Diagnosis by Hemoglobin Alc in Multi-Ancestry Cohorts: The Trans-Omics
for Precision Medicine Program. Am J Hum Genet. 2019 Oct 3;105(4):706-718.

Writing Committee for the ENIGMA-CNV Working Group , van der Meer D, Sgnderby |E,
Kaufmann T, Walters GB, Abdellaoui A, Ames D, Amunts K, Andersson M, Armstrong NJ,
Bernard M, Blackburn NB, Blangero J, Boomsma DI, Brodaty H, Brouwer RM, Billow R,
Cahn W, Calhoun VD, Caspers S, Cavalleri GL, Ching CRK, Cichon S, Ciufolini S, Corvin
A, Crespo-Facorro B, Curran JE, Dalvie S, Dazzan P, de Geus EJC, de Zubicaray Gl, de
Zwarte SMC, Delanty N, den Braber A, Desrivieres S, Di Forti M, Doherty JL, Donohoe G,
Ehrlich S, Eising E, Espeseth T, Fisher SE, Fladby T, Frei O, Frouin V, Fukunaga M,
Gareau T, Glahn DC, Grabe HJ, Groenewold NA, Gustafsson O, Haavik J, Haberg AK,
Hashimoto R, Hehir-Kwa JY, Hibar DP, Hillegers MHJ, Hoffmann P, Holleran L, Hottenga
JJ, Hulshoff Pol HE, lIkeda M, Jacquemont S, Jahanshad N, Jockwitz C, Johansson S,
Jonsson EG, Kikuchi M, Knowles EEM, Kwok JB, Le Hellard S, Linden DEJ, Liu J,
Lundervold A, Lundervold AJ, Martin NG, Mather KA, Mathias SR, McMahon KL, McRae
AF, Medland SE, Moberget T, Moreau C, Morris DW, Mihleisen TW, Murray RM, Nordvik
JE, Nyberg L, Olde Loohuis LM, Ophoff RA, Owen MJ, Paus T, Pausova Z, Peralta JM,
Pike B, Prieto C, Quinlan EB, Reinbold CS, Reis Marques T, Rucker JJH, Sachdev PS,
Sando SB, Schofield PR, Schork AJ, Schumann G, Shin J, Shumskaya E, Silva Al,
Sisodiya SM, Steen VM, Stein DJ, Strike LT, Tamnes CK, Teumer A, Thalamuthu A,
Tordesillas-Gutiérrez D, Uhlmann A, Ulfarsson MO, van 't Ent D, van den Bree MBM,
Vassos E, Wen W, Wittfeld K, Wright MJ, Zayats T, Dale AM, Djurovic S, Agartz I,
Westlye LT, Stefansson H, Stefansson K, Thompson PM, Andreassen OA. Association of
Copy Number Variation of the 15g11.2 BP1-BP2 Region With Cortical and Subcortical
Morphology and Cognition. JAMA Psychiatry. 2019 Oct 30:1-11. doi:
10.1001/jamapsychiatry.2019.3779. [Epub ahead of print].

Alexander-Bloch AF, Raznahan A, Vandekar SN, Seidlitz J, Lu Z, Matthias SR, Knowles
E, Mollon J, Rodrigue A, Curran JE, Gorring HHH, Satterthwaite TD, Gur RE, Bassett DS,
Hoftman GD, Pearlson G, Shinohara RT, Liu S, Fox PT, Almasy L, Blangero J, Glahn DC.
Imaging local genetic influences on cortical folding. Proc Natl Acad Sci U S A. 2020 Mar
31;117(13):7430-7436.

Bick AG, Weinstock JS, Nandakumar SK, Fulco CP, Bao EL, Zekavat SM, Szeto MD, Liao
X, Leventhal MJ, Nasser J, Chang K, Laurie C, Burugula BB, Gibson CJ, Lin AE, Taub
MA, Aguet F, Ardlie K, Mitchell BD, Barnes KC, Moscati A, Fornage M, Redline S, Psaty
BM, Silverman EK, Weiss ST, Palmer ND, Vasan RS, Burchard EG, Kardia SLR, He J,



671.

672.

673.

674.

675.

676.

Kaplan RC, Smith NL, Arnett DK, Schwartz DA, Correa A, de Andrade M, Guo X, Konkle
BA, Custer B, Peralta JM, Gui H, Meyers DA, McGarvey ST, Chen lY, Shoemaker MB,
Peyser PA, Broome JG, Gogarten SM, Wang FF, Wong Q, Montasser ME, Daya M,
Kenny EE, North KE, Launer LJ, Cade BE, Bis JC, Cho MH, Lasky-Su J, Bowden DW,
Cupples LA, Mak ACY, Becker LC, Smith JA, Kelly TN, Aslibekyan S, Heckbert SR, Tiwari
HK, Yang IV, Heit JA, Lubitz SA, Johnsen JM, Curran JE, Wenzel SE, Weeks DE, Rao
DC, Darbar D, Moon JY, Tracy RP, Buth EJ, Rafaels N, Loos RJF, Durda P, Liu Y, Hou L,
Lee J, Kachroo P, Freedman BlI, Levy D, Bielak LF, Hixson JE, Floyd JS, Whitsel EA,
Ellinor PT, Irvin MR, Fingerlin TE, Raffield LM, Armasu SM, Wheeler MM, Sabino EC,
Blangero J, Williams LK, Levy BD, Sheu WH, Roden DM, Boerwinkle E, Manson JE,
Mathias RA, Desai P, Taylor KD, Johnson AD; NHLBI Trans-Omics for Precision Medicine
Consortium, Auer PL, Kooperberg C, Laurie CC, Blackwell TW, Smith AV, Zhao H, Lange
E, Lange L, Rich SS, Rotter JI, Wilson JG, Scheet P, Kitzman JO, Lander ES, Engreitz
JM, Ebert BL, Reiner AP, Jaiswal S, Abecasis G, Sankaran VG, Kathiresan S, Natarajan
P. Inherited causes of clonal haematopoiesis in 97,691 whole genomes. Nature. 2020
Oct;586(7831):763-768.

Blackburn AN, Blondell L, Kos MZ, Blackburn NB, Peralta JM, Stevens PT, Lehman DM,
Blangero J, Goring HHH. Genotype phasing in pedigrees using whole- genome sequence
data. Eur J Hum Genet. 2020 Jun;28(6):790-803.

Blackburn NB, Michael LF, Meikle PJ, Peralta JM, Mosior M, McAhren S, Bui HH,
Bellinger MA, Giles C, Kumar S, Leandro AC, Almeida M, Weir JM, Mahaney MC, Dyer
TD, Almasy L, VandeBerg JL, Williams-Blangero S, Glahn DC, Duggirala R, Kowala M,
Blangero J, Curran JE. Rare DEGSL1 variant significantly alters de novo ceramide
synthesis pathway. J Lipid Res. 2019 Sep;60(9):1630-1639.

Caballero M, Seidman DN, Qiao Y, Sannerud J, Dyer TD, Lehman DM, Curran JE,
Duggirala R, Blangero J, Carmi S, Williams AL. Crossover interference and sex-specific
genetic maps shape identical by descent sharing in close relatives. PLoS Genet. 2019
Dec 20;15(12):€1007979.

Cadby G, Melton PE, McCarthy NS, Giles C, Mellett NA, Huynh K, Hung J, Beilby J, Dubé
MP, Watts GF, Blangero J, Meikle PJ, Moses EK. Heritability of 596 lipid species and
genetic correlation with cardiovascular traits in the Busselton Family Heart Study. J Lipid
Res. 2020 Apr;61(4):537-545.

Diego VP, Luu BW, Hofmann M, Dinh LV, Almeida M, Powell JS, Rajalingam R, Peralta
JM, Kumar S, Curran JE, Sauna ZE, Kellerman R, Park Y, Key NS, Escobar MA, Huynh
H, Verhagen AM, Williams-Blangero S, Lehmann PV, Maraskovsky E, Blangero J,
Howard TE. Quantitative HLA-class-Il/factor VIII (FVIII) peptidomic variation in dendritic
cells correlates with the immunogenic potential of therapeutic FVIII proteins in hemophilia
A. J Thromb Haemost. 2020 Jan;18(1):201-216.

Grasby KL, Jahanshad N, Painter JN, Colodro-Conde L, Bralten J, Hibar DP, Lind PA,
Pizzagalli F, Ching CRK, McMahon MAB, Shatokhina N, Zsembik LCP, Thomopoulos SlI,
Zhu AH, Strike LT, Agartz I, Alhusaini S, Almeida MAA, Alnees D, Amlien IK, Andersson M,
Ard T, Armstrong NJ, Ashley-Koch A, Atkins JR, Bernard M, Brouwer RM, Buimer EEL,
Bilow R, Birger C, Cannon DM, Chakravarty M, Chen Q, Cheung JW, Couvy-Duchesne
B, Dale AM, Dalvie S, de Araujo TK, de Zubicaray Gl, de Zwarte SMC, den Braber A,
Doan NT, Dohm K, Ehrlich S, Engelbrecht HR, Erk S, Fan CC, Fedko IO, Foley SF, Ford
JM, Fukunaga M, Garrett ME, Ge T, Giddaluru S, Goldman AL, Green MJ, Groenewold
NA, Grotegerd D, Gurholt TP, Gutman BA, Hansell NK, Harris MA, Harrison MB, Haswell
CC, Hauser M, Herms S, Heslenfeld DJ, Ho NF, Hoehn D, Hoffmann P, Holleran L,
Hoogman M, Hottenga JJ, lkeda M, Janowitz D, Jansen IE, Jia T, Jockwitz C, Kanai R,
Karama S, Kasperaviciute D, Kaufmann T, Kelly S, Kikuchi M, Klein M, Knapp M, Knodt



677.

