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Research Interests 
I am a molecular geneticist with more than 25 years of experience in the molecular genetic 
analysis of human complex diseases. My research focuses on the identification and 
characterization of susceptibility genes for disease conditions such as type 2 diabetes, obesity, 
cardiovascular disease and related complications in large pedigree-based studies; with the 
ultimate objective of gaining an insight into the biological pathways involved in disease 
pathogenesis. I have extensive experience in high-throughput genomic technologies and 
applying these to help understand the genetic underpinnings of disease. As a PI or co-I on 
several NIH-funded and industry funded projects, I have continued to significantly enhance my 
expertise in high-throughput genomics.  
I have a significant interest in the interaction between the gut and the brain and how this 
interaction influences the development of obesity. As part of a long-running collaboration, we 
have obtained MRI-derived brain images for analysis of brain structure and function. This work 
has revolutionized research into psychiatric disorders, substance abuse disorders and major 



depression. Additionally, it has allowed the analysis of brain image data with metabolic related 
phenotypes.  
 
Working closely with our stem cell scientist, we have been working on developing tissue model 
systems using induced pluripotent stem cell (iPSC) lines generated from lymphoblastoid cell 
lines from one of our large ongoing studies of Mexican American families. Funded through my 
Lacks Valley Stores Ltd, Endowed Professorship, we are generating pancreatic β-cells to use in 
testing the functionality of DNA variants of relevance to diabetes. Previously our stem cell 
scientist has successfully generated hepatocytes, cardiomyoctes, neurons, adipocytes, alveolar 
cells and endothelial cells from these iPSC lines. We have whole genome sequence data 
available for all of these individuals and therefore use such tissue models to assess the 
functionality of DNA mutations in a biological system for various different disease traits. 
 
My most recent work has focused on using genome-wide lipid measures as endophenotypes for 
metabolic related diseases. In collaboration with colleagues from Australia, we previously 
measured more than 300 species of lipids in approximately 1,200 Mexican American 
individuals. These studies have resulted in the identification of specific roles for several lipid 
species in diseases such as CVD, hypertension, metabolic syndrome, diabetes, bipolar disorder 
and major depression. As part of current NIH funding, we have begun to expand this effort to 
more than 800 lipid species in more than 2,500 Mexican American individuals at four different 
time points, with the ultimate aim of identifying those lipids that represent endophenotypes for 
both cardiovascular disease risk and diabetes. 

 

Publications 
1. Lea RA, Selvey S, Ashton KJ, Curran JE, Gaffney PT, Green AC, Griffiths LR (1998) The 

null allele of GSTM1 does not affect susceptibility to solar keratoses in the Australian white 
population. J Am Acad Dermatol 38(4): 631-633. 

 
2. Curran JE, Vaughan T, Lea RA, Weinstein SR, Morrison NA, Griffiths LR (1999) 

Association of a vitamin D receptor polymorphism with sporadic breast cancer 
development. Int J Cancer 83(6): 723-726. 

 
3. Curran JE, Weinstein SR, Griffiths LR (2000) Polymorphisms of glutathione S-transferase 

genes (GSTM1, GSTP1 and GSTT1) and breast cancer susceptibility. Cancer Lett 153(1-
2): 113-120. 

 
4. Curran JE, Lea RA, Rutherford S, Weinstein SR, Griffiths LR (2001) Association of 

estrogen receptor and glucocorticoid receptor gene polymorphisms with sporadic breast 
cancer. Int J Cancer, 95(4): 271-275. 
 

5. Carless MA, Curran JE, Gaffney P, Weinstein SR, Griffiths LR (2001) Association analysis 
of somatostatin receptor (SSTR1 and SSTR2) polymorphisms in breast cancer and solar 
keratosis. Cancer Lett 166(2): 193-197. 

 
6. Smith RA, Curran JE, Weinstein SR, Griffiths LR (2001) Investigation of glutathione S-

transferase zeta and the development of sporadic breast cancer. Breast Cancer Res 3(1): 
409-411. 

 



7. Curran JE, Weinstein SR, Griffiths LR (2002) Polymorphic variants of NFKB1 and its 
inhibitory protein NFKBIA, and their involvement in sporadic breast cancer. Cancer Lett 
188(1-2): 103-107. 

 
8. Carless MA, Lea RA, Curran JE, Appleyard B, Gaffney P, Green A, Griffiths LR (2002) 

The GSTM1 null genotype confers an increased risk for solar keratosis development in an 
Australian Caucasian population.  J Invest Dermatol 119(6): 1373-1378. 

 
9. Smith RA, Lea RA, Curran JE, Weinstein SR, Griffiths LR (2003) Expression of 

glucocorticoid and progesterone nuclear receptor genes in archival breast cancer tissue. 
Breast Cancer Res 5(1): R9-12. 

 
10. Jowett JB, Elliott KS, Curran JE, Hunt N, Walder KR, Collier GR, Zimmet PZ, Blangero J 

(2004) Genetic variation in BEACON influences quantitative variation in metabolic 
syndrome-related phenotypes. Diabetes 53(9): 2467-2472. 

 
11. Walder K, Kerr-Bayles L, Civitarese A, Jowett J, Curran J, Elliott K, Trevaskis J, Bishara 

N, Zimmet P, Mandarino L, Ravussin E, Blangero J, Kissebah A, Collier GR (2005) The 
mitochondrial rhomboid protease PSARL is a new candidate gene for type 2 diabetes. 
Diabetologia 48(3):459-468. 

 
12. Curran JE, Jowett JB, Elliott KS, Gao Y, Gluschenko K, Wang J, Abel Azim DM, Cai G, 

Mahaney MC, Comuzzie AG, Dyer TD, Walder KR, Zimmet P, MacCluer JW, Collier GR, 
Kissebah AH, Blangero J (2005) Genetic variation in selenoprotein S influences 
inflammatory response. Nature Genetics 37(11):1234-1241. 

 
13. Bastarrachea RA, Curran JE, Bolado VE, Kent J, López-Alvarenga JC, Téllez-Mendoza J, 

Blangero J, Comuzzie AG (2006) Vinculando la respuesta inflamatoria, la obesidad y la 
diabetes con la sobrecarga (estrés) del retículo endoplásmico a través de las acciones de 
la selenoproteína S. Rev Edocrinol Nutr 14(2):89-101. 

 
14. Bozaoglu K, Curran JE, Elliott KS, Walder KR, Dyer TD, Rainwater DL, VandeBerg JL, 

Comuzzie AG, Collier GR, Zimmet P, MacCluer JW, Jowett JB, Blangero J (2006) 
Association of genetic variation within UBL5 with phenotypes of the metabolic syndrome. 
Hum Biol 78(2):147-159. 

 
15. Diego VP, Rainwater DL, Wang XL, Cole SA, Curran JE, Johnson MP, Jowett JB, Dyer 

TD, Williams JT, Moses EK, Comuzzie AG, Maccluer JW, Mahaney MC, Blangero J (2007) 
Genotype × adiposity interaction linkage analyses reveal a locus on chromosome 1 for 
lipoprotein-associated phospholipase A2, a marker of inflammation and oxidative stress. 
Am J Hum Genet 80(1): 168-177. 

 
16. Curran JE, Johnson MP, Dyer TD, Göring HH, Kent JW, Charlesworth JC, Borg AJ, 

Jowett JB, Cole SA, MacCluer JW, Kissebah AH, Moses EK, Blangero J (2007) Genetic 
determinants of mitochondrial content. Hum Mol Genet 16(12):1504-1514. 

 
17. Rutherford S, Cai G, Lopez-Alvarenga JC, Kent JW, Vorunganti VS, Proffitt JM, Curran 

JE, Johnson MP, Dyer TD, Jowett JB, Bastarrachea RA, Atwood LD, Göring HH, Maccluer 
JW, Moses EK, Blangero J, Comuzzie AG, Cole SA (2007) A chromosome 11q 
quantitative-trait locus influences change of blood-pressure measurements over time in 



Mexican Americans of the San Antonio Family Heart Study. Am J Hum Genet 81(4): 744-
755. 

 
18. Göring HH, Curran JE, Johnson MP, Dyer TD, Charlesworth J, Cole SA, Jowett JB, 

Abraham LJ, Rainwater DL, Comuzzie AG, Mahaney MC, Almasy L, MacCluer JW, 
Kissebah AH, Collier GR, Moses EK, Blangero J (2007) Discovery of expression QTLs 
using large-scale transcriptional profiling in human lymphocytes. Nature Genetics 39(10): 
1208-1216. 

 
19. Moses EK, Johnson MP, Tømmerdal T, Forsmo S, Curran JE, Abraham LJ, Charlesworth 

JC, Brennecke SP, Blangero J, Austgulen R (2008) Genetic association of preeclampsia to 
the inflammatory response gene SEPS1. Am J Obstet Gynecol 198(3): 336.e1-5. 

 
20. Tejero ME, Voruganti VS, Proffitt JM, Curran JE, Göring HH, Johnson MP, Dyer TD, 

Jowett JB, Collier GR, Moses EK, MacCluer JW, Mahaney MC, Blangero J, Comuzzie AG, 
Cole SA (2008) Cross-species replication of a resistin mRNA QTL, but not QTLs for 
circulating levels of resistin, in human and baboon. Heredity 101(1): 60-66. 

