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Contact Information

3463 Magic Drive, Suite 320
San Antonio, TX 78229
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Education & Training

Year(s) Institution Degree Field of Study
1988-1990 Georg-August-Universitat, Gottingen, Vordiplom Biology

Germany
1990-1991 University of California, San Diego, CA — Biology
1991-1992 Georg-August-Universitat, Gottingen, - Biology

Germany
1992-1993 Columbia University, New York, NY M.A. Molecular Genetics
1993-1996 Columbia University, New York, NY M.Ph. Statistical Genetics

1996-2000 Columbia University, New York, NY Ph.D. Statistical Genetics


mailto:harald.goring@utrgv.edu

Employment

Year(s) Institution Title
2000-2003 Department of Genetics, Southwest Foundation for  Postdoctoral
Biomedical Research, San Antonio, TX Scientist
2003-2006 Department of Genetics, Southwest Foundation for ~ Assistant Scientist
Biomedical Research, San Antonio, TX
2007-2012 Department of Genetics, Texas Biomedical Research Associate Scientist
Institute (formerly Southwest Foundation for
Biomedical Research), San Antonio, TX
2013-2015 Department of Genetics, Texas Biomedical Research Scientist
Institute, San Antonio, TX
2015-2018 South Texas Diabetes and Obesity Institute and Professor
Department of Human Genetics, University of Texas
Rio Grande Valley School of Medicine and University
of Texas Rio Grande Valley,
Brownsville/Edinburg/San Antonio, TX
2018 South Texas Diabetes and Obesity Institute and Professor

Division of Human Genetics, PCC-ISU, University of (Tenured)
Texas Rio Grande Valley School of Medicine and

University of Texas Rio Grande Valley,
Brownsville/Edinburg/San Antonio, TX

Extramural Appointments:

Year(s) Appointment

2007- Member, Behavioral Genetics and Epidemiology (BGES) Study Section,

2011 National Institutes of Health

2010- Member, Scientific Advisory Committee, Lupus Family Registry &

2011 Repository, National Institute of Arthritis, Musculoskeletal and Skin
Diseases (NIAMS)

2016—- Member, Cancer, Heart, and Sleep Epidemiology Panel B (CHSB)

2022 Study Section, National Institutes of Health



Awards and Honors

Year Award/Honor

2000 With Distinction, Ph.D., Columbia University

2000 Samuel W. Rover and Lewis Rover Award, Department of Genetics and
Development, Columbia University

2000 Dean's Award for Excellence in Research, Graduate School of Arts and
Sciences, College of Physicians and Surgeons, Columbia University

2001 Gabriel W. Lasker Award, (Journal of) Human Biology

2002 C.W. Cotterman Award, American Journal of Human Genetics

2018- Bennett Dyke and Jean MacCluer Endowed Professorship

Memberships

Year(s) Society

2000- International Genetic Epidemiology Society

2001- American Society of Human Genetics

2002—- European Society of Human Genetics

2008-2015 Deutscher Hochschulverband (German Association of University
Professors and Lecturers)

2012-2014 International Society of Psychiatric Genetics



Institutional Commitees

Year(s) Committee

2009-2015 Technical Staff Promotions Committee, Department of Genetics, Texas
Biomedical Research Institute, San Antonio, TX

2011-2015 Chair, Retirement Plan Investment Committee, Texas Biomedical
Research Institute, San Antonio, TX

2015- Technical Staff Promotions Committee, Department of Human Genetics,
University of Texas Rio Grande Valley School of Medicine, UTRGV

2015- Promotions Committee, Department of Human Genetics, University of
Texas Rio Grande Valley School of Medicine, UTRGV

2017-2018 Genetics Discipline Coordinator on Central Curricular Authority
Committee, University of Texas Rio Grande Valley School of Medicine,
UTRGV

2018-2022 Admissions Committee, University of Texas Rio Grande Valley School of
Medicine, UTRGV

2022—- Medical Student Evaluation and Promotion Committee, University of
Texas Rio Grande Valley School of Medicine, UTRGV

2022—- Admissions Committee, Ph.D. Program in Human Genetics, Division of
Human Genetics, University of Texas Rio Grande Valley School of
Medicine, UTRGV

2022- Faculty Search Committee, Division of Human Genetics, University of

Texas Rio Grande Valley School of Medicine, UTRGV



Mentoring and Supervising
(Scientific staff only, not technical staff)

Year(s)

Name

Affiliation and Title (during supervision period and
currently)

2008-2010

2008-2014

2008-2017

2013-2018

2015-2022

2015-2022

2016-

Laura Bauman, Ph.D.

Rohina Rubicz, Ph.D.
Eugene I. Drigalenko,
Ph.D.

August N. Blackburn,
Ph.D.

Lucy Blondell, Ph.D.

Peter T. Stevens, Ph.D.

Mark Z. Kos, Ph.D.

Postdoctoral Scientist, Department of Genetics, Texas
Biomedical Research Institute, San Antonio, TX

Now Senior Technical Staff Member, Quantitative
Modeling and Analysis Organisation, Sandia National
Laboratories, Livermore, CA

Postdoctoral Scientist, Department of Genetics, Texas
Biomedical Research Institute, San Antonio, TX

Now scientific writer, Seattle, WA

Staff Scientist, Department of Genetics, Texas
Biomedical Research Institute, San Antonio, TX

Now retired

Postdoctoral Scientist, first at Department of Genetics,
Texas Biomedical Research Institute, San Antonio, TX;
subsequently at South Texas Diabetes and Obesity
Institute and Department of Human Genetics, University
of Texas Rio Grande School of Medicine, UTRGV

Now scientist for the US military in San Antonio, TX
Senior Research Scientist, South Texas Diabetes and
Obesity Institute and Department of Human Genetics,
University of Texas Rio Grande Valley School of
Medicine, UTRGV

Now scientist at University of Texas San Antonio, San
Antonio, TX

Senior Research Scientist, South Texas Diabetes and
Obesity Institute and Department of Human Genetics,
University of Texas Rio Grande Valley, San Antonio, TX
Associate Research Professor, South Texas Diabetes
and Obesity Institute and Division of Human Genetics,
PCC ISU, University of Texas Rio Grande Valley Schoolf
of Medicine, UTRGV



Review

Review — Dissertations:

Year

Candidate, Thesis, University

2008

2009

2020

2021-

Review — Grants

Sampo Sammalisto, Ph.D. thesis on Search for Genetic Variants
Influencing Human Height, University of Helsinki, Finland (public
opponent)

Johannes Kettunen, Ph.D. thesis on Examination of Genetic
Components Affecting Human Obesity Related Quantitative Traits,
University of Helsinki, Helsinki, Finland (outside pre-examiner)
Heikki V. Sarin, Ph.D. thesis on Body Composition, Exercise Training,
and Energy Availability as Determinants of Immune System and
Cardiometabolic Signatures, University of Helsinki, Helsinki, Finland
(outside pre-examiner)

Christian Ray Serrano, Role of DNA Methylation in Regulating
Homeostasis in a Hispanic Childhood Obesity Cohort, University of
Texas San Antonio, San Antonio, TX (member of Dissertation
Committee)

(National, International):

Date(s) Review Committee and Location Funding Agency
2003/07/18 ZEY1 VSN 03: Clinical Retina/Genetics/QOL and  NIH
Infrastructure Applications, J. Hosseini, SRA;
Bethesda, MD
2004/10/19 ZMH1 ERB-L 01 S: Gene-Environment Effects and NIH

2005/05/17-18

2005/07/19

2006/02/23-24

2006/05/08

2006/06/29-30

2007/03/22

Epigenesis in Depression, A.R. Little, SRA;

Bethesda, MD

ZHL1 CSR-G S1 R: SCCOR in Hemostatic and NIH
Thrombotic Diseases, J.S. Hannah, SRA; Rockville,

MD

ZRG1 HOP-N 60: Epidemiology of cancer (EPIC) NIH
member conflict special emphasis panel, S.

Sempos, SRA; phone review

Behavioral Genetics and Epidemiology Study NIH
Section (BGES), E. Koss, SRA; Washington, DC
Interim review of projects funded by Genome Genome Canada,

Canada in its Applied Genomics and Proteomics  Canada
Research in Human Health competition; written

review via emalil

Behavioral Genetics and Epidemiology Study NIH
Section (BGES), E. Koss, SRA; Washington, DC

ZEY1 VSN 01: NEI Epidemiology, Genetics and NIH
Data Analysis Grant Applications (Special

Emphasis Panel), H. Araj, SRA; Bethesda, MD



2007/10/01-02

2008/02/04

2008/02/07-08

2008/06/25

2008/10/02

2008/11/17

2009/02/05-06

2009/03/04—-05

2009/06/04—-05

2009/09

2009/10/06-07

2009/11

2010/02/09

2010/06/04

2010/10/20-21

2011/02/02

2011/06/09

2011/11

Behavioral Genetics and Epidemiology Study
Section (BGES), and ZRG1 HOP-V (60) S, E. Koss,
SRO; Washington, DC

Mail-in review

Behavioral Genetics and Epidemiology Study
Section (BGES), E. Koss, SRO; Santa Monica, CA
Kidney, Urologic and Hematologic Diseases D
Subcommittee, B. Woynarowska, SRO (mail-in
review)

Behavioral Genetics and Epidemiology Study
Section (BGES), E. Koss, SRO; Washington, DC
ZEY1 VSN (01), NEI Clinical, Epidemiological and
Genetics Grant Applications, A. Schaffner, SRO;
Washington, DC

Behavioral Genetics and Epidemiology Study
Section (BGES), E. Koss, SRO; San Francisco, CA
Kidney, Urologic and Hematologic Diseases D
Subcommittee, B. Woynarowska, SRO (mail-in
review)

Behavioral Genetics and Epidemiology Study
Section (BGES), E. Koss, SRO; Washington, DC
Special emphasis panel RC2 Medical Sequencing
(mail-in review)

Behavioral Genetics and Epidemiology Study
Section (BGES), E. Koss, SRO; Washington, DC
Mail-in review

Behavioral Genetics and Epidemiology Study
Section (BGES), E. Koss, SRO; Washington, DC
Behavioral Genetics and Epidemiology Study

Section (BGES), E. Koss, SRO; Seattle, WA (phone

review)

Behavioral Genetics and Epidemiology Study
Section (BGES), S. Ryan, SRO; Washington, DC
Behavioral Genetics and Epidemiology Study
Section (BGES), S. Ryan, SRO; San Francisco, CA
Behavioral Genetics and Epidemiology Study
Section (BGES), S. Ryan, SRO; Chicago, IL

Mail-in review

NIH

Fonds zur
Forderung der
wissenschaftlichen
Forschung,
Austria

NIH

NIH

NIH

NIH

NIH

NIH

NIH
NIH
NIH
Wellcome Trust,
UK
NIH

NIH

NIH
NIH
NIH
Icelandic

Research Fund,
Iceland



2011/11/09-10 Special emphasis panel International Research in  NIH

2012/08/27

2012/10/31

2013/01/24

2013/06/17

2013/06/17

2013/11/04

2014/02/04

2014/12/05

2015/02/09-10

2015/06/18-19

2015/10/19-20

Infectious Diseases including AIDS (IRIDA), A.