AR, Kramer B, Lam M, Lancaster TM, Lee PH, Lett TA, Lewis LB, Lopes-Cendes |,
Luciano M, Macciardi F, Marquand AF, Mathias SR, Melzer TR, Milaneschi Y, Mirza-
Schreiber N, Moreira JCV, Muhleisen TW, Miiller-Myhsok B, Najt P, Nakahara S, Nho K,
Olde Loohuis LM, Orfanos DP, Pearson JF, Pitcher TL, Pitz B, Quidé Y, Ragothaman A,
Rashid FM, Reay WR, Redlich R, Reinbold CS, Repple J, Richard G, Riedel BC, Risacher
SL, Rocha CS, Mota NR, Salminen L, Saremi A, Saykin AJ, Schlag F, Schmaal L,
Schofield PR, Secolin R, Shapland CY, Shen L, Shin J, Shumskaya E, Sgnderby IE,
Sprooten E, Tansey KE, Teumer A, Thalamuthu A, Tordesillas-Gutiérrez D, Turner JA,
Uhlmann A, Vallerga CL, van der Meer D, van Donkelaar MMJ, van Eijk L, van Erp TGM,
van Haren NEM, van Rooij D, van Tol MJ, Veldink JH, Verhoef E, Walton E, Wang M,
Wang Y, Wardlaw JM, Wen W, Westlye LT, Whelan CD, Witt SH, Wittfeld K, Wolf C,
Wolfers T, Wu JQ, Yasuda CL, Zaremba D, Zhang Z, Zwiers MP, Artiges E, Assareh AA,
Ayesa-Arriola R, Belger A, Brandt CL, Brown GG, Cichon S, Curran JE, Davies GE,
Degenhardt F, Dennis MF, Dietsche B, Djurovic S, Doherty CP, Espiritu R, Garijo D, Gil Y,
Gowland PA, Green RC, Hausler AN, Heindel W, Ho BC, Hoffmann WU, Holsboer F,
Homuth G, Hosten N, Jack CR Jr, Jang M, Jansen A, Kimbrel NA, Kolskar K, Koops S,
Krug A, Lim KO, Luykx JJ, Mathalon DH, Mather KA, Mattay VS, Matthews S, Mayoral
Van Son J, McEwen SC, Melle |, Morris DW, Mueller BA, Nauck M, Nordvik JE, N6then
MM, O'Leary DS, Opel N, Martinot MP, Pike GB, Preda A, Quinlan EB, Rasser PE,
Ratnakar V, Reppermund S, Steen VM, Tooney PA, Torres FR, Veltman DJ, Voyvodic JT,
Whelan R, White T, Yamamori H, Adams HHH, Bis JC, Debette S, Decarli C, Fornage M,
Gudnason V, Hofer E, lkram MA, Launer L, Longstreth WT, Lopez OL, Mazoyer B, Mosley
TH, Roshchupkin GV, Satizabal CL, Schmidt R, Seshadri S, Yang Q; Alzheimer’s Disease
Neuroimaging Initiative; CHARGE Consortium; EPIGEN Consortium; IMAGEN
Consortium; SYS Consortium; Parkinson’s Progression Markers Initiative, Alvim MKM,
Ames D, Anderson TJ, Andreassen OA, Arias-Vasquez A, Bastin ME, Baune BT,
Beckham JC, Blangero J, Boomsma DI, Brodaty H, Brunner HG, Buckner RL, Buitelaar
JK, Bustillo JR, Cahn W, Cairns MJ, Calhoun V, Carr VJ, Caseras X, Caspers S, Cavalleri
GL, Cendes F, Corvin A, Crespo-Facorro B, Dalrymple-Alford JC, Dannlowski U, de Geus
EJC, Deary 1J, Delanty N, Depondt C, Desrivieres S, Donohoe G, Espeseth T, Fernandez
G, Fisher SE, Flor H, Forstner AJ, Francks C, Franke B, Glahn DC, Gollub RL, Grabe HJ,
Gruber O, Haberg AK, Hariri AR, Hartman CA, Hashimoto R, Heinz A, Henskens FA,
Hillegers MHJ, Hoekstra PJ, Holmes AJ, Hong LE, Hopkins WD, Hulshoff Pol HE,
Jernigan TL, Jonsson EG, Kahn RS, Kennedy MA, Kircher TTJ, Kochunov P, Kwok JBJ,
Le Hellard S, Loughland CM, Martin NG, Martinot JL, McDonald C, McMahon KL, Meyer-
Lindenberg A, Michie PT, Morey RA, Mowry B, Nyberg L, Oosterlaan J, Ophoff RA,
Pantelis C, Paus T, Pausova Z, Penninx BWJH, Polderman TJC, Posthuma D, Rietschel
M, Roffman JL, Rowland LM, Sachdev PS, Samann PG, Schall U, Schumann G, Scott RJ,
Sim K, Sisodiya SM, Smoller JW, Sommer IE, St Pourcain B, Stein DJ, Toga AW, Trollor
JN, Van der Wee NJA, van 't Ent D, Volzke H, Walter H, Weber B, Weinberger DR, Wright
MJ, Zhou J, Stein JL, Thompson PM, Medland SE; Enhancing Neurolmaging Genetics
through Meta-Analysis Consortium (ENIGMA)—Genetics working group. The genetic
architecture of the human cerebral cortex. Science. 2020 Mar 20;367(6484). pii:
eaay6690.

Kessler MD, Loesch DP, Perry JA, Heard-Costa NL, Taliun D, Cade BE, Wang H, Daya M,
Ziniti J, Datta S, Celedodn JC, Soto-Quiros ME, Avila L, Weiss ST, Barnes K, Redline SS,
Vasan RS, Johnson AD, Mathias RA, Hernandez R, Wilson JG, Nickerson DA, Abecasis
G, Browning SR, Zdllner S, O'Connell JR, Mitchell BD; National Heart, Lung, and Blood
Institute Trans-Omics for Precision Medicine (TOPMed) Consortium; TOPMed
Population Genetics Working Group, O'Connor TD. De novo mutations across 1,465



678.

679.

680.

681.

682.

683.

684.

685.

diverse genomes reveal mutational insights and reductions in the Amish founder
population. Proc Natl Acad Sci U S A. 2020 Feb 4;117(5):2560-2569.

Kharabian Masouleh S, Eickhoff SB, Zeighami Y, Lewis LB, Dahnke R, Gaser C,
Chouinard-Decorte F, Lepage C, Scholtens LH, Hoffstaedter F, Glahn DC, Blangero J,
Evans AC, Genon S, Valk SL. Influence of Processing Pipeline on Cortical Thickness
Measurement. Cereb Cortex. 2020 Jul 30;30(9):5014-5027.

Kumar S, Curran JE, DelLeon E, Leandro AC, Howard TE, Lehman DM, Williams-
Blangero S, Glahn DC, Blangero J. Role of miRNA-mRNA Interaction in Neural Stem Cell
Differentiation of Induced Pluripotent Stem Cells. Int J Mol Sci. 2020 Sep 23;21(19):6980.
Kumar S, Curran JE, Espinosa EC, Glahn DC, Blangero J. Highly efficient induced
pluripotent stem cell reprogramming of cryopreserved lymphoblastoid cell lines. J Biol
Methods. 2020 Jan 8;7(1):e124. doi: 10.14440/jom.2020.296. eCollection 2020.

Li X, Li Z, Zhou H, Gaynor SM, Liu Y, Chen H, Sun R, Dey R, Arnett DK, Aslibekyan S,
Ballantyne CM, Bielak LF, Blangero J, Boerwinkle E, Bowden DW, Broome JG, Conomos
MP, Correa A, Cupples LA, Curran JE, Freedman BI, Guo X, Hindy G, Irvin MR, Kardia
SLR, Kathiresan S, Khan AT, Kooperberg CL, Laurie CC, Liu XS, Mahaney MC,
Manichaikul AW, Martin LW, Mathias RA, McGarvey ST, Mitchell BD, Montasser ME,
Moore JE, Morrison AC, O'Connell JR, Palmer ND, Pampana A, Peralta JM, Peyser PA,
Psaty BM, Redline S, Rice KM, Rich SS, Smith JA, Tiwari HK, Tsai MY, Vasan RS, Wang
FF, Weeks DE, Weng Z, Wilson JG, Yanek LR; NHLBI Trans-Omics for Precision
Medicine (TOPMed) Consortium; TOPMed Lipids Working Group, Neale BM, Sunyaev
SR, Abecasis GR, Rotter JI, Willer CJ, Peloso GM, Natarajan P, Lin X. Dynamic
incorporation of multiple in silico functional annotations empowers rare variant association
analysis of large whole-genome sequencing studies at scale. Nat Genet. 2020
Sep;52(9):969-983.