 
21. Bozaoglu K, Segal D, Shields KA, Cummings N, Curran JE, Comuzzie AG, Mahaney MC, 

Rainwater DL, VandeBerg JL, MacCluer JW, Collier G, Blangero J, Walder K, Jowett J 
(2009) Chemerin is associated with metabolic syndrome phenotypes in a Mexican 
American population. J Clin Endocrinol Metab 94(8):3085-3088. PMCID: PMC2730868 

 
22. Smith EM, Zhang Y, Baye TM, Gawrieh S, Cole R, Blangero J, Carless MA, Curran JE, 

Dyer TD, Abraham LJ, Moses EK, Kissebah AH, Martin LJ, Olivier M (2010) INSIG1 
influences obesity-related hypertriglyceridemia in humans. J Lipid Res 51(4):701-708. 
PMCID: PMC2838707 

 
23. Curran JE, Jowett JB, Abraham LJ, Diepeveen LA, Elliott KS, Dyer TD, Kerr-Bayles LJ, 

Johnson MP, Comuzzie AG, Moses EK, Walder KR, Collier GR, Blangero J, Kissebah AH 
(2010) Genetic variation in PARL influences mitochondrial content. Hum Genet 127(2): 
183-190. PMCID: PMC2829432 

 
24. Jowett JB, Curran JE, Johnson MP, Carless MA, Göring HH, Dyer TD, Cole SA, 

Comuzzie AG, MacCluer JW, Moses EK, Blangero J (2010) Genetic variation at the FTO 
locus influences RBL2 gene expression. Diabetes 59(3):726-732. PMCID: PMC2828652 

 
25. Glahn DC, Winkler AM, Kochunov P, Almasy L, Duggirala R, Carless MA, Curran JE, 

Olvera RL, Laird AR, Smith SM, Beckmann CF, Fox PT, Blangero J (2010) Genetic control 
over the resting brain. Proc Natl Acad Sci USA 107(3): 1223-1228. PMCID: PMC2824276 

 
26. Bozaoglu K, Curran JE, Stocker CJ, Zaibi MS, Segal D, Konstantopoulos N, Morrison S, 

Carless M, Dyer TD, Cole SA, Göring HH, Moses EK, Walder K, Cawthorne MA, Blangero 
J, Jowett JB (2010) Chemerin, a novel adipokine in the regulation of angiogenesis. J Clin 
Endocrinol Metab 95(5): 2476-2485 PMCID: PMC2869547 

27. Prior MJ, Foletta VC, Jowett JB, Segal DH, Carless MA, Curran JE, Dyer TD, Moses EK, 
McAinch AJ, Konstantopoulos N, Bozaoglu K, Collier GR, Cameron-Smith D, Blangero J, 
Walder KR (2010) The characterization of Abelson helper integration site-1 in skeletal 
muscle and its links to the metabolic syndrome. Metabolism 59(7): 1057-1064. PMCID: 
PMC3249385 

 



28. Gawrieh S, Baye TM, Carless M, Wallace J, Komorowski R, Kleiner DE, Andris D, Makladi 
B, Cole R, Charlton M, Curran J, Dyer TD, Charlesworth J, Wilke R, Blangero J, Kissebah 
AH, Olivier M (2010) Hepatic gene networks in morbidly obese patients with nonalcoholic 
fatty liver disease. Obes Surg 20(12): 1698-1709. 

 
29. Melton PE, Rutherford S, Voruganti VS, Göring HH, Laston S, Haack K, Comuzzie AG, 

Dyer TD, Johnson MP, Kent JW Jr, Curran JE, Moses EK, Blangero J, Barac A, Lee ET, 
Best LG, Fabsitz RR, Devereux RB, Okin PM, Bella JN, Broeckel U, Howard BV, MacCluer 
JW, Cole SA, Almasy L (2010) Bivariate genetic association of KIAA1797 with heart rate in 
American Indians: The Strong Heart Family Study. Hum Mol Genet 19(18): 3662-3671. 
PMCID: PMC2928129 

 
30. Charlesworth JC, Curran JE, Johnson MP, Göring HH, Dyer TD, Diego VP, Kent Jr JW, 

Mahaney MC, Almasy L, MacCluer JW, Moses EK, Blangero J (2010) Transcriptomic 
epidemiology of smoking: the effect of smoking on gene expression in lymphocytes. BMC 
Med Genomics 3:29. PMCID: PMC2911391 

 
31. Konstantopoulos N, Foletta VC, Segal DH, Shields KA, Sanigorski A, Windmill K, Swinton 

C, Connor T, Wanyonyi S, Dyer TD, Fahey RP, Watt RA, Curran JE, Molero JC, Krippner 
G, Collier GR, James DE, Blangero J, Jowett JB, Walder KR (2011) A gene expression 
signature for insulin resistance. Physiol Genomics 43(3): 110-120.  

 
32. Kochunov P, Glahn DC, Lancaster J, Winkler A, Karlsgodt K, Olvera RL, Curran JE, 

Carless MA, Dyer TD, Almasy L, Duggirala R, Fox PT, Blangero J (2011) Blood pressure 
and cerebral white matter share common genetic factors in Mexican Americans. 
Hypertension 57(2): 330-335. PMCID: PMC3024472 

 
33. Johansson A, Curran JE, Johnson MP, Freed KA, Fenstad MH, Bjørge L, Eide IP, Carless 

MA, Rainwater DL, Göring HH, Austgulen R, Moses EK, Blangero J (2011) Identification of 
ACOX2 as a shared genetic risk factor for preeclampsia and cardiovascular disease. Eur J 
Hum Genet 19(7): 796-800. PMCID: PMC3137494 

 
34. Carless MA, Glahn DC, Johnson MP, Curran JE, Bozaoglu K, Dyer TD, Winkler AM, Cole 

SA, Almasy L, MacCluer JW, Duggirala R, Moses EK, Göring HH, Blangero J (2011) 
Impact of DISC1 variation on neuroanatomical and neurocognitive phenotypes. Mol 
Psychiatry 16(11): 1096-1104. PMCID: PMC3135724 

 
35. Freed KA, Blangero J, Howard T, Johnson MP, Curran JE, Garcia YR, Lan HC, Abboud 

HE, Moses EK (2011) The 57 kb deletion in cystinosis patients extends into TRPV1 
causing dysregulation of transcription in peripheral blood mononuclear cells. J Med Genet 
48(8): 563-566. 

 
36. Olvera RL, Bearden CE, Velligan DI, Almasy L, Carless MA, Curran JE, Williamson DE, 

Duggirala R, Blangero J, Glahn DC (2011) Common genetic influences on depression, 
alcohol, and substance use disorders in Mexican American families. Am J Genet B 
Neuropsychiatr Genet, 156B(5): 561-568. PMCID: PMC3112290 

 
37. Choh AC, Curran JE, Odegaard AO, Nahhas RW, Czerwinski SA, Blangero J, Towne B, 

Demerath EW (2011) Differences in the heritability of growth and growth velocity during 
infancy and associations with FTO variants. Obesity 19(9): 1847-1854. PMCID: 
PMC4013792 



 
38. Vinson A, Curran JE, Johnson MP, Dyer TD, Moses EK, Blangero J, Cox LA, Rogers J, 

Havill LM, Vandeberg JL, Mahaney MC (2011) Genetical genomics of Th1 and Th2 
immune response in a baboon model of atherosclerosis risk factors. Atherosclerosis 
217(2): 387-394. PMCID: PMC3176804 

 
39. Kumar S, Bellis C, Zlojutro M, Melton PE, Blangero J, Curran JE (2011) Large scale 

mitochondrial sequencing in Mexican Americans suggests a reappraisal of Native 
American origins. BMC Evol Biol 11(1): 293. PMCID: PMC3217880  

 
40. Curran JE, Meikle PJ, Blangero J (2011) New approaches for the discovery of lipid-related 

genes. Clin Lipidol 6(5): 495-500. 
 

41. Kochunov P, Glahn DC, Nichols TE, Winkler AM, Hong EL, Holcomb HH, Stein JL, 
Thompson PM, Curran JE, Carless MA, Olvera RL, Johnson MP, Cole SA, Kochunov V, 
Kent J, Blangero J (2011) Genetic analysis of cortical thickness and fractional anisotropy of 
water diffusion in the brain. Front Neurosci 5: 120. PMCID: PMC3199541 

 
42. Almasy L, Dyer TD, Peralta JM, Kent JW Jr, Charlesworth JC, Curran JE, Blangero J 

(2011) Genetic Analysis Workshop 17 mini-exome simulation. BMC Proceedings 5(Suppl 
9): S2. PMCID: PMC3287854 

 
43. Cummings N, Shields KA, Curran JE, Bozaoglu K, Trevaskis J, Gluschenko K, Cai G, 

Comuzzie AG, Dyer TD, Walder KR, Zimmet P, Collier GR, Blangero J, Jowett JB (2012) 
Genetic variation in SH3-domain GRB2-like (endophilin)-interacting protein 1 has a major 
impact on fat mass. Int J Obes 36(2): 201-206. 