Politis, SRO; Chicago, IL

Special emphasis panels Applications on Genomics NIH
and Genetics and Genetic Epidemiology

Applications, B. Hoshaw, SRO; Bethesda, MD

Special emphasis panel/Scientific Review Group  NIH
ZRG1 PSE-N 02 M, Member Conflict: Behavioral
Genetics and Epidemiology; L. Steele, SRO; phone
review; chair of committee

Special Emphasis Panel/Scientific Review Group  NIH
2013/05 SSPA, Social Sciences and Population

Studies Study Section A; S. Ryan, SRO; mail

review

Special Emphasis Panel/Scientific Review Group  NIH
2013/08 ZRG1 PSE-P (56) R, Secondary Dataset
Analyses in Heart, Lung, and Blood Diseases and
Sleep Disorder; G. Vogler, SRO

Special Emphasis Panel/Scientific Review Group  NIH
2013/08 ZRG1 PSE-Q (56) R, Secondary Dataset
Analyses in Heart, Lung, and Blood Diseases and
Sleep Disorders; J. Krushkal, SRO; Chevy Chase,

MD

Special Emphasis Panel/Scientific Review Group  NIH
ZEY1 VSN 03, NEI Bioinformatics, Genetics and
Genetic Epidemiology Grant Applications; A.E.
Schaffner, SRO; Rockville, MD

Special Emphasis Panel/Scientific Review Group  NIH
Cardiovascular and Sleep Epidemiology Study

Section (CASE); J. Krushkal, SRO; Long Beach,

CA

Special Emphasis Panel/Scientific Review Group  NIH
ZEY1 VSN (04) NEI Retinal Disease Epi/Genetic

Grant Applications, A.E. Schaffner, SRO; phone

review

Special Emphasis Panel/Scientific Review Group  NIH
ZRG1 PSE-R (90) Cancer, Cardiovascular and

Sleep Epidemiology Panel B, E.K. Schwartz, SRO;

San Francisco, CA

Special Emphasis Panel/Scientific Review Group  NIH
2015/10 ZRG1 PSE-U (90) S Cancer,

Cardiovascular and Sleep Epidemiology Panel B,

E.K. Schwartz, SRO; Bethesda, MD

Special Emphasis Panel/Scientific Review Group  NIH
2016/01 ZRG1 PSE-U (90) Cancer, Cardiovascular



2016/02/24-25

2016/06/16-17

2017/02/21-22

2017/06/26-27

2018/01

2018/02/22-23

2018/06/26-27

2019/02/25-26

2019/06/27-28

2020/02/13-14

2020/06/22-23

2020/06/12
(completion
date)
2021/02/18-19

2021/06/24-25

and Sleep Epidemiology Panel B, E.K. Schwartz,
SRO; Washington, DC

Special Emphasis Panel/Scientific Review Group
2016/06 Cancer, Heart and Sleep Epidemiology
Panel B, E.K. Schwartz, SRO; San Francisco, CA
Special Emphasis Panel/Scientific Review Group
2016/10 Cancer, Heart and Sleep Epidemiology

Panel B (CHSB), E.K. Schwartz, SRO; Washington,

DC

Special Emphasis Panel/Scientific Review Group
2017/05 Cancer, Heart and Sleep Epidemiology
Panel B, E.K. Schwartz, SRO; San Francisco, CA
Special Emphasis Panel/Scientific Review Group
2017/10 Cancer, Heart and Sleep Epidemiology
Panel B, E.K. Schwartz, SRO; Washington, DC
Mail-in review

Special Emphasis Panel/Scientific Review Group
2018/05 Cancer, Heart and Sleep Epidemiology
Panel B and 2018/05 ZRG1 PSE-V (80) S, G.Y.
Dinwiddie, SRO; Washington, DC

Special Emphasis Panel/Scientific Review Group
2018/10 Cancer, Heart and Sleep Epidemiology
Panel B G.Y. Dinwiddie, SRO; Santa Monica, CA
Special Emphasis Panel/Scientific Review Group
2019/05 Cancer, Heart and Sleep Epidemiology
Panel B G.Y. Dinwiddie, SRO; Santa Monica, CA
Special Emphasis Panel/Scientific Review Group
2019/10 Cancer, Heart and Sleep Epidemiology

Panel B G.Y. Dinwiddie, SRO; Tyson’s Corner, VA

Special Emphasis Panel/Scientific Review Group
2019/05 Cancer, Heart and Sleep Epidemiology
Panel B H.B. Friedman, SRO; Washington, DC
Special Emphasis Panel/Scientific Review Group
2020/10 Cancer, Heart and Sleep Epidemiology
Panel B G. Dumitrescu, SRO; virtual meeting
Intramural Peer Review Award Panel for Peer
Reviewed Medical Research Program (PRMRP);
mail-in review of pre-applications

Special Emphasis Panel/Scientific Review Group
2021/05 Cancer, Heart and Sleep Epidemiology
Panel B G. Dumitrescu, SRO; virtual meeting
Special Emphasis Panel/Scientific Review Group
2021/05 Cancer, Heart and Sleep Epidemiology
Panel B G. Dumitrescu, SRO; virtual meeting

NIH

NIH

NIH

NIH

Canada Research
Chairs, Canada
NIH

NIH

NIH

NIH

NIH

NIH

US Government

NIH

NIH



2021/12/8
(completion
date)
2022/02/16-17

2024/06/03

NIH Director’s Early Independence Award (DP5)  NIH
Review; mail-in review

Special Emphasis Panel/Scientific Review Group  NIH
2021/05 Cancer, Heart and Sleep Epidemiology

Panel B G. Dumitrescu, SRO; virtual meeting

Special Emphasis Panel/Scientific Review Group  NIH
2024/10 ZHL1 PPG-N (O1) 1 G Integrating

advanced sensing, omics, and machine learning to
mitigate cardiometabolic disorders for Mexican
American Communities (iMITIGATE). Naqgvi N,

SRO; virtual meeting



Review —Grants (Regional, Local):

Date(s) Review Committee and Location Funding Agency

2004/09/07 Southwest Foundation for Biomedical Research Southwest
Forum Grants Review Committee; San Antonio, TX Foundation

Forum
2006/09/14 Chair, Southwest Foundation for Biomedical Southwest
Research Forum Grants Review Committee; San  Foundation

Antonio, TX Forum
2007/03/23 Southwest Foundation Forum Science Education  Southwest
Awards Review Panel; San Antonio, TX Foundation

Forum
2007/06 Southwest National Primate Research Center Pilot Southwest

Study Grant Review Committee; San Antonio, TX  National Primate
Research Center
2008/09/22 Voelcker Foundation and Southwest Foundation Voelcker

Forum grant review panel; San Antonio, TX Foundation and
Southwest
Foundation
Forum
2009/09/21 Voelcker Foundation grant review panel; San Voelcker
Antonio, TX Foundation
2010/11/16 Cowles Felloship review committee; San Antonio, Cowles Trust
X
2019/05/09 2019 ConTex Collaborative Research Grants ConTex,
(completion Competition (mail-in review) University of
date) Texas System
2020/02/18 Pilot Studies Program (mail-in review) Rio Grande Valley
(completion Alzheimer's
date) Disease Resource

Center for Minority
Aging Research

2021/03/16 Pilot Studies Program (mail-in review) Rio Grande Valley
(completion Alzheimer's
date) Disease Resource

Center for Minority
Aging Research



Review — Manuscripts: (for the following scientific journals)

American Journal of Human Genetics
American Journal of Medical Genetics. Part B: Neuropsychiatric Genetics
Annals of Human Genetics

Arthritis Research and Therapy
Atherosclerosis

Biochemical Genetics

Bioinformatics

Biological Psychiatry

BioTechniques

BioMed Central (BMC) Genetics

BioMed Central (BMC) Medical Genetics
BioMed Central (BMC) Systems Biology
BioMed Central (BMC) Proceedings
Circulation

Diabetologia

European Journal of Human Genetics
European Respiratory Journal

Frontiers

Genes

Genetic Epidemiology

Genome Medicine

Genomics

Human Biology

Human Genetics

Human Heredity

Human Molecular Genetics

Human Mutation

International Journal of Obesity

Journal of Clinical Infectious Diseases
Journal of Clinical Investigation

Journal of Investigative Medicine

Journal of the American Medical Association (JAMA)
Journal of Physiology

Molecular Neurospychiatry

Nature Communications

Nature Genetics

Physiological Genomics

PLoS (Public Library of Science) Biology
PLoS (Public Library of Science) Genetics
PL0S (Public Library of Science) ONE
Proceedings of the National Academy of Sciences (PNAS)
Statistical Applications in Genetics and Molecular Biology
Statistics in Medicine

Trends in Genetics

Science



Teaching

Teaching — Courses:
(as instructor/co-instructor)

Date(s)

Course and Location

1995/07/10-14
1995/10/02—-06
1996/03/19

1997/03/24

1998/03/23

1998/03/24

1996/06/10-14
1998/06/15-19
1998/06/20-24
2002/08/26—-30

2004/01/31-
02/01
2004/11/18-20

2005/03/14-18
2005/04/06-10

2005/12/08-10

2006/07/04-07
2006/08/14-18

2007/05/08-09

2007/06/24-27

2007/08/16-18

2008/05/21-24

Introductory Linkage Course, Columbia University, NY

Advanced Linkage Course, Universitat Zurich, Switzerland
Workshop as part of genetics course for medical students, Columbia
University, NY

Workshop as part of genetics course for medical students, Columbia
University, NY

Workshop as part of genetics course for medical students, Columbia
University, NY

Workshop as part of genetics course for medical students, Columbia
University, NY

Introductory Linkage Course, Columbia University, NY

Introductory Linkage Course, Rockefeller University, NY
Introductory Linkage Course, Rockefeller University, NY

Statistics in Genetics, Uppsala Universitet, Uppsala, Sweden

New Approaches for the Discovery and Analysis of Genes Underlying
Complex Diseases, Seoul National University, Seoul, South Korea
Anthropological and Primate Genetics, American Association of
Anthropological Genetics, Southwest Foundation of Biomedical
Research, San Antonio, TX

Genetic Epidemiology Workshop, Belo Horizonte, Brazil

Study Design and Data analysis for Genetic Studies, Genetics of
Common Hereditary Disorders in Venezuela, Universidad del Zulia,
Maracaibo, Venezuela

Anthropological and Primate Genetics, American Association of
Anthropological Genetics, Southwest Foundation of Biomedical
Research, San Antonio, TX

Course on statistical genetics, Universidade do Porto, Porto, Portugal
Logical Reasoning in Human Genetics and Genetic Epidemiology,
University of Helsinki and National Public Health Institute (of Finland),
Helsinki, Finland

QTL mapping with SOLAR, CSC (Finnish IT Center for Science),
Espoo, Finland

3rd course on Statistical Genetic Analysis of Complex Phenotypes,
European School of Genetic Medicine, Bertinoro, Italy
Anthropological and Primate Genetics, American Association of
Anthropological Genetics, Southwest Foundation for Biomedical
Research, San Antonio, TX