Lopez-Alvarenga JC, Chittoor G, Paul SFD, Puppala S, Farook VS, Fowler SP, Resendez
RG, Hernandez-Ruiz J, Diaz-Badillo A, Salazar D, Garza DD, Lehman DM, Mummidi S,
Arya R, Jenkinson CP, Lynch JL, DeFronzo RA, Blangero J, Hale DE, Duggirala R.
Acanthosis nigricans as a composite marker of cardiometabolic risk and its complex
association with obesity and insulin resistance in Mexican American children. PLoS One.
2020 Oct 15;15(10):e0240467.

Mathias SR, Knowles EEM, Mollon J, Rodrigue A, Koenis MMC, Alexander-Bloch AF,
Winkler AM, Olvera RL, Duggirala R, Géring HHH, Curran JE, Fox PT, Almasy L, Blangero
J, Glahn DC. Minimal Relationship between Local Gyrification and General Cognitive
Ability in Humans. Cereb Cortex. 2020 May 18;30(6):3439-3450.

Mollon J, Curran JE, Mathias SR, Knowles EEM, Carlisle P, Fox PT, Olvera RL, Géring
HHH, Rodrigue A, Almasy L, Duggirala R, Blangero J, Glahn DC. Neurocognitive
impairment in type 2 diabetes: evidence for shared genetic aetiology. Diabetologia. 2020
May;63(5):977-986.

Nielsen JB, Rom O, Surakka I, Graham SE, Zhou W, Roychowdhury T, Fritsche LG,
Gagliano Taliun SA, Sidore C, Liu Y, Gabrielsen ME, Skogholt AH, Wolford B, Overton W,
Zhao Y, Chen J, Zhang H, Hornsby WE, Acheampong A, Grooms A, Schaefer A, Zajac
GJM, Villacorta L, Zhang J, Brumpton B, Lgset M, Rai V, Lundegaard PR, Olesen MS,
Taylor KD, Palmer ND, Chen YD, Choi SH, Lubitz SA, Ellinor PT, Barnes KC, Daya M,
Rafaels N, Weiss ST, Lasky-Su J, Tracy RP, Vasan RS, Cupples LA, Mathias RA, Yanek
LR, Becker LC, Peyser PA, Bielak LF, Smith JA, Aslibekyan S, Hidalgo BA, Arnett DK,
Irvin MR, Wilson JG, Musani SK, Correa A, Rich SS, Guo X, Rotter JI, Konkle BA,
Johnsen JM, Ashley-Koch AE, Telen MJ, Sheehan VA, Blangero J, Curran JE, Peralta
JM, Montgomery C, Sheu WH, Chung RH, Schwander K, Nouraie SM, Gordeuk VR,
Zhang Y, Kooperberg C, Reiner AP, Jackson RD, Bleecker ER, Meyers DA, Li X, Das S,



686.

687.

688.

689.

690.

691.

Yu K, LeFaive J, Smith A, Blackwell T, Taliun D, Zollner S, Forer L, Schoenherr S,
Fuchsberger C, Pandit A, Zawistowski M, Kheterpal S, Brummett CM, Natarajan P,
Schlessinger D, Lee S, Kang HM, Cucca F, Holmen OL, Asvold BO, Boehnke M,
Kathiresan S, Abecasis GR, Chen YE, Willer CJ, Hveem K. Loss-of-function genomic
variants highlight potential therapeutic targets for cardiovascular disease. Nat Commun.
2020 Dec 18;11(1):6417.

Pizzagalli F, Auzias G, Yang Q, Mathias SR, Faskowitz J, Boyd JD, Amini A, Riviére D,
McMahon KL, de Zubicaray GI, Martin NG, Mangin JF, Glahn DC, Blangero J, Wright MJ,
Thompson PM, Kochunov P, Jahanshad N. The reliability and heritability of cortical folds
and their genetic correlations across hemispheres. Commun Biol. 2020 Sep 15;3(1):510.
Rodrigue AL, Mastrovito D, Esteban O, Durnez J, Koenis MMG, Janssen R, Alexander-
Bloch A, Knowles EM, Mathias SR, Mollon J, Pearlson GD, Frangou S, Blangero J,
Poldrack RA, Glahn DC. Searching for Imaging Biomarkers of Psychotic Dysconnectivity.
Biol Psychiatry Cogn Neurosci Neuroimaging. 2020 Dec 16:52451-9022(20)30372-4.
[Epub ahead of print].

Seidman DN, Shenoy SA, Kim M, Babu R, Woods IG, Dyer TD, Lehman DM, Curran JE,
Duggirala R, Blangero J, Williams AL. Rapid, Phase-free Detection of Long Identity-by-
Descent Segments Enables Effective Relationship Classification. Am J Hum Genet. 2020
Apr 2;106(4):453-466.

Senderby IE, Gustafsson O, Doan NT, Hibar DP, Martin-Brevet S, Abdellaoui A, Ames D,
Amunts K, Andersson M, Armstrong NJ, Bernard M, Blackburn N, Blangero J, Boomsma
DI, Bralten J, Brattbak HR, Brodaty H, Brouwer RM, Bilow R, Calhoun V, Caspers S,
Cavalleri G, Chen CH, Cichon S, Ciufolini S, Corvin A, Crespo-Facorro B, Curran JE,
Dale AM, Dalvie S, Dazzan P, de Geus EJC, de Zubicaray Gl, de Zwarte SMC, Delanty N,
den Braber A, Desrivieres S, Donohoe G, Draganski B, Ehrlich S, Espeseth T, Fisher SE,
Franke B, Frouin V, Fukunaga M, Gareau T, Glahn DC, Grabe H, Groenewold NA, Haavik
J, Haberg A, Hashimoto R, Hehir-Kwa JY, Heinz A, Hillegers MHJ, Hoffmann P, Holleran
L, Hottenga JJ, Hulshoff HE, lkeda M, Jahanshad N, Jernigan T, Jockwitz C, Johansson
S, Jonsdottir GA, Jonsson EG, Kahn R, Kaufmann T, Kelly S, Kikuchi M, Knowles EEM,
Kolskar KK, Kwok JB, Hellard SL, Leu C, Liu J, Lundervold AJ, Lundervold A, Martin NG,
Mather K, Mathias SR, McCormack M, McMahon KL, McRae A, Milaneschi Y, Moreau C,
Morris D, Mothersill D, Mihleisen TW, Murray R, Nordvik JE, Nyberg L, Olde Loohuis LM,
Ophoff R, Paus T, Pausova Z, Penninx B, Peralta JM, Pike B, Prieto C, Pudas S, Quinlan
E, Quintana DS, Reinbold CS, Marques TR, Reymond A, Richard G, Rodriguez-Herreros
B, Roiz-Santiafiez R, Rokicki J, Rucker J, Sachdev P, Sanders AM, Sando SB, Schmaal
L, Schofield PR, Schork AJ, Schumann G, Shin J, Shumskaya E, Sisodiya S, Steen VM,
Stein DJ, Steinberg S, Strike L, Teumer A, Thalamuthu A, Tordesillas-Gutierrez D, Turner
J, Ueland T, Uhlmann A, Ulfarsson MO, van 't Ent D, van der Meer D, van Haren NEM,
Vaskinn A, Vassos E, Walters GB, Wang Y, Wen W, Whelan CD, Wittfeld K, Wright M,
Yamamori H, Zayats T, Agartz |, Westlye LT, Jacquemont S, Djurovic S, Stefansson H,
Stefansson K, Thompson P, Andreassen OA; 16p11.2 European Consortium, for the
ENIGMA-CNV working group. Dose response of the 16p11.2 distal copy number variant
on intracranial volume and basal ganglia. Mol Psychiatry. 2020 Mar;25(3):584-602.
Strunz T, Lauwen S, Kiel C; International AMD Genomics Consortium (IAMDGC),
Hollander AD, Weber BHF. A transcriptome-wide association study based on 27 tissues
identifies 106 genes potentially relevant for disease pathology in age-related macular
degeneration. Sci Rep. 2020 Jan 31;10(1):1584.

Blackburn NB, Leandro AC, Nahvi N, Devlin MA, Leandro M, Martinez Escobedo I, Peralta
JM, George J, Stacy BA, deMaar TW, Blangero J, Keniry M, Curran JE. Transcriptomic



692.

693.

694.

695.

696.

697.

Profiling of Fibropapillomatosis in Green Sea Turtles (Chelonia mydas) From South Texas.
Front Immunol. 2021 Feb 24;12:630988.

Blackburn NB, Meikle PJ, Peralta JM, Kumar S, Leandro AC, Bellinger MA, Giles C,
Huynh K, Mahaney MC, Géring HHH, VandeBerg JL, Williams-Blangero S, Glahn DC,
Duggirala R, Blangero J, Michael LF, Curran JE. Identifying the Lipidomic Effects of a
Rare Loss-of-Function Deletion in ANGPTL3. Circ Genom Precis Med. 2021 June;
14(3):e003232. PMCID: PMC8206021

Cade BE, Lee J, Sofer T, Wang H, Zhang M, Chen H, Gharib SA, Gottlieb DJ, Guo X,
Lane JM, Liang J, Lin X, Mei H, Patel SR, Purcell SM, Saxena R, Shah NA, Evans DS,
Hanis CL, Hillman DR, Mukherjee S, Palmer LJ, Stone KL, Tranah GJ; NHLBI Trans-
Omics for Precision Medicine (TOPMed) Consortium, Abecasis GR, Boerwinkle EA,
Correa A, Cupples LA, Kaplan RC, Nickerson DA, North KE, Psaty BM, Rotter JI, Rich SS,
Tracy RP, Vasan RS, Wilson JG, Zhu X, Redline S; TOPMed Sleep Working Group.
Whole-genome association analyses of sleep-disordered breathing phenotypes in the
NHLBI TOPMed program. Genome Med. 2021 Aug 26;13(1):136.