 
44. Diego VP, Curran JE, Charlesworth J, Peralta JM, Voruganti VS, Cole SA, Dyer TD, 

Johnson MP, Moses EK, Göring HH, Williams JT, Comuzzie AG, Almasy L, Blangero J, 
Williams-Blangero S (2012) Systems genetics of the nuclear factor-κB signal transduction 
network. I. Detection of several quantitative trait loci potentially relevant to aging. Mech 
Ageing Dev 133(1): 11-9. PMCID: PMC3321306  

 
45. Glahn DC, Curran JE, Winkler AM, Carless MA, Kent JW Jr, Charlesworth JC, Johnson 

MP, Göring HH, Cole SA, Dyer TD, Moses EK, Olvera RL, Kochunov P, Duggirala R, Fox 
PT, Almasy L, Blangero J (2012) High dimensional endophenotype ranking in the search 
for major depression risk genes. Biol Psychiatry 71(1): 6-14. PMCID: PMC3230692 

 
46. Farook VS, Puppala S, Schneider J, Fowler SP, Chittoor G, Dyer TD, Allayee H, Cole SA, 

Arya R, Black MH, Curran JE, Almasy L, Buchanan TA, Jenkinson CP, Lehman DM, 
Watanabe RM, Blangero J, Duggirala R (2012) Metabolic syndrome is linked to 
chromosome 7q21 and associated with genetic variants in CD36 and GNAT3 in Mexican 
Americans. Obesity 20(10): 2083-2092. PMCID: PMC4287372 

 
47. Stein JL, Medland SE, Vasquez AA, Hibar DP, Senstad RE, Winkler AM, Toro R, Appel K, 

Bartecek R, Bergmann O, Bernard M, Brown AA, Cannon DM, Chakravarty MM, 
Christoforou A, Domin M, Grimm O, Hollinshead M, Holmes AJ, Homuth G, Hottenga JJ, 
Langan C, Lopez LM, Hansell NK, Hwang KS, Kim S, Laje G, Lee PH, Liu X, Loth E, 
Lourdusamy A, Mattingsdal M, Mohnke S, Maniega SM, Nho K, Nugent AC, O'Brien C, 
Papmeyer M, Pütz B, Ramasamy A, Rasmussen J, Rijpkema M, Risacher SL, Roddey JC, 
Rose EJ, Ryten M, Shen L, Sprooten E, Strengman E, Teumer A, Trabzuni D, Turner J, 



van Eijk K, van Erp TG, van Tol MJ, Wittfeld K, Wolf C, Woudstra S, Aleman A, Alhusaini 
S, Almasy L, Binder EB, Brohawn DG, Cantor RM, Carless MA, Corvin A, Czisch M, 
Curran JE, Davies G, de Almeida MA, Delanty N, Depondt C, Duggirala R, Dyer TD, Erk 
S, Fagerness J, Fox PT, Freimer NB, Gill M, Göring HH, Hagler DJ, Hoehn D, Holsboer F, 
Hoogman M, Hosten N, Jahanshad N, Johnson MP, Kasperaviciute D, Kent JW Jr, 
Kochunov P, Lancaster JL, Lawrie SM, Liewald DC, Mandl R, Matarin M, Mattheisen M, 
Meisenzahl E, Melle I, Moses EK, Mühleisen TW, Nauck M, Nöthen MM, Olvera RL, 
Pandolfo M, Pike GB, Puls R, Reinvang I, Rentería ME, Rietschel M, Roffman JL, Royle 
NA, Rujescu D, Savitz J, Schnack HG, Schnell K, Seiferth N, Smith C, Steen VM, Valdés 
Hernández MC, Van den Heuvel M, van der Wee NJ, Van Haren NE, Veltman JA, Völzke 
H, Walker R, Westlye LT, Whelan CD, Agartz I, Boomsma DI, Cavalleri GL, Dale AM, 
Djurovic S, Drevets WC, Hagoort P, Hall J, Heinz A, Jack CR Jr, Foroud TM, Le Hellard S, 
Macciardi F, Montgomery GW, Poline JB, Porteous DJ, Sisodiya SM, Starr JM, Sussmann 
J, Toga AW, Veltman DJ, Walter H, Weiner MW; the Alzheimer's Disease Neuroimaging 
Initiative (ADNI); EPIGEN Consortium; IMAGEN Consortium; Saguenay Youth Study 
Group (SYS), Bis JC, Ikram MA, Smith AV, Gudnason V, Tzourio C, Vernooij MW, Launer 
LJ, Decarli C, Seshadri S; Cohorts for Heart and Aging Research in Genomic 
Epidemiology (CHARGE) Consortium; the Enhancing Neuro Imaging Genetics through 
Meta-Analysis (ENIGMA) Consortium, Andreassen OA, Apostolova LG, Bastin ME, 
Blangero J, Brunner HG, Buckner RL, Cichon S, Coppola G, de Zubicaray GI, Deary IJ, 
Donohoe G, de Geus EJ, Espeseth T, Fernández G, Glahn DC, Grabe HJ, Hardy J, 
Hulshoff Pol HE, Jenkinson M, Kahn RS, McDonald C, McIntosh AM, McMahon FJ, 
McMahon KL, Meyer-Lindenberg A, Morris DW, Müller-Myhsok B, Nichols TE, Ophoff RA, 
Paus T, Pausova Z, Penninx BW, Potkin SG, Sämann PG, Saykin AJ, Schumann G, 
Smoller JW, Wardlaw JM, Weale ME, Martin NG, Franke B, Wright MJ, Thompson PM. 
(2012) Identification of common variants associated with human hippocampal and 
intracranial volumes. Nat Genet 44(5): 552-561. PMCID: PMC3635491 
 

48. Bis JC, DeCarli C, Smith AV, van der Lijn F, Crivello F, Fornage M, Debette S, Shulman 
JM, Schmidt H, Srikanth V, Schuur M, Yu L, Choi SH, Sigurdsson S, Verhaaren BF, 
DeStefano AL, Lambert JC, Jack CR Jr, Struchalin M, Stankovich J, Ibrahim-Verbaas CA, 
Fleischman D, Zijdenbos A, den Heijer T, Mazoyer B, Coker LH, Enzinger C, Danoy P, 
Amin N, Arfanakis K, van Buchem MA, de Bruijn RF, Beiser A, Dufouil C, Huang J, 
Cavalieri M, Thomson R, Niessen WJ, Chibnik LB, Gislason GK, Hofman A, Pikula A, 
Amouyel P, Freeman KB, Phan TG, Oostra BA, Stein JL, Medland SE, Vasquez AA, Hibar 
DP, Wright MJ, Franke B, Martin NG, Thompson PM; Enhancing Neuro Imaging 
Genetics through Meta-Analysis Consortium, Nalls MA, Uitterlinden AG, Au R, Elbaz A, 
Beare RJ, van Swieten JC, Lopez OL, Harris TB, Chouraki V, Breteler MM, De Jager PL, 
Becker JT, Vernooij MW, Knopman D, Fazekas F, Wolf PA, van der Lugt A, Gudnason V, 
Longstreth WT Jr, Brown MA, Bennett DA, van Duijn CM, Mosley TH, Schmidt R, Tzourio 
C, Launer LJ, Ikram MA, Seshadri S; Cohorts for Heart and Aging Research in Genomic 
Epidemiology Consortium. (2012) Common variants at 12q14 and 12q24 are associated 
with hippocampal volume. Nat Genet 44(5): 545-551. PMCID: PMC3427729 
 

49. Kochunov P, Glahn DC, Hong LE, Lancaster J, Curran JE, Johnson MP, Winkler AM, 
Holcomb HH, Kent JW Jr, Mitchell B, Kochunov V, Olvera RL, Cole SA, Dyer TD, Moses 
EK, Göring H, Almasy L, Duggirala R, Blangero J (2012) P-selectin expression tracks 
cerebral atrophy in Mexican Americans. Front Genet 3:65. PMCID: PMC3340599 

 
50. Quillen EE, Rainwater DL, Dyer TD, Carless MA, Curran JE, Johnson MP, Göring HH, 

Cole SA, Rutherford S, Maccluer JW, Moses EK, Blangero J, Almasy L, Mahaney MC 



(2012) Novel associations of nonstructural loci with paraoxonase activity. J Lipids 
2012:189681. PMCID: PMC3345224 

 
51. Maher BH, Lea RA, Benton M, Cox HC, Bellis C, Carless M, Dyer TD, Curran J, 

Charlesworth JC, Buring JE, Kurth T, Chasman DI, Ridker PM, Schürks M, Blangero J, 
Griffiths LR (2012) An X chromosome association scan of the Norfolk Island genetic isolate 
provides evidence for a novel migraine susceptibility locus at Xq12. PLoS One 7(5): 
e37903. PMCID: PMC3362572 

 
52. Cox HC, Lea RA, Bellis C, Carless M, Dyer TD, Curran J, Charlesworth J, Macgregor S, 

Nyholt D, Chasman D, Ridker PM, Schürks M, Blangero J, Griffiths LR (2012) A genome-
wide analysis of 'Bounty' descendants implicates several novel variants in migraine 
susceptibility. Neurogenetics 13(3): 261-266. PMCID: PMC3604878 

 
53. Voruganti VS, Higgins PB, Ebbesson SO, Kennish J, Göring HH, Haack K, Laston S, 

Drigalenko E, Wenger CR, Harris WS, Fabsitz RR, Devereux RB, Maccluer JW, Curran 
JE, Carless MA, Johnson MP, Moses EK, Blangero J, Umans JG, Howard BV, Cole SA, 
Comuzzie AG (2012) Variants in CPT1A, FADS1, and FADS2 are associated with higher 
levels of estimated plasma and erythrocyte delta-5 desaturases in Alaskan Eskimos. Front 
Genet 3:86. PMCID: PMC3371589 