4th course on Statistical Genetic Analysis of Complex Phenotypes,
European School of Genetic Medicine, Bertinoro, Italy



2009/06/22—-25

2009/08/17-20
2010/06/21-24

2011/05/09-12

2021/01/07-
2022/04/07

2022/11/02—-
present

2022/08/29—
2022/12/14

2024/01/17-
2024/05/06

5th course on Statistical Genetic Analysis of Complex Phenotypes,
European School of Genetic Medicine, Bologna, Italy

2nd Wellcome Trust School of Human Genomics, Hinxton, UK

6th course on Statistical Genetic Analysis of Complex Phenotypes,
European School of Genetic Medicine, Bologna, Italy

SOLAR Course, Wake Forest University, Winston-Salem, NC
Logical Reasoning in Human Genetics, online course organized by
Columbia (University’s) Global Centers — Tunis in Tunisia, with
monthly online lectures to participants mostly from North Africa and
the Middle East

Logical Reasoning in Human Genetics, online course organized by
Columbia (University’s) Global Centers — Tunis in Tunisia, with
monthly online lectures to participants mostly from North Africa and
the Middle East

HGEN8310: Genetic Epidemiology and Statistical Genetics (3
credits); lead instructor on semester-long mandatory course for
students in Human Genetics Ph.D. program at the School of Medicine
at the University of Texas Rio Grande Valley, Brownsville, TX
HGENS8310: Genetic Epidemiology and Statistical Genetics (3
credits); lead instructor on semester-long mandatory course for
students in Human Genetics Ph.D. program at the School of Medicine
at the University of Texas Rio Grande Valley, Brownsuville, TX

Teaching — Lectures:
(in established university courses)

Date(s)

Course and Location Title

1999/10/21

2005/11/15

2017/08/22

2018/08/21

2019/08/29

Clinical Genetics, Techniques Introduction to linkage analysis
and Applications, Oulun

Yliopisto (University of Oulu),

Oulu, Finland

Methodology in Molecular Statistics in genetics
Medicine, Uppsala University,

Uppsala, Sweden

Module Molecules to Medicine inPopulation genetics
first year medical student

curriculum at University of Texas

Rio Grande Valley School of

Medicine, Edinburg, TX

Module Molecules to Medicine inPopulation genetics
first year medical student

curriculum at University of Texas

Rio Grande Valley School of

Medicine, Edinburg, TX

Module Molecules to Medicine inPopulation genetics
first year medical student



2020/08/14

2020/08/17

2021/08/12

2021/08/13

2022/08/25

2023/02/06+08

2023/02/07+09

2023/02/07

2023/08/23

curriculum at University of Texas

Rio Grande Valley School of

Medicine, Edinburg, TX

Module Molecules to Medicine inPopulation genetics

first year medical student

curriculum at University of Texas

Rio Grande Valley School of

Medicine, Edinburg, TX

Module Molecules to Medicine inPrincipals of gene mapping

first year medical student

curriculum at University of Texas

Rio Grande Valley School of

Medicine, Edinburg, TX

Module Molecules to Medicine inPopulation genetics

first year medical student

curriculum at University of Texas

Rio Grande Valley School of

Medicine, Edinburg, TX

Module Molecules to Medicine inPrincipals of gene mapping

first year medical student

curriculum at University of Texas

Rio Grande Valley School of

Medicine, Edinburg, TX

Module Molecules to Medicine inPopulation genetics (and a bit of
first year medical student gene mapping)

curriculum at University of Texas

Rio Grande Valley School of

Medicine, Edinburg, TX

HGENS8215: Current Topics in  Gut microbiome and diabetes
Human Genetics (3 credits), (discussion of 2 papers on this topic)
PhD level course, University of

Texas Rio Grande Valley School

of Medicine, Brownsville, TX

HGENB8305: Genetic Basis of  Targeted vs. untargeted approaches
Human Disease (3 credits), PhD for studying complex diseases; and:
level course, University of Texas “Simple” genetic diseases are not all
Rio Grande Valley School of that simple (including not all that

Medicine, Brownsville, TX simple genetically)
HGENS8101: Student Seminar (1 Overview of my research program
credit), PhD level course, and dissertation opportunities

University of Texas Rio Grande

Valley School of Medicine,

Brownsuville, TX

Module Molecules to Medicine inPopulation genetics (and a bit of
first year medical student gene mapping)

curriculum at University of Texas



2023/10/4 + 11 +

18 +24 +11/1

2023/11/14

2023/11/16

2024/02/06+08

2024/02/05+07

Rio Grande Valley School of

Medicine, Edinburg, TX

HGENB8395: Directed Research Analytical methods development
(3 credits), PhD level course,

University of Texas Rio Grande

Valley School of Medicine,

Brownsville, TX

HGENB8355: Advanced Topics in (Human) microbiome

Omics Research (3 credits),

PhD level course, University of

Texas Rio Grande Valley School

of Medicine, Brownsville, TX

HGENS8380: Advanced Topics in Schizophrenia (genetics)
Neurogenetics (3 credits), PhD

level course, University of Texas

Rio Grande Valley School of

Medicine, Brownsville, TX

HGENB8305: Genetic Basis of  Targeted vs. untargeted approaches
Human Disease (3 credits), PhD for studying complex diseases; and
level course, University of Texas Trait complexity

Rio Grande Valley School of

Medicine, Brownsville, TX

HGEN8215: Current Topics in  Gut microbiome (discussion of 2
Human Genetics (3 credits), papers on this topic)

PhD level course, University of

Texas Rio Grande Valley School

of Medicine, Brownsville, TX



Workshops

(invited workshops only)

Date(s)

Workshop and Location

2002/05/15-17

2003/01/12-14
2004/08/29-30
2004/11/15

2006/06/01-02

2008/06/02—-03

Genomic Research in the African Diaspora (GRAD) Workshop I,
National Human Genome Center, Howard University, Queenstown,
MD

2nd US-Korean Workshop on Psychiatric Genetics, Pittsburgh, PA
Collaborative Research Network on Genetics of Mental Disorders in
Latin America, Lima, Peru

Gene-Environment Interactions and Epigenesis in Mental Disorders,
National Institutes of Mental Health, Rockville, MD

Workshop on Advances in Collecting and Utilizing Biological
Indicators and Genetic Information in Social Science Surveys,
National Academy of Sciences, Washington, D.C. (presentation
entitled Thoughts on the usefulness of collecting genetic data in
social science surveys)

Genotype-Tissue Expression (GTEx) Resource Workshop I, National
Institutes of Health, Rockville, MD



Publications

Publications — Articles:

1. Campbell G, Goring H, Lin T, Spana E, Andersson S, Doe CQ, Tomlinson A
(1994) RK2, a glial-specific homeodomain protein required for embryonic nerve
cord condensation and viability in Drosophila. Development 120:2957—-2966

2. Goring HHH, Ott J (1997) Relationship estimation in affected sib pair analysis of
late-onset diseases. Eur J Hum Genet 5:69-77

3. Gieser L, Fujita R, Goring HHH, Ott J, Hoffman DR, Cideciyan AV, Birch DG,
Jacobson SG, Swaroop A (1998) A novel locus (RP24) for X-linked retinitis
pigmentosa maps to Xq26—-27. Am J Hum Genet 63:1439-1447

4. Annunen S, Paassilta P, Lohiniva J, Perala M, Pihlajamaa T, Karppinen J,
Tervonen 0, Kroger H, L&hde S, Vanharanta H, Ryh&nen L, Géring HHH, Ott J,
Prockop DJ, Ala-Kokko L (1999) An allele of COL9A2 associated with
intervertebral disc disease. Science 285:409-412

5. Le Saux O, Urban Z, Goring HHH, Csiszar K, Pope FM, Richards A, Pasquali-
Ronchetti |, Terry S, Bercovitch L, Lebwohl MG, Breuning M, van den Berg P,
Kornet L, Ott J, de Jong PTVM, Bergen AAB and Boyd CD (1999)
Pseudoxanthoma elasticum maps to an 820-kb region of the p13.1 region of
chromosome 16. Genomics 62:1-10
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Helmholtz Zentrum Miinchen und
Ludwig-Maximilians-Universitat
Minchen, Minchen, Germany

Members of the Argyle, San
Antonio, TX

Dept. of Cellular and Structural
Biology Seminar Series, University
of Texas Health Science Center
San Antonio, San Antonio, TX

Helmholtz Zentrum Minchen und
Ludwig-Maximilians-Universitat
Minchen, Minchen, Germany

Members of the Founder’s Council,
San Antonio, TX

Members of the Oklahoma Medical
Research Foundation, Oklahoma
City, OK

Members of the Biomedicum,
University of Helsinki, and National
Institute for Health and Welfare,
Helsinki, Finland

Board members of the Texas
Biomedical Research Institute, San
Antonio, TX (informal seminar)

Members of Regional Academic
Health Center/Edinburgh and the

methods for complex trait gene
mapping

Integrative genomic approaches for
identifying candidate genes
influencing quantitative traits

Charakterisierung der genetischen
Architektur von Genexpression

Speeding up discovery — findings
genes that cause disease

Utility of expression profiling for
characterizing the genetic
architecture of gene expression and
for complex trait gene discovery

Wissenschaftliche Denkweise,
Interessen, Vorstellungen, ldeen

Seeking to identify genetic risk
factors for common diseases

Transcriptional profile data: genetic
investigation and integration with
other gene mapping approaches

Identification of genetic loci
influencing levels of antibodies
against 13 common pathogens

Host genetic control of common
infections

Integrative genomic approaches to
investigating complex disease

School of Public Health/Brownsville, etiology

Edinburgh, TX



2014/06/20

2017/10/27

Members of Regeneron Genetics

Integrative genetic approaches for

Center, Regeneron, Tarrytown, NY complex trait gene discovery

Members of University of Texas Rio Studying schizophrenia via

Grande Valley and University of

Texas Health Science Center
School of Public Health,
Brownsville, TX

Presentations — Posters:

(presenting author posters only)

expression profiling

Date Audience and Location Title
1995/10/26 45" Annual Meeting of the Verification of sib relationship without
American Society of Human knowledge of parental genotypes
Genetics, Minneapolis, MN
1997/11/01 47" Annual Meeting of the A likelihood-based approach to
American Society of Human extended haplotype analysis of
Genetics, Baltimore, MD shared segments using a Markovian
branching process
1999/10/20  49™ Annual meeting of the A common framework for model-
American Society of Human based or model-free, twopoint or
Genetics, San Francisco, CA multipoint, linkage and/or linkage
disequilibrium analysis of complex
traits
2000/10/05 50" Annual Meeting of the Genome scans for quantitative trait
American Society of Human loci using variance components
Genetics, Philadelphia, PA linkage analysis: Upward bias in
heritability estimates attributable to
individual quantitative trait loci at lod
score peaks
2000/10/25 Genetic Analysis Workshop 12, SanLinkage analysis of quantitative traits
Antonio, TX in randomly ascertained pedigrees:
Comparison of parametric and
variance components analysis
2002/11/12  Genetic Analysis Workshop 13, On different approximations to multi-