Gao S, Donohue B, Hatch KS, Chen S, Ma T, Ma Y, Kvarta MD, Bruce H, Adhikari BM,
Jahanshad N, Thompson PM, Blangero J, Hong LE, Medland SE, Ganjgahi H, Nichols
TE, Kochunov P. Comparing empirical kinship derived heritability for imaging genetics
traits in the UK biobank and human connectome project. Neuroimage. 2021 Nov
2;245:118700.

Goodrich JK, Singer-Berk M, Son R, Sveden A, Wood J, England E, Cole JB, Weisburd B,
Watts N, Caulkins L, Dornbos P, Koesterer R, Zappala Z, Zhang H, Maloney KA, Dahl A,
Aguilar-Salinas CA, Atzmon G, Barajas-Olmos F, Barzilai N, Blangero J, Boerwinkle E,
Bonnycastle LL, Bottinger E, Bowden DW, Centeno-Cruz F, Chambers JC, Chami N,
Chan E, Chan J, Cheng CY, Cho YS, Contreras-Cubas C, Cdrdova E, Correa A,
DeFronzo RA, Duggirala R, Dupuis J, Garay-Sevilla ME, Garcia-Ortiz H, Gieger C, Glaser
B, Gonzalez-Villalpando C, Gonzalez ME, Grarup N, Groop L, Gross M, Haiman C, Han S,
Hanis CL, Hansen T, Heard-Costa NL, Henderson BE, Hernandez JMM, Hwang MY,
Islas-Andrade S, Jgrgensen ME, Kang HM, Kim BJ, Kim YJ, Koistinen HA, Kooner JS,
Kuusisto J, Kwak SH, Laakso M, Lange L, Lee JY, Lee J, Lehman DM, Linneberg A, Liu J,
Loos RJF, Lyssenko V, Ma RCW, Martinez-Hernandez A, Meigs JB, Meitinger T,
Mendoza-Caamal E, Mohlke KL, Morris AD, Morrison AC, Ng MCY, Nilsson PM,
O'Donnell CJ, Orozco L, Palmer CNA, Park KS, Post WS, Pedersen O, Preuss M, Psaty
BM, Reiner AP, Revilla-Monsalve C, Rich SS, Rotter JI, Saleheen D, Schurmann C, Sim
X, Sladek R, Small KS, So WY, Spector TD, Strauch K, Strom TM, Tai ES, Tam CHT, Teo
YY, Thameem F, Tomlinson B, Tracy RP, Tuomi T, Tuomilehto J, Tusié-Luna T, van Dam
RM, Vasan RS, Wilson JG, Witte DR, Wong TY; AMP-T2D-GENES Consortia, Burtt NP,
Zaitlen N, McCarthy MI, Boehnke M, Pollin TI, Flannick J, Mercader JM, O'Donnell-Luria
A, Baxter S, Florez JC, MacArthur DG, Udler MS. Determinants of penetrance and
variable expressivity in monogenic metabolic conditions across 77,184 exomes. Nat
Commun. 2021 Jun 9;12(1):3505. PMCID: PMC8190084.

Goyal S, Tanigawa Y, Zhang W, Chai JF, Almeida M, Sim X, Lerner M, Chainakul J,
Ramiu JG, Seraphin C, Apple B, Vaughan A, Muniu J, Peralta J, Lehman DM, Ralhan S,
Wander GS, Singh JR, Mehra NK, Sidorov E, Peyton MD, Blackett PR, Curran JE, Tai ES,
van Dam R, Cheng CY, Duggirala R, Blangero J, Chambers JC, Sabanayagam C,
Kooner JS, Rivas MA, Aston CE, Sanghera DK. APOC3 genetic variation, serum
triglycerides, and risk of coronary artery disease in Asian Indians, Europeans, and other
ethnic groups. Lipids Health Dis. 2021 Sep 21;20(1):113. PMCID: PMC8456544.

Hu Y, Stilp AM, McHugh CP, Rao S, Jain D, Zheng X, Lane J, Méric de Bellefon S,
Raffield LM, Chen MH, Yanek LR, Wheeler M, Yao Y, Ren C, Broome J, Moon JY, de



698.

699.

700.

701.

702.

703.

Vries PS, Hobbs BD, Sun Q, Surendran P, Brody JA, Blackwell TW, Choquet H, Ryan K,
Duggirala R, Heard-Costa N, Wang Z, Chami N, Preuss MH, Min N, Ekunwe L, Lange LA,
Cushman M, Faraday N, Curran JE, Almasy L, Kundu K, Smith AV, Gabriel S, Rotter JI,
Fornage M, Lloyd-Jones DM, Vasan RS, Smith NL, North KE, Boerwinkle E, Becker LC,
Lewis JP, Abecasis GR, Hou L, O'Connell JR, Morrison AC, Beaty TH, Kaplan R, Correa
A, Blangero J, Jorgenson E, Psaty BM, Kooperberg C, Walton RT, Kleinstiver BP, Tang
H, Loos RJF, Soranzo N, Butterworth AS, Nickerson D, Rich SS, Mitchell BD, Johnson
AD, Auer PL, Li Y, Mathias RA, Lettre G, Pankratz N, Laurie CC, Laurie CA, Bauer DE,
Conomos MP, Reiner AP; NHLBI Trans-Omics for Precision Medicine (TOPMed)
Consortium. Whole-genome sequencing association analysis of quantitative red blood cell
phenotypes: The NHLBI TOPMed program. Am J Hum Genet. 2021 Jun 3;108(6):1165.
PMCID: PMC8206380.

Kasela S, Ortega VE, Martorella M, Garudadri S, Nguyen J, Ampleford E, Pasanen A,
Nerella S, Buschur KL, Barjaktarevic 1Z, Barr RG, Bleecker ER, Bowler RP, Comellas AP,
Cooper CB, Couper DJ, Criner GJ, Curtis JL, Han MK, Hansel NN, Hoffman EA, Kaner
RJ, Krishnan JA, Martinez FJ, McDonald MN, Meyers DA, Paine R 3rd, Peters SP, Castro
M, Denlinger LC, Erzurum SC, Fahy JV, Israel E, Jarjour NN, Levy BD, Li X, Moore WC,
Wenzel SE, Zein J; NHLBI SubPopulations and InteRmediate Outcome Measures In
COPD Study (SPIROMICS); NHLBI Trans-Omics for Precision Medicine (TOPMed)
Consortium, Langelier C, Woodruff PG, Lappalainen T, Christenson SA. Genetic and
non-genetic factors affecting the expression of COVID-19-relevant genes in the large
airway epithelium. Genome Med. 2021 Apr 21;13(1):66.

Keramati AR, Chen MH, Rodriguez BAT, Yanek LR, Bhan A, Gaynor BJ, Ryan K, Brody
JA, Zhong X, Wei Q; NHLBI Trans-Omics for Precision (TOPMed) Consortium,
Kammers K, Kanchan K, lyer K, Kowalski MH, Pitsillides AN, Cupples LA, Li B, Schlaeger
TM, Shuldiner AR, O'Connell JR, Ruczinski I, Mitchell BD, Faraday N, Taub MA, Becker
LC, Lewis JP, Mathias RA, Johnson AD. Genome sequencing unveils a regulatory
landscape of platelet reactivity. Nat Commun. 2021 Jun 15;12(1):3626.

Kim D, Justice AE, Chittoor G, Blanco E, Burrows R, Graff M, Howard AG, Wang Y,
Rohde R, Buchanan VL, Voruganti VS, Almeida M, Peralta J, Lehman DM, Curran JE,
Comuzzie AG, Duggirala R, Blangero J, Albala C, Santos JL, Angel B, Lozoff B, Gahagan
S, North KE. Genetic determinants of metabolic biomarkers and their associations with
cardiometabolic traits in Hispanic/Latino adolescents. Pediatr Res. 2021 Oct 13. doi:
10.1038/s41390-021-01729-7. Epub ahead of print. PMID: 34645953.

Knowles EEM, Peralta JM, Almasy L, Nimgaonkar V, McMahon FJ, Mcintosh AM,
Thomson P, Mathias SR, Gur RC, Curran JE, Raventds H, Contreras J, Jablensky A,
Badcock J, Blangero J, Gur RE, Glahn DC. Genetic Overlap Profiles of Cognitive Ability
in Psychotic and Affective llinesses: A Multisite Study of Multiplex Pedigrees. Biol
Psychiatry. 2021 Sep 15;90(6):373-384. PMCID: PMC8403107.

Kochunov P, Zavaliangos-Petropulu A, Jahanshad N, Thompson PM, Ryan MC, Chiappelli
J, Chen S, Du X, Hatch K, Adhikari B, Sampath H, Hare S, Kvarta M, Goldwaser E, Yang
F, Olvera RL, Fox PT, Curran JE, Blangero J, Glahn DC, Tan Y, Hong LE. A White
Matter Connection of Schizophrenia and Alzheimer's Disease. Schizophr Bull. 2021 Jan
23;47(1):197-206.