 
54. Kent JW Jr, Göring HH, Charlesworth JC, Drigalenko E, Diego VP, Curran JE, Johnson 

MP, Dyer TD, Cole SA, Jowett JB, Mahaney MC, Comuzzie AG, Almasy L, Moses EK, 
Blangero J, Williams-Blangero S (2012) Genotype x age interaction in human 
transcriptional ageing. Mech Ageing Dev 133(9-10): 581-590. PMCID: PMC3541784  

 
55. Jowett JB, Okada Y, Leedman PJ, Curran JE, Johnson MP, Moses EK, Göring HH, 

Mochizuki S, Blangero J, Stone L, Allen H, Mitchell C, Matthews VB (2012) ADAM28 is 
elevated in humans with the metabolic syndrome and is a novel sheddase of human 

tumour necrosis factor-. Immunol Cell Biol 90(10): 966-973. PMCID: PMC3837706 

 
56. Blackburn A, Göring HH, Dean A, Carless MA, Dyer T, Kumar S, Fowler S, Curran JE, 

Almasy L, Mahaney M, Comuzzie A, Duggirala R, Blangero J, Lehman DM (2013) Utilizing 
extended pedigree information for discovery and confirmation of copy number variable 
regions among Mexican Americans. Eur J Hum Genet 21(4): 404-409. PMCID: 
PMC3598314  

 
57. Lin WY, Dubuisson O, Rubicz R, Liu N, Allison DB, Curran JE, Comuzzie AG, Blangero J, 

Leach CT, Göring H, Dhurandhar NV (2013) Long-term changes in adiposity and glycemic 
control are associated with past adenovirus infection. Diabetes Care 36(3): 701-707. 
PMCID: PMC3579356  

 
58. Kochunov P, Glahn DC, Rowland LM, Olvera RL, Winkler A, Yang YH, Sampath H, 

Carpenter WT, Duggirala R, Curran J, Blangero J, Hong LE (2013) Testing the hypothesis 
of accelerated cerebral white matter aging in schizophrenia and major depression. Biol 
Psychiatry 73(5): 482-491. PMCID: PMC3645491  

 
59. Johnson W, Choh AC, Curran JE, Czerwinski SA, Bellis C, Dyer TD, Blangero J, Towne 

B, Demerath EW (2013) Genetic risk for earlier menarche also influences peripubertal 
body mass index. Am J Phys Anthropol 150(1): 10-20. PMCID: PMC3539227  

 



60. Rubicz R, Yolken R, Drigalenko E, Carless MA, Dyer TD, Bauman L, Melton PE, Kent JW 
Jr, Harley JB, Curran JE, Johnson MP, Cole SA, Almasy L, Moses EK, Dhurandhar NV, 
Kraig E, Blangero J, Leach CT, Göring HH (2013) A genome-wide integrative genomic 
study localizes genetic factors influencing antibodies against Epstein-Barr virus nuclear 
antigen 1 (EBNA-1). PLoS Genet 9(1): e1003417. PMCID: PMC3542101 

 
61. Zhang Y, Kent JW Jr, Olivier M, Ali O, Broeckel U, Abdou RM, Dyer TD, Comuzzie A, 

Curran JE, Carless MA, Rainwater DL, Göring HH, Blangero J, Kissebah AH (2013) QTL-
based association analyses reveal novel genes influencing pleiotropy of metabolic 
syndrome (MetS). Obesity 21(10): 2099-2111. PMCID: PMC3769476  

 
62. Kulkarni H, Göring HH, Curran JE, Diego V, Dyer TD, Cole S, Walder KR, Collier GR, 

Blangero J, Carless MA (2013) Genetic basis for the increased expression of vacuolar H+ 
translocating ATPase genes upon imatinib treatment in human lymphoblastoid cells. 
Cancer Chemother Pharmacol 71(4): 1095-1100. PMCID: PMC3609897 

 
63. Melton PE, Carless MA, Curran JE, Dyer TD, Göring HH, Kent JW Jr, Drigalenko E, 

Johnson MP, Maccluer JW, Moses EK, Comuzzie AG, Mahaney MC, O'Leary DH, 
Blangero J, Almasy L (2013) Genetic architecture of carotid artery intima-media thickness 
in Mexican Americans. Circ Cardiovasc Genet 6(2): 211-221. PMCID: PMC3865281 

 
64. Kulkarni H, Meikle PJ, Mamtani M, Weir JM, Barlow CK, Jowett JB, Bellis C, Dyer TD, 

Johnson MP, Rainwater DL, Almasy L, Mahaney MC, Comuzzie AG, Blangero J, Curran 
JE (2013) Variability in associations of phosphatidylcholine molecular species with 
metabolic syndrome in Mexican American families. Lipids 48(5): 497-503. PMCID: 
PMC3637399  

 
65. Mamtani M, Kulkarni H, Dyer TD, Almasy L, Mahaney MC, Duggirala R, Comuzzie AG, 

Blangero J, Curran JE (2013) Waist circumference independently associates with the risk 
of insulin resistance and type 2 diabetes in Mexican American families. PLoS One 8(3): 
e59153. PMCID: PMC3594157 

 
66. Zhang Y, Kent JW Jr, Olivier M, Ali O, Cerjak D, Broeckel U, Abdou RM, Dyer TD, 

Comuzzie A, Curran JE, Carless MA, Rainwater DL, Göring HH, Blangero J, Kissebah AH 
(2013) A comprehensive analysis of adiponectin QTLs using SNP association, SNP cis-
effects on peripheral blood gene expression and gene expression correlation identified 
novel metabolic syndrome (MetS) genes with potential role in carcinogenesis and systemic 
inflammation. BMC Med Genomics 6:14. PMCID: PMC3643849 

 
67. Jahanshad N, Kochunov P, Sprooten E, Mandl RC, Nichols TE, Almasy L, Blangero J, 

Brouwer RM, Curran JE, de Zubicaray GI, Duggirala R, Fox PT, Hong LE, Landman BA, 
Martin NG, McMahon KL, Medland SE, Mitchell BD, Olvera RL, Peterson CP, Starr JM, 
Sussmann JE, Toga AW, Wardlaw JM, Wright MJ, Hulshoff Pol HE, Bastin ME, McIntosh 
AM, Deary IJ, Thompson PM, Glahn DC (2013) Multi-site genetic analysis of diffusion 
images and voxelwise heritability analysis: A pilot project of the ENIGMA-DTI working 
group. Neuroimage 81: 455-469. PMCID: PMC3729717  

 
68. Lewis KB, Hughes RJ, Epstein MS, Josephson NC, Kempton CL, Kessler CM, Key NS, 

Howard TE, Kruse-Jarres R, Lusher JM, Walsh CE, Watts RG, Ettinger RA, Pratt KP; 
PATH (Personalized Alternative Therapies for Haemophilia) Study Investigators 



(2013) Phenotypes of allo- and autoimmune antibody responses to FVIII characterized by 
surface plasmon resonance. PLoS One 8(5): e61120. PMCID: PMC3648518 

 
69. Chittoor G, Farook VS, Puppala S, Fowler SP, Schneider J, Dyer TD, Cole SA, Lynch JL, 

Curran JE, Almasy L, Maccluer JW, Comuzzie AG, Hale DE, Ramamurthy RS, Dudley DJ, 
Moses EK, Arya R, Lehman DM, Jenkinson CP, Bradshaw BS, DeFronzo RA, Blangero J, 
Duggirala R (2013) Localization of a major susceptibility locus influencing preterm birth. 
Mol Hum Reprod 19(10): 687-696. PMCID: PMC3779004  

 
70. Kochunov P, Charlesworth J, Winkler A, Hong LE, Nichols T, Curran JE, Sprooten E, 

Jahanshad N, Thompson PM, Johnson MP, Kent JW Jr, Landman BA, Mitchell B, Cole SA, 
Dyer TD, Moses EK, Göring HH, Almasy L, Duggirala R, Olvera RL, Glahn DC, Blangero J 
(2013) Transcriptomics of cortical gray matter thickness decline during normal aging. 
Neuroimage 82: 273-283. PMCID: PMC3759649  

 
71. Fowler SP, Puppala S, Arya R, Chittoor G, Farook VS, Schneider J, Resendez RG, 

Upadhayay RP, Vandeberg J, Hunt KJ, Bradshaw B, Cersosimo E, Vandeberg JL, Almasy 
L, Curran JE, Comuzzie AG, Lehman DM, Jenkinson CP, Lynch JL, Defronzo RA, 
Blangero J, Hale DE, Duggirala R (2013) Genetic epidemiology of cardiometabolic risk 
factors and their clustering patterns in Mexican American children and adolescents: the 
SAFARI Study. Hum Genet 132(9): 1059-1071. PMCID: PMC3845827  

 
72. Glahn DC, Kent JW Jr. Sprooten E, Diego VP, Winkler AM, Curran JE, McKay DR, 

Knowles EE, Carless MA, Göring HH, Dyer TD, Olvera RL, Fox PT, Almasy L, 
Charlesworth J, Kochunov P, Duggirala R, Blangero J (2013) Genetic basis of 
neurocognitive decline and reduced white-matter integrity in normal human brain aging. 
Proc Natl Acad Sci USA 110(47): 19006-19011. PMCID: PMC3839730 