New Orleans, LA

locus identity-by-descent calculations
and their impact on power of



2003/11/05

2004/10/29

2005/10/23

2005/10/28

2006/03/02

2007/10/24

2009/10/22

2010/11/03

2011/10/13

53 Annual Meeting of the
American Society of Human
Genetics, Los Angeles, CA

54 Annual Meeting of the
American Society of Human
Genetics, Toronto, Ontario,
Canada

14™ Annual Meeting of the

International Genetic Epidemiology

Society, Park City, UT

55" Annual Meeting of the
American Society of Human
Genetics, Salt Lake City, UT

46" Annual Conference on
Cardiovascular Disease
Epidemiology and Prevention,
Phoenix, AZ

57t Annual Meeting of the
American Society of Human
Genetics, San Diego, CA

59" Annual Meeting of the
American Society of Human
Genetics, Honolulu, HI

60" Annual Meeting of the
American Society of Human
Genetics, Washington, DC

12t International Congress of
Human Genetics, Montreal,
Quebec, Canada

variance component-based linkage
analysis

Strong linkage evidence for a locus
influencing sensitivity to Chlamydia
pneumoniae infection on
chromosome 21

A QTL for left ventricular mass on
chromosome 12p in American
Indians

Heritability estimates for serologically
assessed infections with common,
chronic pathogens in Alaskan
Eskimo participants in the
GOCADAN Study

A novel method for linkage
disequilibrium mapping of
guantitative trait loci

Linkage analysis of glycosylated
hemoglobin in the GOCADAN Study:
Evidence for a major locus on
chromosome 19q

Power of measured genotype-based

association analysis, conditional on a
variance components-based linkage

model, in related individuals

Families versus unrelateds: An
empirical comparison of gene
mapping power based on genetic
analysis of expression profile data

Genome-wide search strategies for
detecting trans-regulatory variants
influencing human gene expression
levels

Localization of rare variants
influencing complex traits using
lineage-specific linkage analysis in
extended pedigrees



2012/11/09

2018/10/17

62" Annual Meeting of the
American Society of Human
Genetics, San Francisco, CA

68" Annual Meeting of the
American Society of Human
Genetics, San Diego, CA

Application of principal components
analysis to investigation of
expression profile data

Dopamine perturbation of gene co-
expression networks reveals
differential response among
schizophrenia subjects for
translational machinery



Funding

Funding — Active Research Support:
(excluding grants on which | receive no paid effort or on which | am a consultant or
foreign grants that pay no salaries)

R01DK118427 Sanghera (PI) 2019/09/01 — 2024/06/30
NIH/NIDDK

Genome, Metabolome, Ancestry and Diabetes Health Disparity

The major goals are to characterize the metabolome of blood plasma, identify early
metabolomic risk markers for diabetes, and to examine the genetic machinery
regulating the metabolome in a population from India.

Role: MPI, PI of subcontract

U1l9 AG076581 Blangero, Williams-Blangero (Pl) 2023/08/15 — 2025/07/31
NIH

Interactions of SARS-CoV-2 infection and genetic variation on the risk of cognitive
decline and Alzheimer’s disease in Ancestral and Admixed Populations.

Role: Professor

RO1 AG078423 Blangero (PI) 2023/05/15 - 2028/04/30
NIH

Shared Genetic and Environmental Influences on Age-Related Hearing Loss, Cognitive
Decline, and Dementia Risk.

Role: Professor

Funding — Pending Research Support:

RO1AI182578 Goring (P1) 2025/04/01 — 2030/03/31
NIH/NHGRI

BEAT-EBV

The major goals are to conduct a multi-omic investigation to investigate Epstein-Barr
(EBV) virus infection and the human immune response to it, with the ultimate goal of
preventing serious consequencies of EBV infection.

Role: Pl (Contact PI)

Funding — Completed Research Support:
(only grants as PI, Co-PI, MPI, or PI of subcontract;
unlisted are the many more grants as Co-l or in other roles)

Goring (PI) 2003/06/01 — 2004/05/31
San Antonio Area Foundation
Genetic analysis of the endocrine function of adipose tissue in a slim population



The goal of this project is to localize genetic factors involved in the regulation of
adipocyte-derived hormone levels by linkage analysis in a large Nepalese pedigree
consisting of very slim individuals.

Role: PI

R0O1 HL080149 Goring (PI) 2006/07/01-2012/06/30
NIH/NHLBI

Genetics of Infection and its Relationship with CVD Risk

The major goals of this project are to localize genes regulating susceptibility to infection
to several common pathogens and assess the relationship between infection and other
risk factors for CVD in Mexican Americans.

Role: PI

RO1 DK047482 Lehman (PI) 2006/09/01 — 2013/08/31
NIH/NIDKK

NIDDM Susceptibility Genes in Mexican Americans

The major goal of this project is to identify diabetes susceptibility genes in Mexican
Americans using a pedigree study.

Role: Co-l, PI of subcontract

R01 DK070746 Lehman (PI) 2007/08/01 — 2012/06/30
NIH/NIDKK

Type 2 Diabetes Gene Discovery Linked to 3p in Hispanics

The major goal is to identify the genes responsible for the chromosome 3p QTL for
diabetes risk in the San Antonio Family Diabetes Study.

Role: Co-l, PI of subcontract

RC2 MH090030 Sanders (PI) 2009/09/30 — 2012/08/31
NIH/NIMH

Joint Mapping of Genome-Wide Gene Expression and Association in a Schizophrenia
Dataset

The major goal is to identify genetic risk factors for schizophrenia using an integrative
genomics approach using association analysis as well gene expression analysis.
Role: Co-l, PI of subcontract

R0O1 MH094116 Goring (PI) 2011/07/01 — 2018/01/31
NIH/NIMH

2/2-An Integrative Genetic Investigation of Schizophrenia

The major goal is to identify genetic risk factors for schizophrenia by expression profiling
of lymphoblastoid cell lines from schizophrenics and controls before and after
stimulation with dopamine.

Role: PI

1 RO1 MH098059 Sanders (PI) 2012/07/12 — 2017/06/30
NIH/NIMH
Gene Expression in an African American Schizophrenia Dataset



The major goal is to identify genetic risk factors for schizophrenia via transcriptional
profiling of lymphoblastoid cell lines from African American schizophrenics and
controls.

Role: Co-l, PI of subcontract

R0O1 DK099051 Goring (PI) 2013/07/01 — 2019/06/30
NIH/NIDDK

A Genetic Study of Blood Metabolites and their Relationship to Diabetes Risk

The major goals are to investigate the genetic architecture influencing blood metabolite
levels and to discover early metabolomic biomarkers for diabetes.

Role: PI
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	2006/05/08  
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	NIH  
	NIH  




	2007/10/01–02  
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	NIH  
	NIH  


	2008/02/04  
	2008/02/04  
	2008/02/04  

	Mail-in review  
	Mail-in review  

	Fonds zur 
	Fonds zur 
	Fonds zur 
	Förderung der 
	wissenschaftlichen 
	Forschung, 
	Austria
	 
	 

	 
	 
	 



	2008/02/07–08  
	2008/02/07–08  
	2008/02/07–08  

	Behavioral Genetics and Epidemiology Study Section (BGES), E. Koss, SRO; Santa Monica, CA  
	Behavioral Genetics and Epidemiology Study Section (BGES), E. Koss, SRO; Santa Monica, CA  

	NIH  
	NIH  


	2008/06/25  
	2008/06/25  
	2008/06/25  

	Kidney, Urologic and Hematologic Diseases D Subcommittee, B. Woynarowska, SRO (mail-in review)  
	Kidney, Urologic and Hematologic Diseases D Subcommittee, B. Woynarowska, SRO (mail-in review)  

	NIH  
	NIH  


	2008/10/02  
	2008/10/02  
	2008/10/02  

	Behavioral Genetics and Epidemiology Study Section (BGES), E. Koss, SRO; Washington, DC  
	Behavioral Genetics and Epidemiology Study Section (BGES), E. Koss, SRO; Washington, DC  

	NIH  
	NIH  


	2008/11/17  
	2008/11/17  
	2008/11/17  

	ZEY1 VSN (01), NEI Clinical, Epidemiological and Genetics Grant Applications, A. Schaffner, SRO; Washington, DC  
	ZEY1 VSN (01), NEI Clinical, Epidemiological and Genetics Grant Applications, A. Schaffner, SRO; Washington, DC  

	NIH  
	NIH  


	2009/02/05–06  
	2009/02/05–06  
	2009/02/05–06  

	Behavioral Genetics and Epidemiology Study Section (BGES), E. Koss, SRO; San Francisco, CA  
	Behavioral Genetics and Epidemiology Study Section (BGES), E. Koss, SRO; San Francisco, CA  

	NIH  
	NIH  


	2009/03/04–05  
	2009/03/04–05  
	2009/03/04–05  

	Kidney, Urologic and Hematologic Diseases D Subcommittee, B. Woynarowska, SRO (mail-in review)  
	Kidney, Urologic and Hematologic Diseases D Subcommittee, B. Woynarowska, SRO (mail-in review)  

	NIH  
	NIH  


	2009/06/04–05  
	2009/06/04–05  
	2009/06/04–05  

	Behavioral Genetics and Epidemiology Study Section (BGES), E. Koss, SRO; Washington, DC  
	Behavioral Genetics and Epidemiology Study Section (BGES), E. Koss, SRO; Washington, DC  

	NIH  
	NIH  


	2009/09  
	2009/09  
	2009/09  

	Special emphasis panel RC2 Medical Sequencing (mail-in review)  
	Special emphasis panel RC2 Medical Sequencing (mail-in review)  

	NIH  
	NIH  


	2009/10/06–07  
	2009/10/06–07  
	2009/10/06–07  

	Behavioral Genetics and Epidemiology Study Section (BGES), E. Koss, SRO; Washington, DC  
	Behavioral Genetics and Epidemiology Study Section (BGES), E. Koss, SRO; Washington, DC  

	NIH  
	NIH  


	2009/11  
	2009/11  
	2009/11  

	Mail-in review  
	Mail-in review  

	Wellcome Trust, UK  
	Wellcome Trust, UK  


	2010/02/09  
	2010/02/09  
	2010/02/09  

	Behavioral Genetics and Epidemiology Study Section (BGES), E. Koss, SRO; Washington, DC  
	Behavioral Genetics and Epidemiology Study Section (BGES), E. Koss, SRO; Washington, DC  

	NIH  
	NIH  


	2010/06/04  
	2010/06/04  
	2010/06/04  

	Behavioral Genetics and Epidemiology Study Section (BGES), E. Koss, SRO; Seattle, WA (phone review)  
	Behavioral Genetics and Epidemiology Study Section (BGES), E. Koss, SRO; Seattle, WA (phone review)  

	NIH  
	NIH  


	2010/10/20–21  
	2010/10/20–21  
	2010/10/20–21  

	Behavioral Genetics and Epidemiology Study Section (BGES), S. Ryan, SRO; Washington, DC  
	Behavioral Genetics and Epidemiology Study Section (BGES), S. Ryan, SRO; Washington, DC  