Koenis MMG, Durnez J, Rodrigue AL, Mathias SR, Alexander-Bloch AF, Barrett JA,
Doucet GE, Frangou S, Knowles EEM, Mollon J, Denbow D, Aberizk K, Zatony M,
Janssen RJ, Curran JE, Blangero J, Poldrack RA, Pearlson GD, Glahn DC. Assaociations
of cannabis use disorder with cognition, brain structure, and brain function in African
Americans. Hum Brain Mapp. 2021 Apr 15;42(6):1727-1741.



704.

705.

706.

707.

708.

7009.

710.

711.

Kotkowski E, Price LR, Blevins CJ, Franklin CG, Woolsey MD, DeFronzo RA, Blangero J,
Duggirala R, Glahn DC, Schmahmann JD, Fox PT. Using the Schmahmann Syndrome
Scale to Assess Cognitive Impairment in Young Adults with Metabolic Syndrome: a
Hypothesis-Generating Report. Cerebellum. 2021 Apr;20(2):295-299.

Kumar S, Curran JE, Kumar K, DeLeon E, Leandro AC, Peralta J, Williams- Blangero S,
Blangero J. Disease Modeling and Disease Gene Discovery in Cardiomyopathies: A
Molecular Study of Induced Pluripotent Stem Cell Generated Cardiomyocytes. Int J Mol
Sci. 2021 Mar 24;22(7):3311.

Kumar S, Curran JE, Williams-Blangero S, Blangero J. Efficient Generation of Functional
Hepatocytes from Human Induced Pluripotent Stem Cells for Disease Modeling and
Disease Gene Discovery. Methods Mol Biol. 2021 Mar 27. doi: 10.1007/7651 2021 375.
[Epub ahead of print].

Kuan V, Warwick A, Hingorani A, Tufail A, Cipriani V, Burgess S, Sofat R; International
AMD Genomics Consortium (IAMDGC). Association of Smoking, Alcohol Consumption,
Blood Pressure, Body Mass Index, and Glycemic Risk Factors With Age-Related Macular
Degeneration: A Mendelian Randomization Study. JAMA Ophthalmol. 2021 Dec
1;139(12):1299-1306.

Kwong AM, Blackwell TW, LeFaive J, de Andrade M, Barnard J, Barnes KC, Blangero J,
Boerwinkle E, Burchard EG, Cade BE, Chasman DI, Chen H, Conomos MP, Cupples LA,
Ellinor PT, Eng C, Gao Y, Guo X, Ryan Irvin M, Kelly TN, Kim W, Kooperberg C, Lubitz
SA, Mak ACY, Manichaikul AW, Mathias RA, Montasser ME, Montgomery CG, Musani S,
Palmer ND, Peloso GM, Qiao D, Reiner AP, Roden DM, Shoemaker MB, Smith JA, Smith
NL, Lasky Su J, Tiwari HK, Weeks DE, Weiss ST; NHLBI Trans-Omics for Precision
Medicine (TOPMed) Consortium, TOPMed Analysis Working Group, Scott LJ, Smith AV,
Abecasis GR, Boehnke M, Min Kang H. Robust, flexible, and scalable tests for Hardy-
Weinberg Equilibrium across diverse ancestries. Genetics. 2021 Mar 15:iyab044.
Lopez-Alvarenga JC, Martinez DA, Diaz-Badillo A, Morales LD, Arya R, Jenkinson CP,
Curran JE, Lehman DM, Blangero J, Duggirala R, Mummidi S, Martinez RD. Association
of HIV-1 Infection and Antiretroviral Therapy With Type 2 Diabetes in the Hispanic
Population of the Rio Grande Valley, Texas, USA. Front Med (Lausanne). 2021 Jul
5;8:676979. PMCID: PMC8287129.

Luo Y, Kanai M, Choi W, Li X, Sakaue S, Yamamoto K, Ogawa K, Gutierrez- Arcelus M,
Gregersen PK, Stuart PE, Elder JT, Forer L, Schonherr S, Fuchsberger C, Smith AV,
Fellay J, Carrington M, Haas DW, Guo X, Palmer ND, Chen YlI, Rotter JI, Taylor KD, Rich
SS, Correa A, Wilson JG, Kathiresan S, Cho MH, Metspalu A, Esko T, Okada Y, Han B;
NHLBI Trans-Omics for Precision Medicine (TOPMed) Consortium, McLaren PJ,
Raychaudhuri S. A high-resolution HLA reference panel capturing global population
diversity enables multi-ancestry fine-mapping in HIV host response. Nat Genet. 2021
Oct;53(10):1504-1516.

Mikhaylova AV, McHugh CP, Polfus LM, Raffield LM, Boorgula MP, Blackwell TW, Brody
JA, Broome J, Chami N, Chen MH, Conomos MP, Cox C, Curran JE, Daya M, Ekunwe L,
Glahn DC, Heard-Costa N, Highland HM, Hobbs BD, llboudo Y, Jain D, Lange LA, Miller-
Fleming TW, Min N, Moon JY, Preuss MH, Rosen J, Ryan K, Smith AV, Sun Q, Surendran
P, de Vries PS, Walter K, Wang Z, Wheeler M, Yanek LR, Zhong X, Abecasis GR, Almasy
L, Barnes KC, Beaty TH, Becker LC, Blangero J, Boerwinkle E, Butterworth AS, Chavan
S, Cho MH, Choquet H, Correa A, Cox N, DeMeo DL, Faraday N, Fornage M, Gerszten
RE, Hou L, Johnson AD, Jorgenson E, Kaplan R, Kooperberg C, Kundu K, Laurie CA,
Lettre G, Lewis JP, Li B, Li Y, Lloyd-Jones DM, Loos RJF, Manichaikul A, Meyers DA,
Mitchell BD, Morrison AC, Ngo D, Nickerson DA, Nongmaithem S, North KE, O'Connell
JR, Ortega VE, Pankratz N, Perry JA, Psaty BM, Rich SS, Soranzo N, Rotter JI, Silverman



712.

713.

714.

715.

716.

717.

EK, Smith NL, Tang H, Tracy RP, Thornton TA, Vasan RS, Zein J, Mathias RA; NHLBI
Trans-Omics for Precision Medicine (TOPMed) Consortium, Reiner AP, Auer PL. Whole-
genome sequencing in diverse subjects identifies genetic correlates of leukocyte traits:
The NHLBI TOPMed program. Am J Hum Genet. 2021 Oct 7;108(10):1836-1851. PMCID:
PMC8546043.

Mollon J, Knowles EEM, Mathias SR, Gur R, Peralta JM, Weiner DJ, Robinson EB, Gur
RE, Blangero J, Almasy L, Glahn DC. Genetic influence on cognitive development
between childhood and adulthood. Mol Psychiatry. 2021 Feb;26(2):656-665.

Mollon J, Knowles EEM, Mathias SR, Rodrigue A, Moore TM, Calkins ME, Gur RC,
Peralta JM, Weiner DJ, Robinson EB, Gur RE, Blangero J, Almasy L, Glahn DC. Genetic
influences on externalizing psychopathology overlap with cognitive functioning and show
developmental variation. Eur Psychiatry. 2021 Mar 31;64(1):e29.

Morales LD, Cromack DT, Tripathy D, Fourcaudot M, Kumar S, Curran JE, Carless M,
Goring HHH, Hu SL, Lopez-Alvarenga JC, Garske KM, Pajukanta P, Small KS,
Glastonbury CA, Das SK, Langefeld C, Hanson RL, Hsueh WC, Norton L, Arya R,
Mummidi S, Blangero J, DeFronzo RA, Duggirala R, Jenkinson CP. Further evidence
supporting a potential role for ADH1B in obesity. Sci Rep. 2021 Jan 21;11(1):1932.
Mummidi S, Farook VS, Reddivari L, Hernandez-Ruiz J, Diaz-Badillo A, Fowler SP,
Resendez RG, Akhtar F, Lehman DM, Jenkinson CP, Arya R, Lynch JL, Canas JA,
DeFronzo RA, Hale DE, Blangero J, Lopez-Alvarenga JC, Duggirala R, Vanamala JKP.
Serum carotenoids and Pediatric Metabolic Index predict insulin sensitivity in Mexican
American children. Sci Rep. 2021 Jan 13;11(1):871.

Natarajan P, Pampana A, Graham SE, Ruotsalainen SE, Perry JA, de Vries PS, Broome
JG, Pirruccello JP, Honigberg MC, Aragam K, Wolford B, Brody JA, Antonacci-Fulton L,
Arden M, Aslibekyan S, Assimes TL, Ballantyne CM, Bielak LF, Bis JC, Cade BE, Do R,
Doddapaneni H, Emery LS, Hung YJ, Irvin MR, Khan AT, Lange L, Lee J, Lemaitre RN,
Martin LW, Metcalf G, Montasser ME, Moon JY, Muzny D, O'Connell JR, Palmer ND,
Peralta JM, Peyser PA, Stilp AM, Tsai M, Wang FF, Weeks DE, Yanek LR, Wilson JG,
Abecasis G, Arnett DK, Becker LC, Blangero J, Boerwinkle E, Bowden DW, Chang YC,
Chen YI, Choi WJ, Correa A, Curran JE, Daly MJ, Dutcher SK, Ellinor PT, Fornage M,
Freedman BI, Gabriel S, Germer S, Gibbs RA, He J, Hveem K, Jarvik GP, Kaplan RC,
Kardia SLR, Kenny E, Kim RW, Kooperberg C, Laurie CC, Lee S, Lloyd-Jones DM, Loos
RJF, Lubitz SA, Mathias RA, Martinez KAV, McGarvey ST, Mitchell BD, Nickerson DA,
North KE, Palotie A, Park CJ, Psaty BM, Rao DC, Redline S, Reiner AP, Seo D, Seo JS,
Smith AV, Tracy RP, Vasan RS, Kathiresan S, Cupples LA, Rotter JI, Morrison AC, Rich
SS, Ripatti S, Willer C; NHLBI Trans-Omics for Precision Medicine (TOPMed) Consortium;
FinnGen, Peloso GM. Chromosome Xg23 is associated with lower atherogenic lipid
concentrations and favorable cardiometabolic indices. Nat Commun. 2021 Apr
12;12(1):2182.