 
73. Kulkarni H, Meikle PJ, Mamtani M, Weir JM, Barlow CK, Jowett JB, Bellis C, Dyer TD, 

Johnson MP, Rainwater DL, Almasy L, Mahaney MC, Comuzzie AG, Blangero J, Curran 
JE (2013) Plasma lipidomic profile signature of hypertension in Mexican American families: 
specific role of diacylglycerols. Hypertension 62(3): 621-626. PMCID: PMC3789127  

 
74. Weir JM, Wong G, Barlow CK, Greeve MA, Kowalczyk A, Almasy L, Comuzzie AG, 

Mahaney MC, Jowett JB, Shaw J, Curran JE, Blangero J, Meikle PJ (2013) Plasma lipid 
profiling in a large population-based cohort. J Lipid Res 54(10): 2898-2908. PMCID: 
PMC3770102  

 
75. Carless MA, Kulkarni H, Kos MZ, Charlesworth J, Peralta JM, Göring HH, Curran JE, 

Almasy L, Dyer TD, Comuzzie AG, Mahaney MC, Blangero J (2013) Genetic effects on 
DNA methylation and its potential relevance for obesity in Mexican Americans. PLoS One 
8(9): e73950. PMCID: PMC3772804 

 
76. Pandey GS, Yanover C, Miller-Jenkins LM, Garfield S, Cole SA, Curran JE, Moses EK, 

Rydz N, Simhadri V, Kimchi-Sarfaty C, Lillicrap D, Viel KR, Przytycka TM, Pierce GF, 
Howard TE, Sauna ZE; PATH (Personalized Alternative Therapies for Hemophilia) Study 
Investigators (2013) Endogenous factor VIII synthesis from the intron 22-inverted F8 locus 
may modulate the immunogenicity of replacement therapy for hemophilia A. Nat Med 
19(10): 1318-1324. PMCID: PMC4123441 

 



77. Farook VS, Coletta DK, Puppala S, Schneider J, Chittoor G, Hu SL, Winnier DA, Norton L, 
Dyer TD, Arya R, Cole SA, Carless M, Göring HH, Almasy L, Mahaney MC, Comuzzie AG, 
Curran JE, Blangero J, Duggirala R, Lehman DM, Jenkinson CP, Defronzo RA (2013) 
Linkage of type 2 diabetes on chromosome 9p24 in Mexican Americans: Additional 
evidence from the Veterans Administration Genetic Epidemiology Study (VAGES). Hum 
Hered 76(1): 36-46. PMCID: PMC3919448  

 
78. Curran JE, McKay DR, Winkler AM, Olvera RL, Carless MA, Dyer TD, Kent JW Jr, 

Kochunov P, Sprooten E, Knowles EE, Comuzzie AG, Fox PT, Almasy L, Duggirala R, 
Blangero J, Glahn DC (2013) Identification of pleiotropic genetic effects on obesity and 
brain anatomy. Hum Hered 75 (2-4): 136-143. PMCID: PMC3889074  

 
79. Demerath EW, Choh AC, Johnson W, Curran JE, Lee M, Bellis C, Dyer TD, Czerwinski 

SA, Blangero J, Towne B (2013) The positive association of obesity variants with 
adulthood adiposity strengthens over an 80-year period: A gene-by-birth year interaction. 
Hum Hered 75 (2-4): 175-185. PMCID: PMC4091039 

 
80. Meikle PJ, Wong G, Barlow CK, Weir JM, Greeve MA, MacIntosh GL, Almasy L, Comuzzie 

AG, Mahaney MC, Kowalczyk A, Haviv I, Grantham N, Magliano DJ, Jowett JB, Zimmet P, 
Curran JE, Blangero J, Shaw J (2013) Plasma lipid profiling shows similar associations 
with prediabetes and type 2 diabetes. PLoS One 8(9): e74341. PMCID: PMC3785490 

 
81. Benton MC, Lea RA, Macartney-Coxson D, Carless MA, Göring HH, Bellis C, Hanna M, 

Eccles D, Chambers GK, Curran JE, Harper JL, Blangero J, Griffiths LR (2013) Mapping 
eQTLs in the Norfolk Island genetic isolate identifies candidate genes for CVD risk traits. 
Am J Hum Genet 93(6):1087-99. PMCID: PMC3853002  

 
82. Voruganti VS, Kent JW Jr, Debnath S, Cole SA, Haack K, Göring HH, Carless MA, Curran 

JE, Johnson MP, Almasy L, Dyer TD, Maccluer JW, Moses EK, Abboud HE, Mahaney MC, 
Blangero J, Comuzzie AG (2013) Genome-wide association analysis confirms and extends 
the association of SLC2A9 with serum uric acid levels to Mexican Americans. Front Genet 
4: 279. PMCID: PMC3863993 

 
83. Chittoor G, Arya R, Farook VS, David R, Puppala S, Resendez RG, Rivera-Chavira BE, 

Leal-Berumen I, Zenteno-Cuevas R, López-Alvarenga JC, Bastarrachea RA, Curran JE, 
Dhandayuthapani S, Gonzalez L, Blangero J, Crawford MH, Vlasich EM, Escobedo LG, 
Duggirala R (2013) Epidemiologic investigation of tuberculosis in a Mexican population 
from Chihuahua State, Mexico: A pilot study. Tuberculosis (Edinb) 93 Suppl: S71-77.  

 
84. McKay DR, Knowles EE, Winkler AA, Sprooten E, Kochunov P, Olvera RL, Curran JE, 

Kent JW Jr, Carless MA, Göring HH, Dyer TD, Duggirala R, Almasy L, Fox PT, Blangero J, 
Glahn DC (2014) Influence of age, sex and genetic factors on the brain. Brain Imaging 
Behav 8(2): 143-152. PMCID: PMC4011973  

 
85. Cho AC, Lee M, Kent JW, Diego VP, Johnson W, Curran JE, Dyer TD, Bellis C, Blangero 

J, Siervogel RM, Towne B, Demerath EW, Czerwinski SA (2014) Gene-by-age effects on 
BMI from birth to adulthood: The Fels longitudinal study. Obesity 22(3): 875-881. PMCID: 
PMC3883986 

 
86. Mamtani M, Meikle PJ, Kulkarni H, Weir JM, Barlow CK, Jowett JB, Bellis C, Dyer TD, 

Almasy L, Mahaney MC, Duggirala R, Comuzzie AG, Blangero J, Curran JE (2014) 



Plasma dihydroceramide species associate with waist circumference in Mexican American 
families. Obesity 22(3): 950-956. PMCID: PMC3918249  

 
87. Mamtani M, Kulkarni H, Dyer TD, Almasy L, Mahaney MC, Duggirala R, Comuzzie AG, 

Blangero J, Curran JE (2014) Waist circumference is genetically correlated with incident 
type 2 diabetes in Mexican American families. Diabet Med 31(1): 31-35. PMCID: 
PMC3849209  

 
88. Knowles EE, Carless MA, de Almeida MA, Curran JE, McKay DR, Sprooten E, Dyer TD, 

Göring HH, Olvera R, Fox P, Almasy L, Duggirala R, Kent JW Jr, Blangero J, Glahn DC 
(2014) Genome-wide significant localization for working and spatial memory: Identifying 
genes for psychosis using models of cognition. Am J Med Genet B Neuropsychiatr Genet 
165(1):84-95. PMCID: PMC4106137 

 
89. The SIGMA Type 2 Diabetes Consortium; Williams AL, Jacobs SB, Moreno-Macías H, 

Huerta-Chagoya A, Churchhouse C, Márquez-Luna C, García-Ortíz H, José Gómez-
Vázquez M, Burtt NP, Aguilar-Salinas CA, González-Villalpando C, Florez JC, Orozco L, 
Haiman CA, Tusié-Luna T, Altshuler D; Analysis team, Williams AL, Márquez-Luna C, 
Huerta-Chagoya A, Ripke S, José Gómez-Vázquez M, Manning AK, Moreno-Macías H, 
García-Ortíz H, Neale B, Burtt NP, Aguilar-Salinas CA, Reich D, Stram DO, Fernández-
López JC, Romero-Hidalgo S, Altshuler D, Florez JC, Tusié-Luna T, Patterson N, Haiman 
CA; Clinical research, study design and metabolic phenotyping: Diabetes in Mexico Study, 
Aguilar-Delfín I, Martínez-Hernández A, Centeno-Cruz F, Mendoza-Caamal E, Revilla-
Monsalve C, Islas-Andrade S, Córdova E, Rodríguez-Arellano E, Soberón X, Orozco L; 
Massachusetts General Hospital, Florez JC; Mexico City Diabetes Study, González-
Villalpando C, González-Villalpando ME; Multiethnic Cohort, Haiman CA, Henderson BE, 
Monroe K, Wilkens L, Kolonel LN, Le Marchand L; UNAM/INCMNSZ Diabetes Study, Riba 
L, Ordóñez-Sánchez ML, Rodríguez-Guillén R, Cruz-Bautista I, Rodríguez-Torres M, 
Muñoz-Hernández LL, Sáenz T, Gómez D, Alvirde U; Sample quality control and whole-
genome genotyping, Burtt NP, Onofrio RC, Brodeur WM, Gage D, Murphy J, Franklin J, 
Mahan S, Ardlie K, Crenshaw AT, Winckler W; Neanderthal analysis team, Prüfer K, 
Shunkov MV, Sawyer S, Stenzel U, Kelso J, Lek M, Sankararaman S, Williams AL, 
Patterson N, Macarthur DG, Reich D, Derevianko AP, Pääbo S; Functional analysis and 
metabolite profiling, Jacobs SB, Churchhouse C, Gopal S, Grammatikos JA, Smith IC, 
Bullock KH, Deik AA, Souza AL, Pierce KA, Clish CB, Altshuler D; Replication genotyping 
and analysis: Broad Institute of Harvard and MIT, Fennell T, Farjoun Y, Genomics Platform 
B, Gabriel S; Singapore Chinese Health Study, Stram DO, Gross MD, Pereira MA, 
Seielstad M, Koh WP, Tai ES; T2D-GENES Consortium, Flannick J, Fontanillas P, Morris 
A, Teslovich TM, Burtt NP, Atzmon G, Blangero J, Bowden DW, Chambers J, Shin Cho Y, 
Duggirala R, Glaser B, Hanis C, Kooner J, Laakso M, Lee JY, Tai ES, Ying Teo Y, Wilson 
JG; Multiethnic Cohort, Haiman CA, Henderson BE, Monroe K, Wilkens L, Kolonel LN, Le 
Marchand L; Texas Biomedical Research Institute and University of Texas Health Science 
Center at San Antonio, Puppala S, Farook VS, Thameem F, Abboud HE, Defronzo RA, 
Jenkinson CP, Lehman DM, Curran JE, Blangero J, Duggirala R; Scientific and project 
management, Burtt NP, Cortes ML; Steering committee, Altshuler D, Florez JC, Haiman 
CA, Henderson BE, Aguilar-Salinas CA, González-Villalpando C, Orozco L, Tusié-Luna T 
(2014) Sequence variants in SLC16A11 are a common risk factor for type 2 diabetes in 
Mexico. Nature 506(7486): 97-101. PMCID: PMC4127086 
 