	NIH  
	NIH  


	2011/02/02  
	2011/02/02  
	2011/02/02  

	Behavioral Genetics and Epidemiology Study Section (BGES), S. Ryan, SRO; San Francisco, CA  
	Behavioral Genetics and Epidemiology Study Section (BGES), S. Ryan, SRO; San Francisco, CA  

	NIH  
	NIH  


	2011/06/09  
	2011/06/09  
	2011/06/09  

	Behavioral Genetics and Epidemiology Study Section (BGES), S. Ryan, SRO; Chicago, IL  
	Behavioral Genetics and Epidemiology Study Section (BGES), S. Ryan, SRO; Chicago, IL  

	NIH  
	NIH  


	2011/11  
	2011/11  
	2011/11  

	Mail-in review  
	Mail-in review  

	Icelandic Research Fund, Iceland  
	Icelandic Research Fund, Iceland  




	2011/11/09–10  
	2011/11/09–10  
	2011/11/09–10  
	2011/11/09–10  
	2011/11/09–10  

	Special emphasis panel International Research in Infectious Diseases including AIDS (IRIDA), A. Politis, SRO; Chicago, IL  
	Special emphasis panel International Research in Infectious Diseases including AIDS (IRIDA), A. Politis, SRO; Chicago, IL  

	NIH  
	NIH  


	2012/08/27  
	2012/08/27  
	2012/08/27  

	Special emphasis panels Applications on Genomics and Genetics and Genetic Epidemiology Applications, B. Hoshaw, SRO; Bethesda, MD  
	Special emphasis panels Applications on Genomics and Genetics and Genetic Epidemiology Applications, B. Hoshaw, SRO; Bethesda, MD  

	NIH  
	NIH  


	2012/10/31  
	2012/10/31  
	2012/10/31  

	Special emphasis panel/Scientific Review Group ZRG1 PSE-N 02 M, Member Conflict: Behavioral Genetics and Epidemiology; L. Steele, SRO; phone review; chair of committee  
	Special emphasis panel/Scientific Review Group ZRG1 PSE-N 02 M, Member Conflict: Behavioral Genetics and Epidemiology; L. Steele, SRO; phone review; chair of committee  

	NIH  
	NIH  


	2013/01/24  
	2013/01/24  
	2013/01/24  

	Special Emphasis Panel/Scientific Review Group 2013/05 SSPA, Social Sciences and Population Studies Study Section A; S. Ryan, SRO; mail review  
	Special Emphasis Panel/Scientific Review Group 2013/05 SSPA, Social Sciences and Population Studies Study Section A; S. Ryan, SRO; mail review  

	NIH  
	NIH  


	2013/06/17  
	2013/06/17  
	2013/06/17  

	Special Emphasis Panel/Scientific Review Group 2013/08 ZRG1 PSE-P (56) R, Secondary Dataset Analyses in Heart, Lung, and Blood Diseases and Sleep Disorder; G. Vogler, SRO  
	Special Emphasis Panel/Scientific Review Group 2013/08 ZRG1 PSE-P (56) R, Secondary Dataset Analyses in Heart, Lung, and Blood Diseases and Sleep Disorder; G. Vogler, SRO  

	NIH  
	NIH  


	2013/06/17  
	2013/06/17  
	2013/06/17  

	Special Emphasis Panel/Scientific Review Group 2013/08 ZRG1 PSE-Q (56) R, Secondary Dataset Analyses in Heart, Lung, and Blood Diseases and Sleep Disorders; J. Krushkal, SRO; Chevy Chase, MD  
	Special Emphasis Panel/Scientific Review Group 2013/08 ZRG1 PSE-Q (56) R, Secondary Dataset Analyses in Heart, Lung, and Blood Diseases and Sleep Disorders; J. Krushkal, SRO; Chevy Chase, MD  

	NIH  
	NIH  


	2013/11/04  
	2013/11/04  
	2013/11/04  
	  

	Special Emphasis Panel/Scientific Review Group ZEY1 VSN 03, NEI Bioinformatics, Genetics and Genetic Epidemiology Grant Applications; A.E. Schaffner, SRO; Rockville, MD  
	Special Emphasis Panel/Scientific Review Group ZEY1 VSN 03, NEI Bioinformatics, Genetics and Genetic Epidemiology Grant Applications; A.E. Schaffner, SRO; Rockville, MD  

	NIH  
	NIH  


	2014/02/04  
	2014/02/04  
	2014/02/04  

	Special Emphasis Panel/Scientific Review Group Cardiovascular and Sleep Epidemiology Study Section (CASE); J. Krushkal, SRO; Long Beach, CA  
	Special Emphasis Panel/Scientific Review Group Cardiovascular and Sleep Epidemiology Study Section (CASE); J. Krushkal, SRO; Long Beach, CA  

	NIH  
	NIH  


	2014/12/05  
	2014/12/05  
	2014/12/05  

	Special Emphasis Panel/Scientific Review Group ZEY1 VSN (04) NEI Retinal Disease Epi/Genetic Grant Applications, A.E. Schaffner, SRO; phone review  
	Special Emphasis Panel/Scientific Review Group ZEY1 VSN (04) NEI Retinal Disease Epi/Genetic Grant Applications, A.E. Schaffner, SRO; phone review  

	NIH  
	NIH  


	2015/02/09-10  
	2015/02/09-10  
	2015/02/09-10  

	Special Emphasis Panel/Scientific Review Group ZRG1 PSE-R (90) Cancer, Cardiovascular and Sleep Epidemiology Panel B, E.K. Schwartz, SRO; San Francisco, CA  
	Special Emphasis Panel/Scientific Review Group ZRG1 PSE-R (90) Cancer, Cardiovascular and Sleep Epidemiology Panel B, E.K. Schwartz, SRO; San Francisco, CA  

	NIH  
	NIH  


	2015/06/18-19  
	2015/06/18-19  
	2015/06/18-19  

	Special Emphasis Panel/Scientific Review Group 2015/10 ZRG1 PSE-U (90) S Cancer, Cardiovascular and Sleep Epidemiology Panel B, E.K. Schwartz, SRO; Bethesda, MD   
	Special Emphasis Panel/Scientific Review Group 2015/10 ZRG1 PSE-U (90) S Cancer, Cardiovascular and Sleep Epidemiology Panel B, E.K. Schwartz, SRO; Bethesda, MD   

	NIH  
	NIH  


	2015/10/19-20  
	2015/10/19-20  
	2015/10/19-20  

	Special Emphasis Panel/Scientific Review Group 2016/01 ZRG1 PSE-U (90) Cancer, Cardiovascular 
	Special Emphasis Panel/Scientific Review Group 2016/01 ZRG1 PSE-U (90) Cancer, Cardiovascular 

	NIH  
	NIH  




	Table
	TBody
	TR
	and Sleep Epidemiology Panel B, E.K. Schwartz, SRO; Washington, DC  
	and Sleep Epidemiology Panel B, E.K. Schwartz, SRO; Washington, DC  


	2016/02/24-25  
	2016/02/24-25  
	2016/02/24-25  

	Special Emphasis Panel/Scientific Review Group 2016/06 Cancer, Heart and Sleep Epidemiology Panel B, E.K. Schwartz, SRO; San Francisco, CA  
	Special Emphasis Panel/Scientific Review Group 2016/06 Cancer, Heart and Sleep Epidemiology Panel B, E.K. Schwartz, SRO; San Francisco, CA  

	NIH  
	NIH  


	2016/06/16-17  
	2016/06/16-17  
	2016/06/16-17  

	Special Emphasis Panel/Scientific Review Group 2016/10 Cancer, Heart and Sleep Epidemiology Panel B (CHSB), E.K. Schwartz, SRO; Washington, DC  
	Special Emphasis Panel/Scientific Review Group 2016/10 Cancer, Heart and Sleep Epidemiology Panel B (CHSB), E.K. Schwartz, SRO; Washington, DC  

	NIH  
	NIH  


	2017/02/21-22  
	2017/02/21-22  
	2017/02/21-22  

	Special Emphasis Panel/Scientific Review Group 2017/05 Cancer, Heart and Sleep Epidemiology Panel B, E.K. Schwartz, SRO; San Francisco, CA  
	Special Emphasis Panel/Scientific Review Group 2017/05 Cancer, Heart and Sleep Epidemiology Panel B, E.K. Schwartz, SRO; San Francisco, CA  

	NIH  
	NIH  


	2017/06/26-27  
	2017/06/26-27  
	2017/06/26-27  

	Special Emphasis Panel/Scientific Review Group 2017/10 Cancer, Heart and Sleep Epidemiology Panel B, E.K. Schwartz, SRO; Washington, DC  
	Special Emphasis Panel/Scientific Review Group 2017/10 Cancer, Heart and Sleep Epidemiology Panel B, E.K. Schwartz, SRO; Washington, DC  

	NIH  
	NIH  


	2018/01  
	2018/01  
	2018/01  

	Mail-in review  
	Mail-in review  

	Canada Research Chairs, Canada  
	Canada Research Chairs, Canada  


	2018/02/22-23  
	2018/02/22-23  
	2018/02/22-23  

	Special Emphasis Panel/Scientific Review Group 2018/05 Cancer, Heart and Sleep Epidemiology Panel B and 2018/05 ZRG1 PSE-V (80) S, G.Y. Dinwiddie, SRO; Washington, DC  
	Special Emphasis Panel/Scientific Review Group 2018/05 Cancer, Heart and Sleep Epidemiology Panel B and 2018/05 ZRG1 PSE-V (80) S, G.Y. Dinwiddie, SRO; Washington, DC  

	NIH  
	NIH  


	2018/06/26-27  
	2018/06/26-27  
	2018/06/26-27  

	Special Emphasis Panel/Scientific Review Group 2018/10 Cancer, Heart and Sleep Epidemiology Panel B G.Y. Dinwiddie, SRO; Santa Monica, CA  
	Special Emphasis Panel/Scientific Review Group 2018/10 Cancer, Heart and Sleep Epidemiology Panel B G.Y. Dinwiddie, SRO; Santa Monica, CA  

	NIH  
	NIH  


	2019/02/25-26  
	2019/02/25-26  
	2019/02/25-26  

	Special Emphasis Panel/Scientific Review Group 2019/05 Cancer, Heart and Sleep Epidemiology Panel B G.Y. Dinwiddie, SRO; Santa Monica, CA  
	Special Emphasis Panel/Scientific Review Group 2019/05 Cancer, Heart and Sleep Epidemiology Panel B G.Y. Dinwiddie, SRO; Santa Monica, CA  

	NIH  
	NIH  


	2019/06/27-28  
	2019/06/27-28  
	2019/06/27-28  

	Special Emphasis Panel/Scientific Review Group 2019/10 Cancer, Heart and Sleep Epidemiology Panel B G.Y. Dinwiddie, SRO; Tyson’s Corner, VA  
	Special Emphasis Panel/Scientific Review Group 2019/10 Cancer, Heart and Sleep Epidemiology Panel B G.Y. Dinwiddie, SRO; Tyson’s Corner, VA  

	NIH  
	NIH  


	2020/02/13-14  
	2020/02/13-14  
	2020/02/13-14  

	Special Emphasis Panel/Scientific Review Group 2019/05 Cancer, Heart and Sleep Epidemiology Panel B H.B. Friedman, SRO; Washington, DC  
	Special Emphasis Panel/Scientific Review Group 2019/05 Cancer, Heart and Sleep Epidemiology Panel B H.B. Friedman, SRO; Washington, DC  