Seplyarskiy VB, Soldatov RA, Koch E, McGinty RJ, Goldmann JM, Hernandez RD, Barnes
K, Correa A, Burchard EG, Ellinor PT, McGarvey ST, Mitchell BD, Vasan RS, Redline S,
Silverman E, Weiss ST, Arnett DK, Blangero J, Boerwinkle E, He J, Montgomery C, Rao
DC, Rotter JI, Taylor KD, Brody JA, Chen YI, de Las Fuentes L, Hwu CM, Rich SS,
Manichaikul AW, Mychaleckyj JC, Palmer ND, Smith JA, Kardia SLR, Peyser PA, Bielak
LF, O'Connor TD, Emery LS; NHLBI Trans-Omics for Precision Medicine (TOPMed)
Consortium; TOPMed Population Genetics Working Group, Gilissen C, Wong WSW,
Kharchenko PV, Sunyaev S. Population sequencing data reveal a compendium of
mutational processes in the human germ line. Science. 2021 Aug 27;373(6558):1030-
1035



718.

719.

720.

Sofer T, Zheng X, Laurie CA, Gogarten SM, Brody JA, Conomos MP, Bis JC, Thornton
TA, Szpiro A, O'Connell JR, Lange EM, Gao Y, Cupples LA, Psaty BM; NHLBI Trans-
Omics for Precision Medicine (TOPMed) Consortium, Rice KM. Variant- specific
inflation factors for assessing population stratification at the phenotypic variance level. Nat
Commun. 2021 Jun 9;12(1):3506.

Sgnderby IE, van der Meer D, Moreau C, Kaufmann T, Walters GB, Ellegaard M,
Abdellaoui A, Ames D, Amunts K, Andersson M, Armstrong NJ, Bernard M, Blackburn NB,
Blangero J, Boomsma DI, Brodaty H, Brouwer RM, Billow R, Bgen R, Cahn W, Calhoun
VD, Caspers S, Ching CRK, Cichon S, Ciufolini S, Crespo-Facorro B, Curran JE, Dale AM,
Dalvie S, Dazzan P, de Geus EJC, de Zubicaray Gl, de Zwarte SMC, Desrivieres S,
Doherty JL, Donohoe G, Draganski B, Ehrlich S, Eising E, Espeseth T, Fejgin K, Fisher
SE, Fladby T, Frei O, Frouin V, Fukunaga M, Gareau T, Ge T, Glahn DC, Grabe HJ,
Groenewold NA, Gustafsson O, Haavik J, Haberg AK, Hall J, Hashimoto R, Hehir-Kwa JY,
Hibar DP, Hillegers MHJ, Hoffmann P, Holleran L, Holmes AJ, Homuth G, Hottenga JJ,
Hulshoff Pol HE, Ikeda M, Jahanshad N, Jockwitz C, Johansson S, Jonsson EG,
Jargensen NR, Kikuchi M, Knowles EEM, Kumar K, Le Hellard S, Leu C, Linden DEJ, Liu
J, Lundervold A, Lundervold AJ, Maillard AM, Martin NG, Martin-Brevet S, Mather KA,
Mathias SR, McMahon KL, McRae AF, Medland SE, Meyer-Lindenberg A, Moberget T,
Modenato C, Sanchez JM, Morris DW, Mihleisen TW, Murray RM, Nielsen J, Nordvik JE,
Nyberg L, Loohuis LMO, Ophoff RA, Owen MJ, Paus T, Pausova Z, Peralta JM, Pike GB,
Prieto C, Quinlan EB, Reinbold CS, Marques TR, Rucker JJH, Sachdev PS, Sando SB,
Schofield PR, Schork AJ, Schumann G, Shin J, Shumskaya E, Silva Al, Sisodiya SM,
Steen VM, Stein DJ, Strike LT, Suzuki IK, Tamnes CK, Teumer A, Thalamuthu A,
Tordesillas-Gutiérrez D, Uhlmann A, Ulfarsson MO, van 't Ent D, van den Bree MBM,
Vanderhaeghen P, Vassos E, Wen W, Wittfeld K, Wright MJ, Agartz I, Djurovic S, Westlye
LT, Stefansson H, Stefansson K, Jacquemont S, Thompson PM, Andreassen OA;
ENIGMA-CNV working group. 1g21.1 distal copy number variants are associated with
cerebral and cognitive alterations in humans. Transl Psychiatry. 2021 Mar 22;11(1):182.
Taliun D, Harris DN, Kessler MD, Carlson J, Szpiech ZA, Torres R, Taliun SAG, Corvelo
A, Gogarten SM, Kang HM, Pitsillides AN, LeFaive J, Lee SB, Tian X, Browning BL, Das
S, Emde AK, Clarke WE, Loesch DP, Shetty AC, Blackwell TW, Smith AV, Wong Q, Liu X,
Conomos MP, Bobo DM, Aguet F, Albert C, Alonso A, Ardlie KG, Arking DE, Aslibekyan S,
Auer PL, Barnard J, Barr RG, Barwick L, Becker LC, Beer RL, Benjamin EJ, Bielak LF,
Blangero J, Boehnke M, Bowden DW, Brody JA, Burchard EG, Cade BE, Casella JF,
Chalazan B, Chasman DI, Chen YI, Cho MH, Choi SH, Chung MK, Clish CB, Correa A,
Curran JE, Custer B, Darbar D, Daya M, de Andrade M, DeMeo DL, Dutcher SK, Ellinor
PT, Emery LS, Eng C, Fatkin D, Fingerlin T, Forer L, Fornage M, Franceschini N,
Fuchsberger C, Fullerton SM, Germer S, Gladwin MT, Gottlieb DJ, Guo X, Hall ME, He J,
Heard-Costa NL, Heckbert SR, Irvin MR, Johnsen JM, Johnson AD, Kaplan R, Kardia
SLR, Kelly T, Kelly S, Kenny EE, Kiel DP, Klemmer R, Konkle BA, Kooperberg C, Kottgen
A, Lange LA, Lasky-Su J, Levy D, Lin X, Lin KH, Liu C, Loos RJF, Garman L, Gerszten R,
Lubitz SA, Lunetta KL, Mak ACY, Manichaikul A, Manning AK, Mathias RA, McManus DD,
McGarvey ST, Meigs JB, Meyers DA, Mikulla JL, Minear MA, Mitchell BD, Mohanty S,
Montasser ME, Montgomery C, Morrison AC, Murabito JM, Natale A, Natarajan P, Nelson
SC, North KE, O'Connell JR, Palmer ND, Pankratz N, Peloso GM, Peyser PA, Pleiness J,
Post WS, Psaty BM, Rao DC, Redline S, Reiner AP, Roden D, Rotter JI, Ruczinski I,
Sarnowski C, Schoenherr S, Schwartz DA, Seo JS, Seshadri S, Sheehan VA, Sheu WH,
Shoemaker MB, Smith NL, Smith JA, Sotoodehnia N, Stilp AM, Tang W, Taylor KD, Telen
M, Thornton TA, Tracy RP, Van Den Berg DJ, Vasan RS, Viaud-Martinez KA, Vrieze S,
Weeks DE, Weir BS, Weiss ST, Weng LC, Willer CJ, Zhang Y, Zhao X, Arnett DK, Ashley-
Koch AE, Barnes KC, Boerwinkle E, Gabriel S, Gibbs R, Rice KM, Rich SS, Silverman EK,



721.

722.

723.

Qasba P, Gan W; NHLBI Trans- Omics for Precision Medicine (TOPMed) Consortium,
Papanicolaou GJ, Nickerson DA, Browning SR, Zody MC, Zdllner S, Wilson JG, Cupples
LA, Laurie CC, Jaquish CE, Hernandez RD, O'Connor TD, Abecasis GR. Sequencing of
53,831 diverse genomes from the NHLBI TOPMed Program. Nature. 2021
Feb;590(7845):290-299.

Tran NK, Lea RA, Holland S, Nguyen Q, Raghubar AM, Sutherland HG, Benton MC,
Haupt LM, Blackburn NB, Curran JE, Blangero J, Mallett AJ, Griffiths LR. Multi-
phenotype genome-wide association studies of the Norfolk Island isolate implicate
pleiotropic loci involved in chronic kidney disease. Sci Rep. 2021 Sep 30;11(1):19425.
PMCID: PMC8484585.