90. Thompson PM, Stein JL, Medland SE, Hibar DP, Vasquez AA, Renteria ME, Toro R, 
Jahanshad N, Schumann G, Franke B, Wright MJ, Martin NG, Agartz I, Alda M, Alhusaini 



S, Almasy L, Almeida J, Alpert K, Andreasen NC, Andreassen OA, Apostolova LG, Appel 
K, Armstrong NJ, Aribisala B, Bastin ME, Bauer M, Bearden CE, Bergmann O, Binder EB, 
Blangero J, Bockholt HJ, Bøen E, Bois C, Boomsma DI, Booth T, Bowman IJ, Bralten J, 
Brouwer RM, Brunner HG, Brohawn DG, Buckner RL, Buitelaar J, Bulayeva K, Bustillo JR, 
Calhoun VD, Cannon DM, Cantor RM, Carless MA, Caseras X, Cavalleri GL, Chakravarty 
MM, Chang KD, Ching CR, Christoforou A, Cichon S, Clark VP, Conrod P, Coppola G, 
Crespo-Facorro B, Curran JE, Czisch M, Deary IJ, de Geus EJ, den Braber A, Delvecchio 
G, Depondt C, de Haan L, de Zubicaray GI, Dima D, Dimitrova R, Djurovic S, Dong H, 
Donohoe G, Duggirala R, Dyer TD, Ehrlich S, Ekman CJ, Elvsåshagen T, Emsell L, Erk S, 
Espeseth T, Fagerness J, Fears S, Fedko I, Fernández G, Fisher SE, Foroud T, Fox PT, 
Francks C, Frangou S, Frey EM, Frodl T, Frouin V, Garavan H, Giddaluru S, Glahn DC, 
Godlewska B, Goldstein RZ, Gollub RL, Grabe HJ, Grimm O, Gruber O, Guadalupe T, Gur 
RE, Gur RC, Göring HH, Hagenaars S, Hajek T, Hall GB, Hall J, Hardy J, Hartman CA, 
Hass J, Hatton SN, Haukvik UK, Hegenscheid K, Heinz A, Hickie IB, Ho BC, Hoehn D, 
Hoekstra PJ, Hollinshead M, Holmes AJ, Homuth G, Hoogman M, Hong LE, Hosten N, 
Hottenga JJ, Hulshoff Pol HE, Hwang KS, Jack CR Jr, Jenkinson M, Johnston C, Jönsson 
EG, Kahn RS, Kasperaviciute D, Kelly S, Kim S, Kochunov P, Koenders L, Krämer B, 
Kwok JB, Lagopoulos J, Laje G, Landen M, Landman BA, Lauriello J, Lawrie SM, Lee PH, 
Le Hellard S, Lemaître H, Leonardo CD, Li CS, Liberg B, Liewald DC, Liu X, Lopez LM, 
Loth E, Lourdusamy A, Luciano M, Macciardi F, Machielsen MW, Macqueen GM, Malt UF, 
Mandl R, Manoach DS, Martinot JL, Matarin M, Mather KA, Mattheisen M, Mattingsdal M, 
Meyer-Lindenberg A, McDonald C, McIntosh AM, McMahon FJ, McMahon KL, Meisenzahl 
E, Melle I, Milaneschi Y, Mohnke S, Montgomery GW, Morris DW, Moses EK, Mueller BA, 
Muñoz Maniega S, Mühleisen TW, Müller-Myhsok B, Mwangi B, Nauck M, Nho K, Nichols 
TE, Nilsson LG, Nugent AC, Nyberg L, Olvera RL, Oosterlaan J, Ophoff RA, Pandolfo M, 
Papalampropoulou-Tsiridou M, Papmeyer M, Paus T, Pausova Z, Pearlson GD, Penninx 
BW, Peterson CP, Pfennig A, Phillips M, Pike GB, Poline JB, Potkin SG, Pütz B, 
Ramasamy A, Rasmussen J, Rietschel M, Rijpkema M, Risacher SL, Roffman JL, Roiz-
Santiañez R, Romanczuk-Seiferth N, Rose EJ, Royle NA, Rujescu D, Ryten M, Sachdev 
PS, Salami A, Satterthwaite TD, Savitz J, Saykin AJ, Scanlon C, Schmaal L, Schnack HG, 
Schork AJ, Schulz SC, Schür R, Seidman L, Shen L, Shoemaker JM, Simmons A, 
Sisodiya SM, Smith C, Smoller JW, Soares JC, Sponheim SR, Sprooten E, Starr JM, 
Steen VM, Strakowski S, Strike L, Sussmann J, Sämann PG, Teumer A, Toga AW, 
Tordesillas-Gutierrez D, Trabzuni D, Trost S, Turner J, Van den Heuvel M, van der Wee 
NJ, van Eijk K, van Erp TG, van Haren NE, van 't Ent D, van Tol MJ, Valdés Hernández 
MC, Veltman DJ, Versace A, Völzke H, Walker R, Walter H, Wang L, Wardlaw JM, Weale 
ME, Weiner MW, Wen W, Westlye LT, Whalley HC, Whelan CD, White T, Winkler AM, 
Wittfeld K, Woldehawariat G, Wolf C, Zilles D, Zwiers MP, Thalamuthu A, Schofield PR, 
Freimer NB, Lawrence NS, Drevets W; the Alzheimer’s Disease Neuroimaging Initiative, 
EPIGEN Consortium, IMAGEN Consortium, Saguenay Youth Study (SYS) Group (2014) 
The ENIGMA Consortium: Large-scale collaborative analyses of neuroimaging and genetic 
data. Brain Imaging Behav 8(2): 153-182. PMCID: PMC4008818 

 
91. Kulkarni H, Meikle PJ, Mamtani M, Weir JM, Almeida M, Diego V, Peralta JM, Barlow CK, 

Bellis C, Dyer TD, Almasy L, Mahaney MC, Comuzzie AG, Göring HH, Curran JE, 
Blangero J (2014) Plasma lipidome is independently associated with variability in metabolic 
syndrome in Mexican American families. J Lipid Res 55(5): 939-946. PMCID: 
PMC3995471  

 
92. Kochunov P, Jahanshad N, Sprooten E, Nichols TE, Mandl RC, Almasy L, Booth T, 

Brouwer RM, Curran JE, de Zubicaray GI, Dimitrova R, Duggirala R, Fox PT, Elliot Hong 



L, Landman BA, Lemaitre H, Lopez LM, Martin NG, McMahon KL, Mitchell BD, Olvera RL, 
Peterson CP, Starr JM, Sussmann JE, Toga AW, Wardlaw JM, Wright MJ, Wright SN, 
Bastin ME, McIntosh AM, Boomsma DI, Kahn RS, den Braber A, de Geus EJ, Deary IJ, 
Hulshoff Pol HE,  Williamson DE, Blangero J, van’t Ent D,  Thompson PM, Glahn DC 
(2014) Multi-site study of additive genetic effects on fractional anisotropy of cerebral white 
matter: Comparing meta and megaanalytical approaches for data pooling. Neuroimage 95: 
136-150. PMCID: PMC4043878 

 
93. Kos MZ, Glahn DC, Carless MA, Olvera R, McKay DR, Quillen EE, Gelernter J, Chen XD, 

Deng HW, Kent JW, Dyer TD, Göring HH, Curran JE, Duggirala R, Blangero J, Almasy L 
(2014) Novel QTL at chromosome 6p22 for alcohol consumption: Implications for the 
genetic liability of alcohol use disorders. Am J Med Genet B Neuropsychiatr Genet 165(4): 
294-302. PMCID: PMC4172449  