	NIH  
	NIH  


	2020/06/22-23  
	2020/06/22-23  
	2020/06/22-23  

	Special Emphasis Panel/Scientific Review Group 2020/10 Cancer, Heart and Sleep Epidemiology Panel B G. Dumitrescu, SRO; virtual meeting  
	Special Emphasis Panel/Scientific Review Group 2020/10 Cancer, Heart and Sleep Epidemiology Panel B G. Dumitrescu, SRO; virtual meeting  

	NIH  
	NIH  


	2020/06/12 (completion date)  
	2020/06/12 (completion date)  
	2020/06/12 (completion date)  

	Intramural Peer Review Award Panel for Peer Reviewed Medical Research Program (PRMRP); mail-in review of pre-applications  
	Intramural Peer Review Award Panel for Peer Reviewed Medical Research Program (PRMRP); mail-in review of pre-applications  

	US Government  
	US Government  


	2021/02/18-19  
	2021/02/18-19  
	2021/02/18-19  

	Special Emphasis Panel/Scientific Review Group 2021/05 Cancer, Heart and Sleep Epidemiology Panel B G. Dumitrescu, SRO; virtual meeting  
	Special Emphasis Panel/Scientific Review Group 2021/05 Cancer, Heart and Sleep Epidemiology Panel B G. Dumitrescu, SRO; virtual meeting  

	NIH  
	NIH  


	2021/06/24-25  
	2021/06/24-25  
	2021/06/24-25  

	Special Emphasis Panel/Scientific Review Group 2021/05 Cancer, Heart and Sleep Epidemiology Panel B G. Dumitrescu, SRO; virtual meeting  
	Special Emphasis Panel/Scientific Review Group 2021/05 Cancer, Heart and Sleep Epidemiology Panel B G. Dumitrescu, SRO; virtual meeting  

	NIH  
	NIH  




	2021/12/8 (completion date)  
	2021/12/8 (completion date)  
	2021/12/8 (completion date)  
	2021/12/8 (completion date)  
	2021/12/8 (completion date)  

	NIH Director’s Early Independence Award (DP5) Review; mail-in review  
	NIH Director’s Early Independence Award (DP5) Review; mail-in review  

	NIH  
	NIH  


	2022/02/16-17  
	2022/02/16-17  
	2022/02/16-17  

	Special Emphasis Panel/Scientific Review Group 2021/05 Cancer, Heart and Sleep Epidemiology Panel B G. Dumitrescu, SRO; virtual meeting  
	Special Emphasis Panel/Scientific Review Group 2021/05 Cancer, Heart and Sleep Epidemiology Panel B G. Dumitrescu, SRO; virtual meeting  

	NIH  
	NIH  


	2024/06/03   
	2024/06/03   
	2024/06/03   

	Special Emphasis Panel/Scientific Review Group 2024/10 ZHL1 PPG-N (O1) 1 G Integrating advanced sensing, omics, and machine learning to mitigate cardiometabolic disorders for Mexican American Communities (iMITIGATE). Naqvi N, SRO; virtual meeting  
	Special Emphasis Panel/Scientific Review Group 2024/10 ZHL1 PPG-N (O1) 1 G Integrating advanced sensing, omics, and machine learning to mitigate cardiometabolic disorders for Mexican American Communities (iMITIGATE). Naqvi N, SRO; virtual meeting  

	NIH  
	NIH  




	  
	  
	  
	Review –Grants (Regional, Local):  
	  
	Date(s)  
	Date(s)  
	Date(s)  
	Date(s)  
	Date(s)  

	Review Committee and Location  
	Review Committee and Location  

	Funding Agency  
	Funding Agency  



	2004/09/07  
	2004/09/07  
	2004/09/07  
	2004/09/07  

	Southwest Foundation for Biomedical Research Forum Grants Review Committee; San Antonio, TX  
	Southwest Foundation for Biomedical Research Forum Grants Review Committee; San Antonio, TX  

	Southwest Foundation Forum  
	Southwest Foundation Forum  


	2006/09/14  
	2006/09/14  
	2006/09/14  

	Chair, Southwest Foundation for Biomedical Research Forum Grants Review Committee; San Antonio, TX  
	Chair, Southwest Foundation for Biomedical Research Forum Grants Review Committee; San Antonio, TX  

	Southwest Foundation Forum  
	Southwest Foundation Forum  


	2007/03/23  
	2007/03/23  
	2007/03/23  

	Southwest Foundation Forum Science Education Awards Review Panel; San Antonio, TX  
	Southwest Foundation Forum Science Education Awards Review Panel; San Antonio, TX  

	Southwest Foundation Forum  
	Southwest Foundation Forum  


	2007/06  
	2007/06  
	2007/06  

	Southwest National Primate Research Center Pilot Study Grant Review Committee; San Antonio, TX  
	Southwest National Primate Research Center Pilot Study Grant Review Committee; San Antonio, TX  

	Southwest National Primate Research Center  
	Southwest National Primate Research Center  


	2008/09/22  
	2008/09/22  
	2008/09/22  

	Voelcker Foundation and Southwest Foundation Forum grant review panel; San Antonio, TX  
	Voelcker Foundation and Southwest Foundation Forum grant review panel; San Antonio, TX  

	Voelcker Foundation and Southwest Foundation Forum  
	Voelcker Foundation and Southwest Foundation Forum  


	2009/09/21  
	2009/09/21  
	2009/09/21  

	Voelcker Foundation grant review panel; San Antonio, TX  
	Voelcker Foundation grant review panel; San Antonio, TX  

	Voelcker Foundation  
	Voelcker Foundation  


	2010/11/16  
	2010/11/16  
	2010/11/16  

	Cowles Felloship review committee; San Antonio, TX  
	Cowles Felloship review committee; San Antonio, TX  

	Cowles Trust  
	Cowles Trust  


	2019/05/09 (completion date)  
	2019/05/09 (completion date)  
	2019/05/09 (completion date)  

	2019 ConTex Collaborative Research Grants Competition (mail-in review)  
	2019 ConTex Collaborative Research Grants Competition (mail-in review)  

	ConTex, University of Texas System  
	ConTex, University of Texas System  


	2020/02/18 (completion date)  
	2020/02/18 (completion date)  
	2020/02/18 (completion date)  

	Pilot Studies Program (mail-in review)   
	Pilot Studies Program (mail-in review)   
	  

	Rio Grande Valley Alzheimer's Disease Resource Center for Minority Aging Research  
	Rio Grande Valley Alzheimer's Disease Resource Center for Minority Aging Research  


	2021/03/16 (completion date)  
	2021/03/16 (completion date)  
	2021/03/16 (completion date)  

	Pilot Studies Program (mail-in review)   
	Pilot Studies Program (mail-in review)   
	  

	Rio Grande Valley Alzheimer's Disease Resource Center for Minority Aging Research  
	Rio Grande Valley Alzheimer's Disease Resource Center for Minority Aging Research  




	  
	  
	  
	Review – Manuscripts: (for the following scientific journals)  
	  
	American Journal of Human Genetics  
	American Journal of Medical Genetics. Part B: Neuropsychiatric Genetics  
	Annals of Human Genetics  
	Arthritis Research and Therapy  
	Atherosclerosis  
	Biochemical Genetics  
	Bioinformatics  
	Biological Psychiatry  
	BioTechniques  
	BioMed Central (BMC) Genetics  
	BioMed Central (BMC) Medical Genetics  
	BioMed Central (BMC) Systems Biology  
	BioMed Central (BMC) Proceedings  
	Circulation  
	Diabetologia  
	European Journal of Human Genetics  
	European Respiratory Journal  
	Frontiers  
	Genes  
	Genetic Epidemiology  
	Genome Medicine  
	Genomics  
	Human Biology  
	Human Genetics  
	Human Heredity  
	Human Molecular Genetics  
	Human Mutation  
	International Journal of Obesity  
	Journal of Clinical Infectious Diseases  
	Journal of Clinical Investigation  
	Journal of Investigative Medicine  
	Journal of the American Medical Association (JAMA)  
	Journal of Physiology  
	Molecular Neurospychiatry  
	Nature Communications  
	Nature Genetics  
	Physiological Genomics  
	PLoS (Public Library of Science) Biology  
	PLoS (Public Library of Science) Genetics  
	PLoS (Public Library of Science) ONE  
	Proceedings of the National Academy of Sciences (PNAS)  
	Statistical Applications in Genetics and Molecular Biology  
	Statistics in Medicine  
	Trends in Genetics  
	Science   
	Teaching 
	Teaching – Courses:   
	(as instructor/co-instructor)   
	  
	Date(s)  
	Date(s)  
	Date(s)  
	Date(s)  
	Date(s)  

	Course and Location  
	Course and Location  



	1995/07/10–14  
	1995/07/10–14  
	1995/07/10–14  
	1995/07/10–14  

	Introductory Linkage Course, Columbia University, NY  
	Introductory Linkage Course, Columbia University, NY  


	1995/10/02–06  
	1995/10/02–06  
	1995/10/02–06  

	Advanced Linkage Course, Universität Zürich, Switzerland  
	Advanced Linkage Course, Universität Zürich, Switzerland  


	1996/03/19  
	1996/03/19  
	1996/03/19  

	Workshop as part of genetics course for medical students, Columbia University, NY  
	Workshop as part of genetics course for medical students, Columbia University, NY  


	1997/03/24  
	1997/03/24  
	1997/03/24  

	Workshop as part of genetics course for medical students, Columbia University, NY  
	Workshop as part of genetics course for medical students, Columbia University, NY  


	1998/03/23  
	1998/03/23  
	1998/03/23  

	Workshop as part of genetics course for medical students, Columbia University, NY  
	Workshop as part of genetics course for medical students, Columbia University, NY  


	1998/03/24  
	1998/03/24  
	1998/03/24  

	Workshop as part of genetics course for medical students, Columbia University, NY  
	Workshop as part of genetics course for medical students, Columbia University, NY  


	1996/06/10–14  
	1996/06/10–14  
	1996/06/10–14  

	Introductory Linkage Course, Columbia University, NY  
	Introductory Linkage Course, Columbia University, NY  


	1998/06/15–19  
	1998/06/15–19  
	1998/06/15–19  

	Introductory Linkage Course, Rockefeller University, NY  
	Introductory Linkage Course, Rockefeller University, NY  


	1998/06/20–24  
	1998/06/20–24  
	1998/06/20–24  

	Introductory Linkage Course, Rockefeller University, NY  
	Introductory Linkage Course, Rockefeller University, NY  


	2002/08/26–30  
	2002/08/26–30  
	2002/08/26–30  

	Statistics in Genetics, Uppsala Universitet, Uppsala, Sweden  
	Statistics in Genetics, Uppsala Universitet, Uppsala, Sweden  


	2004/01/31–02/01  
	2004/01/31–02/01  
	2004/01/31–02/01  

	New Approaches for the Discovery and Analysis of Genes Underlying Complex Diseases, Seoul National University, Seoul, South Korea  
	New Approaches for the Discovery and Analysis of Genes Underlying Complex Diseases, Seoul National University, Seoul, South Korea  