Bethlehem RAI, Seidlitz J, White SR, Vogel JW, Anderson KM, Adamson C, Adler S,
Alexopoulos GS, Anagnostou E, Areces-Gonzalez A, Astle DE, Auyeung B, Ayub M, Bae
J, Ball G, Baron-Cohen S, Beare R, Bedford SA, Benegal V, Beyer F, Blangero J, Blesa
Céabez M, Boardman JP, Borzage M, Bosch-Bayard JF, Bourke N, Calhoun VD,
Chakravarty MM, Chen C, Chertavian C, Chetelat G, Chong YS, Cole JH, Corvin A,
Costantino M, Courchesne E, Crivello F, Cropley VL, Crosbie J, Crossley N, Delarue M,
Delorme R, Desrivieres S, Devenyi GA, Di Biase MA, Dolan R, Donald KA, Donohoe G,
Dunlop K, Edwards AD, Elison JT, Ellis CT, Elman JA, Eyler L, Fair DA, Feczko E,
Fletcher PC, Fonagy P, Franz CE, Galan-Garcia L, Gholipour A, Giedd J, Gilmore JH,
Glahn DC, Goodyer IM, Grant PE, Groenewold NA, Gunning FM, Gur RE, Gur RC,
Hammill CF, Hansson O, Hedden T, Heinz A, Henson RN, Heuer K, Hoare J, Holla B,
Holmes AJ, Holt R, Huang H, Im K, Ipser J, Jack CR Jr, Jackowski AP, Jia T, Johnson KA,
Jones PB, Jones DT, Kahn RS, Karlsson H, Karlsson L, Kawashima R, Kelley EA, Kern S,
Kim KW, Kitzbichler MG, Kremen WS, Lalonde F, Landeau B, Lee S, Lerch J, Lewis JD, Li
J, Liao W, Liston C, Lombardo MV, Lv J, Lynch C, Mallard TT, Marcelis M, Markello RD,
Mathias SR, Mazoyer B, McGuire P, Meaney MJ, Mechelli A, Medic N, Misic B, Morgan
SE, Mothersill D, Nigg J, Ong MQW, Ortinau C, Ossenkoppele R, Ouyang M,
Palaniyappan L, Paly L, Pan PM, Pantelis C, Park MM, Paus T, Pausova Z, Paz-Linares
D, Pichet Binette A, Pierce K, Qian X, Qiu J, Qiu A, Raznahan A, Rittman T, Rodrigue A,
Rollins CK, Romero-Garcia R, Ronan L, Rosenberg MD, Rowitch DH, Salum GA,
Satterthwaite TD, Schaare HL, Schachar RJ, Schultz AP, Schumann G, Schéll M, Sharp
D, Shinohara RT, Skoog I, Smyser CD, Sperling RA, Stein DJ, Stolicyn A, Suckling J,
Sullivan G, Taki Y, Thyreau B, Toro R, Traut N, Tsvetanov KA, Turk-Browne NB, Tuulari
JJ, Tzourio C, Vachon-Presseau E, Valdes-Sosa MJ, Valdes-Sosa PA, Valk SL, van
Amelsvoort T, Vandekar SN, Vasung L, Victoria LW, Villeneuve S, Villringer A, Vértes PE,
Wagstyl K, Wang YS, Warfield SK, Warrier V, Westman E, Westwater ML, Whalley HC,
Witte AV, Yang N, Yeo B, Yun H, Zalesky A, Zar HJ, Zettergren A, Zhou JH, Ziauddeen H,
Zugman A, Zuo XN; 3R-BRAIN; AIBL; Alzheimer’s Disease Neuroimaging Initiative;
Alzheimer’s Disease Repository Without Borders Investigators; CALM Team; Cam-CAN;
CCNP; COBRE; cVEDA; ENIGMA Developmental Brain Age Working Group; Developing
Human Connectome Project; FinnBrain; Harvard Aging Brain Study; IMAGEN; KNE96;
Mayo Clinic Study of Aging; NSPN; POND; PREVENT-AD Research Group; VETSA,
Bullmore ET, Alexander-Bloch AF. Brain charts for the human lifespan. Nature. 2022
Apr;604(7906):525-533.

Fernandez-Rhodes L, Graff M, Buchanan VL, Justice AE, Highland HM, Guo X, Zhu W,
Chen HH, Young KL, Adhikari K, Palmer ND, Below JE, Bradfield J, Pereira AC, Glover L,
Kim D, Lilly AG, Shrestha P, Thomas AG, Zhang X, Chen M, Chiang CWK, Pulit S,
Horimoto A, Krieger JE, Guindo-Martinez M, Preuss M, Schumann C, Smit RAJ, Torres-
Mejia G, Acuia-Alonzo V, Bedoya G, Bortolini MC, Canizales-Quinteros S, Gallo C,
Gonzalez-José R, Poletti G, Rothhammer F, Hakonarson H, Igo R, Adler SG, lyengar SK,
Nicholas SB, Gogarten SM, Isasi CR, Papnicolaou G, Stilp AM, Qi Q, Kho M, Smith JA,



724,

725.

Langefeld CD, Wagenknecht L, Mckean-Cowdin R, Gao XR, Nousome D, Conti DV, Feng
Y, Allison MA, Arzumanyan Z, Buchanan TA, Ida Chen YD, Genter PM, Goodarzi MO, Hai
Y, Hsueh W, Ipp E, Kandeel FR, Lam K, Li X, Nadler JL, Raffel LJ, Roll K, Sandow K, Tan
J, Taylor KD, Xiang AH, Yao J, Audirac- Chalifour A, de Jesus Peralta Romero J, Hartwig
F, Horta B, Blangero J, Curran JE, Duggirala R, Lehman DE, Puppala S, Fejerman L,
John EM, Aguilar-Salinas C, Burtt NP, Florez JC, Garcia-Ortiz H, Gonzalez-Villalpando C,
Mercader J, Orozco L, Tusié-Luna T, Blanco E, Gahagan S, Cox NJ, Hanis C, Butte NF,
Cole SA, Comuzzie AG, Voruganti VS, Rohde R, Wang Y, Sofer T, Ziv E, Grant SFA,
Ruiz- Linares A, Rotter JI, Haiman CA, Parra EJ, Cruz M, Loos RJF, North KE. Ancestral
diversity improves discovery and fine-mapping of genetic loci for anthropometric traits-The
Hispanic/Latino Anthropometry Consortium. HGG Adv. 2022 Mar 11;3(2):100099.

He KY, Kelly TN, Wang H, Liang J, Zhu L, Cade BE, Assimes TL, Becker LC, Beitelshees
AL, Bielak LF, Bress AP, Brody JA, Chang YC, Chang YC, de Vries PS, Duggirala R, Fox
ER, Franceschini N, Furniss AL, Gao Y, Guo X, Haessler J, Hung YJ, Hwang SJ, Irvin MR,
Kalyani RR, Liu CT, Liu C, Martin LW, Montasser ME, Muntner PM, Mwasongwe S, Naseri
T, Palmas W, Reupena MS, Rice KM, Sheu WH, Shimbo D, Smith JA, Snively BM, Yanek
LR, Zhao W, Blangero J, Boerwinkle E, Chen YI, Correa A, Cupples LA, Curran JE,
Fornage M, He J, Hou L, Kaplan RC, Kardia SLR, Kenny EE, Kooperberg C, Lloyd-Jones
D, Loos RJF, Mathias RA, McGarvey ST, Mitchell BD, North KE, Peyser PA, Psaty BM,
Raffield LM, Rao DC, Redline S, Reiner AP, Rich SS, Rotter JI, Taylor KD, Tracy R,
Vasan RS; Samoan Obesity, Lifestyle and Genetic Adaptations Study (OLaGA) Group,
NHLBI Trans-Omics for Precision Medicine (TOPMed) Consortium, Morrison AC, Levy D,
Chakravarti A, Arnett DK, Zhu X. Rare coding variants in RCN3 are associated with blood
pressure. BMC Genomics. 2022 Feb 19;23(1):148.