 
94. Sprooten E, Knowles EE, McKay DR, Göring HH, Curran JE, Kent JW Jr, Carless MA, 

Dyer TD, Drigalenko EI, Olvera RL, Fox PT, Almasy L, Duggirala R, Kochunov P, Blangero 
J, Glahn DC (2014) Common genetic variants and gene expression associated with white 
matter microstructure in the human brain. Neuroimage 97C: 252-261. PMCID: 
PMC4107465 

 
95. Chouinard-Decorte F, McKay DR, Reid A, Khundrakpam B, Zhao L, Karama S, Rioux P, 

Sprooten E, Knowles E, Kent JW Jr, Curran JE, Göring HH, Dyer TD, Olvera RL, 
Kochunov P, Duggirala R, Fox PT, Almasy L, Blangero J, Bellec P, Evans AC, Glahn DC 
(2014) Heritable changes in regional cortical thickness with age. Brain Imaging Behav 8(2): 
208-216. PMCID: PMC4205107  

 
96. Bozaoglu K, Attard C, Kulkarni H, Cummings N, Diego VP, Carless MA, Shields KA, 

Johnson MP, Kowlessur S, Dyer TD, Comuzzie AG, Almasy L, Zimmet P, Moses EK, 
Göring HH, Curran JE, Blangero J, Jowett JB (2014) Plasma levels of soluble interleukin 1 
receptor accessory protein are reduced in obesity. J Clin Endocrinol Metab 99(9): 3435-
3443. PMCID: PMC4154095  

 
97. Mamtani M, Kulkarni H, Dyer TD, Almasy L, Mahaney MC, Duggirala R, Comuzzie AG, 

Samallow PB, Blangero J, Curran JE (2014) Increased waist circumference is 
independently associated with hypothyroidism in Mexican Americans: Replicative evidence 
from two large, population-based studies. BMC Endocr Disord 14:46. PMCID: 
PMC4057819 

 
98. Rubicz R, Yolken R, Alaedini A, Drigalenko E, Charlesworth JC, Carless MA, Severance 

EG, Krivogorsky B, Dyer TD, Kent JW Jr, Curran JE, Johnson MP, Cole SA, Almasy L, 
Moses EK, Blangero J, Göring HH (2014) Genome-wide genetic and transcriptomic 
investigation of variation in antibody response to dietary antigens. Genet Epidemiol 38(5): 
439-446. PMCID: PMC4171053 
 

99. Zhang X, Gierman HJ, Levy D, Plump A, Dobrin R, Göring HH, Curran JE, Johnson MP, 
Blangero J, Kim SK, O’Donnell CJ, Emilsson V, Johnson AD (2014) Synthesis of 53 tissue 
and cell line expression QTL datasets reveal master eQTLs. BMC Genomics 15(1): 532. 
PMCID: PMC4102726 

 
100. Almasy L, Dyer TD, Peralta JM, Jun G, Wood AR, Fuchsberger C, Almeida MA, Kent JW 

Jr, Fowler S, Blackwell TW, Puppala S, Kumar S, Curran JE, Lehman D, Abecasis G, 



Duggirala R, Blangero J, T2D-GENES Consortium (2014) Data for Genetic Analysis 
Workshop 18: Human whole genome sequence, blood pressure, and simulated 
phenotypes in extended pedigrees. BMC Proceedings 8(Suppl 1): S2. PMCID: 
PMC4145406 

 
101. Bellis C, Kulkarni H, Mamtani M, Kent JW Jr, Wong G, Weir JM, Barlow CK, Diego V, 

Almeida M, Dyer TD, Göring HH, Almasy L, Mahaney MC, Comuzzie AG, Williams-
Blangero S, Meikle PJ, Blangero J, Curran JE (2014) Human plasma lipidome is 
pleiotropically associated with cardiovascular risk factors and death. Circ Cardiovasc 
Genet 7(6): 854-863. PMCID: PMC4270876  

 
102. Dager AD, McKay DR, Kent JW Jr, Curran JE, Knowles E, Sprooten E, Göring HH, Dyer 

TD, Pearlson GD, Olvera RL, Fox PT, Lovallo WR, Duggirala R, Almasy L, Blangero J, 
Glahn DC (2015) Shared genetic factors influence amygdala volumes and risk for 
alcoholism. Neuropsychopharmacology 40(2): 412-420. PMCID: PMC4443955 

 
103. Glahn DC, Williams JT, McKay DR, Knowles EE, Sprooten E, Mathias SR, Curran JE, 

Kent Jr JW, Carless MA, Göring HH, Dyer TD, Woolsey MD, Winkler AM, Olvera RL, 
Kochunov P, Fox PT, Duggirala R, Almasy L, Blangero J (2015) Discovering schizophrenia 
endophenotypes in randomly ascertained pedigrees. Biol Psychiatry 77(1): 75-83. PMCID: 
PMC4261014 

 
104. Knowles EM, McKay DR, Kent JW Jr, Sprooten E, Carless MA, Curran JE, Almeida MA, 

Dyer TD, Göring HH, Olvera R, Duggirala R, Fox P, Almasy L, Blangero J, Glahn DC 
(2015) Pleiotropic locus for emotion recognition and amygdala volume identified on 
chromosome 4 using univariate and bivariate linkage. Am J Psychiatry 172(2): 190-199. 
PMCID: PMC4314438 

 
105. Farook VS, Reddivari L, Chittoor G, Puppala S, Arya R, Fowler SP, Hunt KJ, Curran JE, 

Comuzzie AG, Lehman DM, Jenkinson CP, Lynch JL, DeFronzo RA, Blangero J, Hale DE, 
Duggirala R, Vanamala J (2015) Metabolites as novel biomarkers for childhood obesity-
related traits in Mexican American children. Pediatr Obes 10(4): 320-327. PMCID: 
PMC4436034 

106. Wood AR, Tuke MA, Nalls M, Hernandez D, Gibbs JR, Lin H, Xu CS, Li Q, Shen J, Jun G, 
Almeida M, Tanaka T, Perry JR, Gaulton K, Rivas M, Pearson R, Curran JE, Johnson MP, 
Göring HH, Duggirala R, Blangero J, McCarthy MI, Bandinelli S, Murray A, Weedon MN, 
Singleton A, Melzer D, Ferrucci L, Frayling TM (2015) Whole-genome sequencing to 
understand the architecture of common gene expression and biomarker phenotypes. Hum 
Mol Genet 24(5): 1504-1512. PMCID: PMC4321449 

 
107. Blackburn A, Almeida M, Dean A, Curran JE, Johnson MP, Moses EK, Abraham LJ, 

Carless MA, Dyer TD, Kumar S, Almasy L, Mahaney MC, Comuzzie A, Williams-Blangero 
S, Blangero J, Lehman DM, Göring HH (2015) Effects of copy number variable regions on 
local gene expression in white blood cells of Mexican Americans. Eur J Hum Genet 23(9): 
1229-1235. PMCID: PMC4538210 

 
108. Hibar DP, Stein JL, Renteria ME, Arias-Vasquez A, Desrivières S, Jahanshad N, Toro R, 

Wittfeld K, Abramovic L, Andersson M, Aribisala BS, Armstrong NJ, Bernard M, Bohlken 
MM, Boks MP, Bralten J, Brown AA, Mallar Chakravarty M, Chen Q, Ching CR, Cuellar-
Partida G, den Braber A, Giddaluru S, Goldman AL, Grimm O, Guadalupe T, Hass J, 
Woldehawariat G, Holmes AJ, Hoogman M, Janowitz D, Jia T, Kim S, Klein M, Kraemer B, 