	2004/11/18–20  
	2004/11/18–20  
	2004/11/18–20  

	Anthropological and Primate Genetics, American Association of Anthropological Genetics, Southwest Foundation of Biomedical Research, San Antonio, TX  
	Anthropological and Primate Genetics, American Association of Anthropological Genetics, Southwest Foundation of Biomedical Research, San Antonio, TX  


	2005/03/14–18  
	2005/03/14–18  
	2005/03/14–18  

	Genetic Epidemiology Workshop, Belo Horizonte, Brazil  
	Genetic Epidemiology Workshop, Belo Horizonte, Brazil  


	2005/04/06–10  
	2005/04/06–10  
	2005/04/06–10  

	Study Design and Data analysis for Genetic Studies, Genetics of Common Hereditary Disorders in Venezuela, Universidad del Zulia, Maracaibo, Venezuela  
	Study Design and Data analysis for Genetic Studies, Genetics of Common Hereditary Disorders in Venezuela, Universidad del Zulia, Maracaibo, Venezuela  


	2005/12/08–10  
	2005/12/08–10  
	2005/12/08–10  

	Anthropological and Primate Genetics, American Association of Anthropological Genetics, Southwest Foundation of Biomedical Research, San Antonio, TX  
	Anthropological and Primate Genetics, American Association of Anthropological Genetics, Southwest Foundation of Biomedical Research, San Antonio, TX  


	2006/07/04–07  
	2006/07/04–07  
	2006/07/04–07  

	Course on statistical genetics, Universidade do Porto, Porto, Portugal  
	Course on statistical genetics, Universidade do Porto, Porto, Portugal  


	2006/08/14–18  
	2006/08/14–18  
	2006/08/14–18  

	Logical Reasoning in Human Genetics and Genetic Epidemiology, University of Helsinki and National Public Health Institute (of Finland), Helsinki, Finland  
	Logical Reasoning in Human Genetics and Genetic Epidemiology, University of Helsinki and National Public Health Institute (of Finland), Helsinki, Finland  


	2007/05/08–09  
	2007/05/08–09  
	2007/05/08–09  

	QTL mapping with SOLAR, CSC (Finnish IT Center for Science), Espoo, Finland  
	QTL mapping with SOLAR, CSC (Finnish IT Center for Science), Espoo, Finland  


	2007/06/24–27  
	2007/06/24–27  
	2007/06/24–27  

	3rd course on Statistical Genetic Analysis of Complex Phenotypes, European School of Genetic Medicine, Bertinoro, Italy  
	3rd course on Statistical Genetic Analysis of Complex Phenotypes, European School of Genetic Medicine, Bertinoro, Italy  


	2007/08/16–18  
	2007/08/16–18  
	2007/08/16–18  

	Anthropological and Primate Genetics, American Association of Anthropological Genetics, Southwest Foundation for Biomedical Research, San Antonio, TX  
	Anthropological and Primate Genetics, American Association of Anthropological Genetics, Southwest Foundation for Biomedical Research, San Antonio, TX  


	2008/05/21–24  
	2008/05/21–24  
	2008/05/21–24  

	4th course on Statistical Genetic Analysis of Complex Phenotypes, European School of Genetic Medicine, Bertinoro, Italy  
	4th course on Statistical Genetic Analysis of Complex Phenotypes, European School of Genetic Medicine, Bertinoro, Italy  




	2009/06/22–25  
	2009/06/22–25  
	2009/06/22–25  
	2009/06/22–25  
	2009/06/22–25  

	5th course on Statistical Genetic Analysis of Complex Phenotypes, European School of Genetic Medicine, Bologna, Italy  
	5th course on Statistical Genetic Analysis of Complex Phenotypes, European School of Genetic Medicine, Bologna, Italy  


	2009/08/17–20  
	2009/08/17–20  
	2009/08/17–20  

	2nd Wellcome Trust School of Human Genomics, Hinxton, UK  
	2nd Wellcome Trust School of Human Genomics, Hinxton, UK  


	2010/06/21–24  
	2010/06/21–24  
	2010/06/21–24  

	6th course on Statistical Genetic Analysis of Complex Phenotypes, European School of Genetic Medicine, Bologna, Italy  
	6th course on Statistical Genetic Analysis of Complex Phenotypes, European School of Genetic Medicine, Bologna, Italy  


	2011/05/09–12  
	2011/05/09–12  
	2011/05/09–12  

	SOLAR Course, Wake Forest University, Winston-Salem, NC  
	SOLAR Course, Wake Forest University, Winston-Salem, NC  


	2021/01/07–2022/04/07  
	2021/01/07–2022/04/07  
	2021/01/07–2022/04/07  

	Logical Reasoning in Human Genetics, online course organized by Columbia (University’s) Global Centers – Tunis in Tunisia, with monthly online lectures to participants mostly from North Africa and the Middle East  
	Logical Reasoning in Human Genetics, online course organized by Columbia (University’s) Global Centers – Tunis in Tunisia, with monthly online lectures to participants mostly from North Africa and the Middle East  


	2022/11/02–present  
	2022/11/02–present  
	2022/11/02–present  

	Logical Reasoning in Human Genetics, online course organized by Columbia (University’s) Global Centers – Tunis in Tunisia, with monthly online lectures to participants mostly from North Africa and the Middle East  
	Logical Reasoning in Human Genetics, online course organized by Columbia (University’s) Global Centers – Tunis in Tunisia, with monthly online lectures to participants mostly from North Africa and the Middle East  


	2022/08/29–2022/12/14  
	2022/08/29–2022/12/14  
	2022/08/29–2022/12/14  

	HGEN8310: Genetic Epidemiology and Statistical Genetics (3 credits); lead instructor on semester-long mandatory course for students in Human Genetics Ph.D. program at the School of Medicine at the University of Texas Rio Grande Valley, Brownsville, TX   
	HGEN8310: Genetic Epidemiology and Statistical Genetics (3 credits); lead instructor on semester-long mandatory course for students in Human Genetics Ph.D. program at the School of Medicine at the University of Texas Rio Grande Valley, Brownsville, TX   


	2024/01/17–2024/05/06  
	2024/01/17–2024/05/06  
	2024/01/17–2024/05/06  

	HGEN8310: Genetic Epidemiology and Statistical Genetics (3 credits); lead instructor on semester-long mandatory course for students in Human Genetics Ph.D. program at the School of Medicine at the University of Texas Rio Grande Valley, Brownsville, TX   
	HGEN8310: Genetic Epidemiology and Statistical Genetics (3 credits); lead instructor on semester-long mandatory course for students in Human Genetics Ph.D. program at the School of Medicine at the University of Texas Rio Grande Valley, Brownsville, TX   




	  
	  
	Teaching – Lectures:  
	(in established university courses)  
	  
	Date(s)  
	Date(s)  
	Date(s)  
	Date(s)  
	Date(s)  

	Course and Location  
	Course and Location  

	Title  
	Title  



	1999/10/21  
	1999/10/21  
	1999/10/21  
	1999/10/21  

	Clinical Genetics, Techniques and Applications, Oulun Yliopisto (University of Oulu), Oulu, Finland  
	Clinical Genetics, Techniques and Applications, Oulun Yliopisto (University of Oulu), Oulu, Finland  

	Introduction to linkage analysis  
	Introduction to linkage analysis  


	2005/11/15  
	2005/11/15  
	2005/11/15  

	Methodology in Molecular Medicine, Uppsala University, Uppsala, Sweden  
	Methodology in Molecular Medicine, Uppsala University, Uppsala, Sweden  

	Statistics in genetics  
	Statistics in genetics  


	2017/08/22  
	2017/08/22  
	2017/08/22  

	Module Molecules to Medicine in first year medical student curriculum at University of Texas Rio Grande Valley School of Medicine, Edinburg, TX  
	Module Molecules to Medicine in first year medical student curriculum at University of Texas Rio Grande Valley School of Medicine, Edinburg, TX  

	Population genetics  
	Population genetics  


	2018/08/21  
	2018/08/21  
	2018/08/21  

	Module Molecules to Medicine in first year medical student curriculum at University of Texas Rio Grande Valley School of Medicine, Edinburg, TX  
	Module Molecules to Medicine in first year medical student curriculum at University of Texas Rio Grande Valley School of Medicine, Edinburg, TX  

	Population genetics  
	Population genetics  


	2019/08/29  
	2019/08/29  
	2019/08/29  

	Module Molecules to Medicine in first year medical student 
	Module Molecules to Medicine in first year medical student 

	Population genetics  
	Population genetics  




	Table
	TBody
	TR
	curriculum at University of Texas Rio Grande Valley School of Medicine, Edinburg, TX  
	curriculum at University of Texas Rio Grande Valley School of Medicine, Edinburg, TX  


	2020/08/14  
	2020/08/14  
	2020/08/14  

	Module Molecules to Medicine in first year medical student curriculum at University of Texas Rio Grande Valley School of Medicine, Edinburg, TX  
	Module Molecules to Medicine in first year medical student curriculum at University of Texas Rio Grande Valley School of Medicine, Edinburg, TX  

	Population genetics  
	Population genetics  


	2020/08/17  
	2020/08/17  
	2020/08/17  

	Module Molecules to Medicine in first year medical student curriculum at University of Texas Rio Grande Valley School of Medicine, Edinburg, TX  
	Module Molecules to Medicine in first year medical student curriculum at University of Texas Rio Grande Valley School of Medicine, Edinburg, TX  

	Principals of gene mapping  
	Principals of gene mapping  


	2021/08/12   
	2021/08/12   
	2021/08/12   

	Module Molecules to Medicine in first year medical student curriculum at University of Texas Rio Grande Valley School of Medicine, Edinburg, TX  
	Module Molecules to Medicine in first year medical student curriculum at University of Texas Rio Grande Valley School of Medicine, Edinburg, TX  

	Population genetics  
	Population genetics  


	2021/08/13   
	2021/08/13   
	2021/08/13   

	Module Molecules to Medicine in first year medical student curriculum at University of Texas Rio Grande Valley School of Medicine, Edinburg, TX  
	Module Molecules to Medicine in first year medical student curriculum at University of Texas Rio Grande Valley School of Medicine, Edinburg, TX  

	Principals of gene mapping  
	Principals of gene mapping  


	2022/08/25   
	2022/08/25   
	2022/08/25   

	Module Molecules to Medicine in first year medical student curriculum at University of Texas Rio Grande Valley School of Medicine, Edinburg, TX  
	Module Molecules to Medicine in first year medical student curriculum at University of Texas Rio Grande Valley School of Medicine, Edinburg, TX  

	Population genetics (and a bit of gene mapping)  
	Population genetics (and a bit of gene mapping)  


	2023/02/06+08  
	2023/02/06+08  
	2023/02/06+08  

	HGEN8215: Current Topics in Human Genetics (3 credits), PhD level course, University of Texas Rio Grande Valley School of Medicine, Brownsville, TX  
	HGEN8215: Current Topics in Human Genetics (3 credits), PhD level course, University of Texas Rio Grande Valley School of Medicine, Brownsville, TX  