Hindy G, Dornbos P, Chaffin MD, Liu DJ, Wang M, Selvaraj MS, Zhang D, Park J, Aguilar-
Salinas CA, Antonacci-Fulton L, Ardissino D, Arnett DK, Aslibekyan S, Atzmon G,
Ballantyne CM, Barajas-Olmos F, Barzilai N, Becker LC, Bielak LF, Bis JC, Blangero J,
Boerwinkle E, Bonnycastle LL, Bottinger E, Bowden DW, Bown MJ, Brody JA, Broome JG,
Burtt NP, Cade BE, Centeno-Cruz F, Chan E, Chang YC, Chen YI, Cheng CY, Choi WJ,
Chowdhury R, Contreras-Cubas C, Cérdova EJ, Correa A, Cupples LA, Curran JE,
Danesh J, de Vries PS, DeFronzo RA, Doddapaneni H, Duggirala R, Dutcher SK, Ellinor
PT, Emery LS, Florez JC, Fornage M, Freedman BI, Fuster V, Garay-Sevilla ME, Garcia-
Ortiz H, Germer S, Gibbs RA, Gieger C, Glaser B, Gonzalez C, Gonzalez-Villalpando ME,
Graff M, Graham SE, Grarup N, Groop LC, Guo X, Gupta N, Han S, Hanis CL, Hansen T,
He J, Heard-Costa NL, Hung YJ, Hwang MY, Irvin MR, Islas-Andrade S, Jarvik GP, Kang
HM, Kardia SLR, Kelly T, Kenny EE, Khan AT, Kim BJ, Kim RW, Kim YJ, Koistinen HA,
Kooperberg C, Kuusisto J, Kwak SH, Laakso M, Lange LA, Lee J, Lee J, Lee S, Lehman
DM, Lemaitre RN, Linneberg A, Liu J, Loos RJF, Lubitz SA, Lyssenko V, Ma RCW, Martin
LW, Martinez-Hernandez A, Mathias RA, McGarvey ST, McPherson R, Meigs JB,
Meitinger T, Melander O, Mendoza-Caamal E, Metcalf GA, Mi X, Mohlke KL, Montasser
ME, Moon JY, Moreno-Macias H, Morrison AC, Muzny DM, Nelson SC, Nilsson PM,
O'Connell JR, Orho-Melander M, Orozco L, Palmer CNA, Palmer ND, Park CJ, Park KS,
Pedersen O, Peralta JM, Peyser PA, Post WS, Preuss M, Psaty BM, Qi Q, Rao DC,
Redline S, Reiner AP, Revilla-Monsalve C, Rich SS, Samani N, Schunkert H, Schurmann
C, Seo D, Seo JS, Sim X, Sladek R, Small KS, So WY, Stilp AM, Tai ES, Tam CHT, Taylor
KD, Teo YY, Thameem F, Tomlinson B, Tsai MY, Tuomi T, Tuomilehto J, Tusié-Luna T,
Udler MS, van Dam RM, Vasan RS, Viaud Martinez KA, Wang FF, Wang X, Watkins H,
Weeks DE, Wilson JG, Witte DR, Wong TY, Yanek LR; AMP-T2D-GENES, Myocardial
Infarction Genetics Consortium; NHLBI Trans-Omics for Precision Medicine (TOPMed)
Consortium; NHLBI TOPMed Lipids Working Group, Kathiresan S, Rader DJ, Rotter JI,
Boehnke M, McCarthy MI, Willer CJ, Natarajan P, Flannick JA, Khera AV, Peloso GM.



726.

727.

728.

Rare coding variants in 35 genes associate with circulating lipid levels-A multi-ancestry
analysis of 170,000 exomes. Am J Hum Genet. 2022 Jan 6;109(1):81-96.

Katz DH, Tahir UA, Bick AG, Pampana A, Ngo D, Benson MD, Yu Z, Robbins JM, Chen
ZZ, Cruz DE, Deng S, Farrell L, Sinha S, Schmaier AA, Shen D, Gao Y, Hall ME, Correa
A, Tracy RP, Durda P, Taylor KD, Liu Y, Johnson WC, Guo X, Yao J, Ida Chen YD,
Manichaikul AW, Jain D, Bouchard C, Sarzynski MA, Rich SS, Rotter JI, Wang TJ, Wilson
JG, Natarajan P, Gerszten RE; National Heart, Lung, and Blood Institute TOPMed
(Trans-Omics for Precision Medicine) Consortiumt. Whole Genome Sequence
Analysis of the Plasma Proteome in Black Adults Provides Novel Insights Into
Cardiovascular Disease. Circulation. 2022 Feb;145(5):357-370.

Little A, Hu Y, Sun Q, Jain D, Broome J, Chen MH, Thibord F, McHugh C, Surendran P,
Blackwell TW, Brody JA, Bhan A, Chami N, de Vries PS, Ekunwe L, Heard-Costa N,
Hobbs BD, Manichaikul A, Moon JY, Preuss MH, Ryan K, Wang Z, Wheeler M, Yanek LR,
Abecasis GR, Almasy L, Beaty TH, Becker LC, Blangero J, Boerwinkle E, Butterworth
AS, Choquet H, Correa A, Curran JE, Faraday N, Fornage M, Glahn DC, Hou L,
Jorgenson E, Kooperberg C, Lewis JP, Lloyd-Jones DM, Loos RJF, Min YI, Mitchell BD,
Morrison AC, Nickerson DA, North KE, O'Connell JR, Pankratz N, Psaty BM, Vasan RS,
Rich SS, Rotter JI, Smith AV, Smith NL, Tang H, Tracy RP, Conomos MP, Laurie CA,
Mathias RA, Li Y, Auer PL; NHLBI Trans-Omics for Precision Medicine (TOPMed)
Consortium, Thornton T, Reiner AP, Johnson AD, Raffield LM. Whole genome sequence
analysis of platelet traits in the NHLBI Trans-Omics for Precision Medicine (TOPMed)
initiative. Hum Mol Genet. 2022 Feb 3;31(3):347-36.

Wainschtein P, Jain D, Zheng Z; TOPMed Anthropometry Working Group; NHLBI Trans-
Omics for Precision Medicine (TOPMed) Consortium, Cupples LA, Shadyab AH,
McKnight B, Shoemaker BM, Mitchell BD, Psaty BM, Kooperberg C, Liu CT, Albert CM,
Roden D, Chasman DI, Darbar D, Lloyd-Jones DM, Arnett DK, Regan EA, Boerwinkle E,
Rotter JI, O'Connell JR, Yanek LR, de Andrade M, Allison MA, McDonald MN, Chung MK,
Fornage M, Chami N, Smith NL, Ellinor PT, Vasan RS, Mathias RA, Loos RJF, Rich SS,
Lubitz SA, Heckbert SR, Redline S, Guo X, Chen Y-I, Laurie CA, Hernandez RD,
McGarvey ST, Goddard ME, Laurie CC, North KE, Lange LA, Weir BS, Yengo L, Yang J,
Visscher PM. Assessing the contribution of rare variants to complex trait heritability from
whole-genome sequence data. Nat Genet. 2022 Mar;54(3):263-273.

Grant Funding
Summary: Since 2000, | have brought in competitive funding of >$100M.

Major Grants as Principal Investigator, Project Leader, Center Director, or Core Leader:

Active:

Title: Identification of the Exposome in Fatty Liver Disease in Mexican American Families Using
Genetic Correction

Grant Period: 2018-2022

Source: NIMH RO1MH118896

Amount: $3,610,449

Title: Imaging Genomics of the Aging Brain
Grant Period: 2018-2023
Source: NIA RO1AG058464



Amount: $3,274,959

Title: Imaging Genomics of the Aging Brain - Supplement
Source: NIA RO1 AG058464

Grant Period: 2020 — 2021

Amount: $131,934

Title: Discovery of Functional Variants in Type 2 Diabetes Genes in Mexican Americans
Grant Period: 2009-2022

Source: NIDDK U01DK85524

Amount: $3,715,060

Title: Rio Grande Valley Alzheimer's Resource Center for Minority Aging Research:
Partnerships for Aging

Sub-Project: Analysis Core

Source: NIA P30AG059305

Grant Period: 2018-2023

Core Amount: $716,913

Title: South Texas Alzheimer’'s Center
Sub-Project: Genetics and Multiomics Core
Source: NIA P30AG066546

Grant Period: 2021-2026

Core Amount: $889, 233

Title: THRIVE: A unique medical hub for improving health through advanced research and
clinical care for the Rio Grande Valley

Funding Agency: Valley Baptist Legacy Foundation

Grant Period: 2020-2023

Center for Regenerative Medicine Costs: $3,407,390

Major Completed Grants:

Title: Gene Networks Influencing Psychotic Dysconnectivity in African Americans
Grant Period: 2015-2020

Source: NIMH RO1MH106324

Amount: $1,579,873

Title: Pedigree-Based Whole Genome Sequencing of Affective and Psychotic Disorders
Grant Period: 2015-2020

Source: NIMH U0O1MH105632

Amount: $4,057,483

Title: Whole Genome Sequencing to Identify Causal Genetic Variants Influencing CVD Risk
Grant Period: 2012-2019

Source: NHLBI RO1HL113323

Amount: $8,198,955

Title: Neurodevelopment: Genes, Environment, and their Interactions
Grant Period: 2015-2019

Source: NIMH RO1MH107248

Amount: $820,284



Title: Genetics of Brain Structure and Function
Grant Period: 2006-2015

Source: NIMH RO1MH59490

Amount: $3,902,349

Title: Genetics of Brain Structure and Function: Genome Wide Association
Grant Period: 2008-2015 (NCE)

Source: NIMH RO1MH83824

Amount: $3,317,653

Title: Integrative Genomics of Vanin Gene Expression in Relation to CVD Risk
Grant Period: 2010-2014

Source: NHLBI RO1HL93537

Amount; $1,980,143

Title: Genetics of Atherosclerosis in Mexican Americans
Grant Period: 2002-2014 (NCE)

Source: NHLBI PO1HL45522

Amount: $21,851,171

Title: Identification of Genes Influencing Total Antioxidant Status
Grant Period: 2008-2014 (NCE)

Source: NHLBI RO1HL91035

Amount: $3,083,415

Title: Quantitative Trait Locus Mapping in Human Pedigrees
Grant Period: 2000-2010

Source: NIMH R37MH59490

Amount: $8,100,632

Title: High Performance Computing System for Human Genomics
Grant Period: 2010

Source NCRR S10RR29392

Amount: $2,068,328



	Curriculum Vitae
	Contact Information
	Education & Training
	Work Experience
	Manuscript Reviews
	Grant Reviws
	Postdoctoral Trainees
	Ph.D. Dissertation
	Research Focus
	Publications
	Grant Funding