	Gut microbiome and diabetes (discussion of 2 papers on this topic)  
	Gut microbiome and diabetes (discussion of 2 papers on this topic)  


	2023/02/07+09  
	2023/02/07+09  
	2023/02/07+09  

	HGEN8305: Genetic Basis of Human Disease (3 credits), PhD level course, University of Texas Rio Grande Valley School of Medicine, Brownsville, TX  
	HGEN8305: Genetic Basis of Human Disease (3 credits), PhD level course, University of Texas Rio Grande Valley School of Medicine, Brownsville, TX  

	Targeted vs. untargeted approaches for studying complex diseases; and: “Simple” genetic diseases are not all that simple (including not all that simple genetically)  
	Targeted vs. untargeted approaches for studying complex diseases; and: “Simple” genetic diseases are not all that simple (including not all that simple genetically)  


	2023/02/07  
	2023/02/07  
	2023/02/07  

	HGEN8101: Student Seminar (1 credit), PhD level course, University of Texas Rio Grande Valley School of Medicine, Brownsville, TX  
	HGEN8101: Student Seminar (1 credit), PhD level course, University of Texas Rio Grande Valley School of Medicine, Brownsville, TX  

	Overview of my research program and dissertation opportunities  
	Overview of my research program and dissertation opportunities  


	2023/08/23   
	2023/08/23   
	2023/08/23   

	Module Molecules to Medicine in first year medical student curriculum at University of Texas 
	Module Molecules to Medicine in first year medical student curriculum at University of Texas 

	Population genetics (and a bit of gene mapping)  
	Population genetics (and a bit of gene mapping)  




	Table
	TBody
	TR
	Rio Grande Valley School of Medicine, Edinburg, TX  
	Rio Grande Valley School of Medicine, Edinburg, TX  


	2023/10/4 + 11 + 18 + 24 + 11/1  
	2023/10/4 + 11 + 18 + 24 + 11/1  
	2023/10/4 + 11 + 18 + 24 + 11/1  

	HGEN8395: Directed Research (3 credits), PhD level course, University of Texas Rio Grande Valley School of Medicine, Brownsville, TX  
	HGEN8395: Directed Research (3 credits), PhD level course, University of Texas Rio Grande Valley School of Medicine, Brownsville, TX  

	Analytical methods development  
	Analytical methods development  


	2023/11/14  
	2023/11/14  
	2023/11/14  

	HGEN8355: Advanced Topics in Omics Research (3 credits), PhD level course, University of Texas Rio Grande Valley School of Medicine, Brownsville, TX  
	HGEN8355: Advanced Topics in Omics Research (3 credits), PhD level course, University of Texas Rio Grande Valley School of Medicine, Brownsville, TX  

	(Human) microbiome  
	(Human) microbiome  


	2023/11/16  
	2023/11/16  
	2023/11/16  

	HGEN8380: Advanced Topics in Neurogenetics (3 credits), PhD level course, University of Texas Rio Grande Valley School of Medicine, Brownsville, TX  
	HGEN8380: Advanced Topics in Neurogenetics (3 credits), PhD level course, University of Texas Rio Grande Valley School of Medicine, Brownsville, TX  

	Schizophrenia (genetics)  
	Schizophrenia (genetics)  


	2024/02/06+08  
	2024/02/06+08  
	2024/02/06+08  

	HGEN8305: Genetic Basis of Human Disease (3 credits), PhD level course, University of Texas Rio Grande Valley School of Medicine, Brownsville, TX  
	HGEN8305: Genetic Basis of Human Disease (3 credits), PhD level course, University of Texas Rio Grande Valley School of Medicine, Brownsville, TX  

	Targeted vs. untargeted approaches for studying complex diseases; and Trait complexity  
	Targeted vs. untargeted approaches for studying complex diseases; and Trait complexity  


	2024/02/05+07  
	2024/02/05+07  
	2024/02/05+07  

	HGEN8215: Current Topics in Human Genetics (3 credits), PhD level course, University of Texas Rio Grande Valley School of Medicine, Brownsville, TX  
	HGEN8215: Current Topics in Human Genetics (3 credits), PhD level course, University of Texas Rio Grande Valley School of Medicine, Brownsville, TX  

	Gut microbiome (discussion of 2 papers on this topic)  
	Gut microbiome (discussion of 2 papers on this topic)  




	 
	 
	  
	Workshops 
	(invited workshops only)   
	  
	Date(s)  
	Date(s)  
	Date(s)  
	Date(s)  
	Date(s)  

	Workshop and Location  
	Workshop and Location  



	2002/05/15–17  
	2002/05/15–17  
	2002/05/15–17  
	2002/05/15–17  

	Genomic Research in the African Diaspora (GRAD) Workshop I, National Human Genome Center, Howard University, Queenstown, MD  
	Genomic Research in the African Diaspora (GRAD) Workshop I, National Human Genome Center, Howard University, Queenstown, MD  


	2003/01/12–14  
	2003/01/12–14  
	2003/01/12–14  

	2nd US-Korean Workshop on Psychiatric Genetics, Pittsburgh, PA  
	2nd US-Korean Workshop on Psychiatric Genetics, Pittsburgh, PA  


	2004/08/29–30  
	2004/08/29–30  
	2004/08/29–30  

	Collaborative Research Network on Genetics of Mental Disorders in Latin America, Lima, Peru  
	Collaborative Research Network on Genetics of Mental Disorders in Latin America, Lima, Peru  


	2004/11/15  
	2004/11/15  
	2004/11/15  

	Gene-Environment Interactions and Epigenesis in Mental Disorders, National Institutes of Mental Health, Rockville, MD  
	Gene-Environment Interactions and Epigenesis in Mental Disorders, National Institutes of Mental Health, Rockville, MD  


	2006/06/01–02  
	2006/06/01–02  
	2006/06/01–02  

	Workshop on Advances in Collecting and Utilizing Biological Indicators and Genetic Information in Social Science Surveys, National Academy of Sciences, Washington, D.C. (presentation entitled Thoughts on the usefulness of collecting genetic data in social science surveys)  
	Workshop on Advances in Collecting and Utilizing Biological Indicators and Genetic Information in Social Science Surveys, National Academy of Sciences, Washington, D.C. (presentation entitled Thoughts on the usefulness of collecting genetic data in social science surveys)  


	2008/06/02–03  
	2008/06/02–03  
	2008/06/02–03  

	Genotype-Tissue Expression (GTEx) Resource Workshop I, National Institutes of Health, Rockville, MD  
	Genotype-Tissue Expression (GTEx) Resource Workshop I, National Institutes of Health, Rockville, MD  
	  




	 
	 
	  
	Publications 
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	2.
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	20.
	20.
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	 Karppinen J, Pääkkö E, Paassilta P, Lohiniva J, Kurunlahti M, Tervonen O, Nieminen P, Göring HHH, Malmivaara A, Vanharanta H, Ala-Kokko L (2003) The radiological phenotypes in lumbar MRI for a gene defect in the COL9A3 gene of collagen IX. Radiology 227:143–148  

	26.
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	 Fitzpatrick E, Göring HHH, Liu H, Borg A, Forrest S, Cooper DW, Brennecke SP, Moses EK (2004) Fine mapping and SNP analysis of positional candidates at the pre-eclampsia susceptibility locus, PREG1, on chromosome 2. Hum Biol 76:849–862  

	27.
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	 Samollow PB, Perez G, Kammerer CM, Finegold D, Zwartjes PW, Havill LM, Comuzzie AG, Mahaney MC, Göring HH, Blangero J, Foley TP, Barmada MM (2004) Genetic and environmental influences on thyroid hormone variation in Mexican Americans. J Clin Endocrinol Metab 89:3276–3284  

	28.
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	 Winchester R, Pitt J, Charurat M, Magder LS, Göring HHH, Landay A, Read JS, Shearer W, Handelsman E, Luzuriaga K, Hillyer, GV, Blattner W (2004) Mother-to-child transmission of HIV-1: Strong association with certain maternal HLA-B alleles independent of viral load implicates innate immune mechanisms. J Acquir Immune Defic Syndr 36:659–670  
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	 North KE, Almasy L, Göring HHH, Cole S, Diego VP, Laston S, Cantu T, Williams JT, Howard BV, Lee ET, Best LG, Fabsitz RR, Williams K, MacCluer JW (2005) Linkage analysis of factors underlying insulin resistance: The Strong Heart Family Study. Obes Res13:1877–1884  

	34.
	34.
	 Sigurdsson S, Nordmark G, Göring HHH, Lindroos K, Wiman A-C, Sturfelt G, Jönsen A, Rantapää-Dahlqvist S, Möller B, Kere J, Koskenmies S, Widén E, Eloranta M-L, Julkunen H, Kristjansdottir H, Steinsson K, Alm G, Rönnblom L, Syvänen AC (2005) Polymorphisms in the tyrosine kinase 2 and interferon 


	regulatory factor 5 genes are associated with systemic lupus erythematosus. Am 
	regulatory factor 5 genes are associated with systemic lupus erythematosus. Am 
	regulatory factor 5 genes are associated with systemic lupus erythematosus. Am 
	J Hum Genet 76:528–537  

	35.
	35.
	 Arya R, Demerath E, Jenkinson CP, Göring HHH,, Puppala S, Farook V, Fowler S, Schneider J, Granato R, Resendez RG, Dyer TD, Cole SA, Almasy L, Comuzzie AG, Siervogel RM, Bradshaw B, DeFronzo RA, MacCluer J, Stern MP, Towne B, Blangero J, Duggirala R (2006) A quantitative trait locus (QTL) on chromosome 6q influences birth weight in two independent family studies. Hum Mol Genet 15:1569–1579  

	36.
	36.
	 Cai G, Cole SA, Butte N, Bacino C, Diego V, Tan K, Göring HH, O’Rahilly S, Farooqi IS, Comuzzie AG (2006) A quantitative trait locus on chromosome 18q for physical activity and dietary intake in Hispanic children. Obesity 14:1596–1604  

	37.
	37.
	 Diego VP, Göring HHH, Cole SA, Almasy L, Dyer TD, Blangero J, Duggirala R, Laston S, Wenger C, Cantu T, Dyke B, North K, Schurr T, Best LG, Devereux RB, Fabsitz RR, Howard BV, MacCluer JW (2006) Fasting insulin and obesity-related phenotypes are linked to chromosome 2p. Diabetes 55:1874–1878  

	38.
	38.
	 Franceschini N, MacCluer JW, Göring HHH, Cole SA, Rose KM, Almasy L, Diego V, Laston S, Lee ET, Howard BV, Best LG, Fabsitz RR, Roman MJ, North KE (2006) A quantitative trait loci-specific gene-by-sex interaction on systolic blood pressure among American Indians: The Strong Heart Family Study. Hypertension 48:266–270  

	39.
	39.
	 Lehman DM, Hamlington J, Hunt KJ, Leach RJ, Arya R, Abboud H, Duggirala R, Blangero J, Göring HHH, Stern MP (2006) A novel missense mutation in ADRB3 increases risk for type 2 diabetes in a Mexican American family. Diabetes Metab Res Rev 22:331–336  
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