Lee PH, Olde Loohuis LM, Luciano M, Macare C, Mather KA, Mattheisen M, Milaneschi Y, 
Nho K, Papmeyer M, Ramasamy A, Risacher SL, Roiz-Santiañez R, Rose EJ, Salami A, 
Sämann PG, Schmaal L, Schork AJ, Shin J, Strike LT, Teumer A, van Donkelaar MM, van 
Eijk KR, Walters RK, Westlye LT, Whelan CD, Winkler AM, Zwiers MP, Alhusaini S, 
Athanasiu L, Ehrlich S, Hakobjan MM, Hartberg CB, Haukvik UK, Heister AJ, Hoehn D, 
Kasperaviciute D, Liewald DC, Lopez LM, Makkinje RR, Matarin M, Naber MA, Reese 
McKay D, Needham M, Nugent AC, Pütz B, Royle NA, Shen L, Sprooten E, Trabzuni D, 
van der Marel SS, van Hulzen KJ, Walton E, Wolf C, Almasy L, Ames D, Arepalli S, 
Assareh AA, Bastin ME, Brodaty H, Bulayeva KB, Carless MA, Cichon S, Corvin A, Curran 
JE, Czisch M, de Zubicaray GI, Dillman A, Duggirala R, Dyer TD, Erk S, Fedko IO, 
Ferrucci L, Foroud TM, Fox PT, Fukunaga M, Raphael Gibbs J, Göring HH, Green RC, 
Guelfi S, Hansell NK, Hartman CA, Hegenscheid K, Heinz A, Hernandez DG, Heslenfeld 
DJ, Hoekstra PJ, Holsboer F, Homuth G, Hottenga JJ, Ikeda M, Jack CR Jr, Jenkinson M, 
Johnson R, Kanai R, Keil M, Kent JW Jr, Kochunov P, Kwok JB, Lawrie SM, Liu X, Longo 
DL, McMahon KL, Meisenzahl E, Melle I, Mohnke S, Montgomery GW, Mostert JC, 
Mühleisen TW, Nalls MA, Nichols TE, Nilsson LG, Nöthen MM, Ohi K, Olvera RL, Perez-
Iglesias R, Bruce Pike G, Potkin SG, Reinvang I, Reppermund S, Rietschel M, 
Romanczuk-Seiferth N, Rosen GD, Rujescu D, Schnell K, Schofield PR, Smith C, Steen 
VM, Sussmann JE, Thalamuthu A, Toga AW, Traynor BJ, Troncoso J, Turner JA, Valdés 
Hernández MC, van 't Ent D, van der Brug M, van der Wee NJ, van Tol MJ, Veltman DJ, 
Wassink TH, Westman E, Zielke RH, Zonderman AB, Ashbrook DG, Hager R, Lu L, 
McMahon FJ, Morris DW, Williams RW, Brunner HG, Buckner RL, Buitelaar JK, Cahn W, 
Calhoun VD, Cavalleri GL, Crespo-Facorro B, Dale AM, Davies GE, Delanty N, Depondt C, 
Djurovic S, Drevets WC, Espeseth T, Gollub RL, Ho BC, Hoffmann W, Hosten N, Kahn 
RS, Le Hellard S, Meyer-Lindenberg A, Müller-Myhsok B, Nauck M, Nyberg L, Pandolfo M, 
Penninx BW, Roffman JL, Sisodiya SM, Smoller JW, van Bokhoven H, van Haren NE, 
Völzke H, Walter H, Weiner MW, Wen W, White T, Agartz I, Andreassen OA, Blangero J, 
Boomsma DI, Brouwer RM, Cannon DM, Cookson MR, de Geus EJ, Deary IJ, Donohoe G, 
Fernández G, Fisher SE, Francks C, Glahn DC, Grabe HJ, Gruber O, Hardy J, Hashimoto 
R, Hulshoff Pol HE, Jönsson EG, Kloszewska I, Lovestone S, Mattay VS, Mecocci P, 
McDonald C, McIntosh AM, Ophoff RA, Paus T, Pausova Z, Ryten M, Sachdev PS, Saykin 
AJ, Simmons A, Singleton A, Soininen H, Wardlaw JM, Weale ME, Weinberger DR, 
Adams HH, Launer LJ, Seiler S, Schmidt R, Chauhan G, Satizabal CL, Becker JT, Yanek 
L, van der Lee SJ, Ebling M, Fischl B, Longstreth WT Jr, Greve D, Schmidt H, Nyquist P, 
Vinke LN, van Duijn CM, Xue L, Mazoyer B, Bis JC, Gudnason V, Seshadri S, Ikram MA; 
The Alzheimer’s Disease Neuroimaging Initiative; The CHARGE Consortium; EPIGEN; 
IMAGEN; SYS, Martin NG, Wright MJ, Schumann G, Franke B, Thompson PM, Medland 
SE. (2015) Common genetic variants influence human subcortical brain structures. Nature 
520 (7546): 224-229. PMCID: PMC4393366 
 

109. Kochunov P, Jahanshad N, Marcus D, Winkler A, Sprooten E, Nichols TE, Wright SN, 
Hong LE, Patel B, Behrens T, Jbabdi S, Andersson J, Lenglet C, Yacoub E, Moeller S, 
Auerbach E, Ugurbil K, Sotiropoulos SN, Brouwer RM, Landman B, Lemaitre H, den 
Braber A, Zwiers MP, Ritchie S, van Hulzen K, Almasy L, Curran J, deZubicaray GI, 
Duggirala R, Fox P, Martin NG, McMahon KL, Mitchell B, Olvera RL, Peterson C, Starr J, 
Sussmann J, Wardlaw J, Wright M, Boomsma DI, Kahn R, de Geus EJ, Williamson DE, 
Hariri A, van T Ent D, Bastin ME, McIntosh A, Deary IJ, Hulshoff Pol HE, Blangero J, 
Thompson PM, Glahn DC, Van Essen DC (2015) Heritability of fractional anisotropy in 
human white matter: A comparison of Human Connectome Project and ENIGMA-DTI data. 
Neuroimage 111: 300-311. PMCID: PMC4387079 

 



110. Spieker EA, Kochunov P, Rowland LM, Sprooten E, Winkler AM, Olvera RL, Almasy L, 
Duggirala R, Fox PT, Blangero J, Glahn DC, Curran JE (2015) Shared genetic variance 
between obesity and white matter integrity in Mexican Americans. Front Genet 6:26. 
PMCID: PMC4327744 

 
111. Rubicz R, Yolken R, Drigalenko E, Carless MA, Dyer TD, Kent JW Jr., Curran JE, 

Johnson MP, Cole SA, Fowler SP, Arya R, Puppala S, Almasy L, Moses EK, Kraig E, 
Duggirala R, Blangero J, Leach CT, Göring HH (2015) Genome-wide genetic investigation 
of serological measures of common infections. Eur J Hum Genet 23(11): 1544-1548. 
PMCID: PMC4613484 

 
112. Winnier DA, Fourcaudot M, Norton L, Abdul-Ghani MA, Hu SL, Farook VS, Coletta DK, 

Kumar S, Puppala S, Chittoor G, Dyer TD, Arya R, Carless M, Lehman DM, Curran JE, 
Cromack DT, Tripathy D, Blangero J, Duggirala R, Göring HH, DeFronzo RA, Jenkinson 
CP (2015) Transcriptomic identification of ADH1B as a novel candidate gene for obesity 
and insulin resistance in human adipose tissue in Mexican Americans from the Veterans 
Administration Genetic Epidemiology Study (VAGES). PLoS One 10(4): e0119941. 
PMCID: PMC4382323 

 
113. Williams AL, Genovese G, Dyer T, Altemose N, Truax K, Jun G, Patterson N, Myers SR, 

Curran JE, Duggirala R, Blangero J, Reich D, Przeworski M, T2D-GENES Consortium 
(2015) Non-crossover gene conversions show strong GC bias and unexpected clustering 
in humans. ELife Mar 25; 4. PMCID: PMC4404656 

 
114. Kulkarni H, Kos MZ, Neary J, Dyer TD, Göring HH, Cole SA, Comuzzie AG, Almasy L, 

Mahaney MC, Curran JE, Blangero J, Carless MA (2015) Novel epigenetic determinants 
of type 2 diabetes in Mexican American families. Hum Mol Genet 24(18): 5330-5344. 
PMCID: PMC4550817  

 
115. Rodriguez-Acevedo AJ, Ferreire MA, Benton MC, Carless MA, Göring HH, Curran JE, 

Blangero J, Lea RA, Griffiths LR (2015) Common polygenic variation contributes to risk of 
migraine in the Norfolk Island population. Hum Genet 134(10): 1079-1087. 

 
116. Sprooten E, Gupta CN, Knowles EE, McKay DR, Mathias SR, Curran JE, Kent Jr JW, 

Carless MA, Almeida MA, Dyer TD, Göring HH, Olvera RL, Kochunov P, Fox PT, 
Duggirala R, Almasy L, Calhoun VD, Blangero J, Turner JA, Glahn DC (2015) Genome-
wide significant linkage of schizophrenia-related neuroanatomical trait to 12q24. Am J Med 
Genet B Neuropsychiatr Genet 168(8): 678-686. PMCID: PMC4639444 

 
117. Poldrack RA, Laumann TO, Koyejo O, Gregory B, Hover A, Chen MY, Gorgolewski KJ, 

Luci J, Joo SJ, Boyd RL, Hunicke-Smith S, Simpson ZB, Caven T, Sochat V, Shine JM, 
Gordan E, Snyder AZ, Adeyemo B, Petersen SE, Glahn DC, Reese McKay D, Curran JE, 
Göring HH, Carless MA, Blangero J, Dougherty R, Leemans A, Handwerker DA, Frick L, 
Marcotte EM, Mumford JA (2015) Long-term neural and physiological phenotyping of a 
single human. Nat Commun 6: 8885. PMCID: PMC4682164 

 
118. Benton MC, Stuart S, Bellis C, Macartney-Coxson D, Eccles D, Curran JE, Chambers G, 

Blangero J, Lea RA, Griffiths LR (2015) ‘Mutiny on the Bounty’: The genetic history of 
Norfolk Island reveals extreme gender-biased admixture. Investig Genet 6: 11. PMCID: 
PMC4558825 

 



119. Benton MC, Lea RA, Macartney-Coxson D, Hanna M, Eccles DA, Carless MA, Chambers 
GK, Bellis C, Göring HH, Curran JE, Harper JL, Gibson G, Blangero J, Griffiths LR (2015) 
A phenomic scan of the Norfolk Island genetic isolate identifies a major pleiotropic effect 
locus associated with metabolic and renal disorder markers. PLoS Genet 11(10): 1005593. 
PMCID: PMC4608754 

120. Peters MJ, Joehanes R, Pilling LC, Schurmann C, Conneely KN, Powell J, Reinmaa E, 
Sutphin GL, Zhernakova A, Schramm K, Wilson YA, Kobes S, Tukiainen T; 
NABEC/UKBEC Consortium, Ramos YF, Göring HH, Fornage M, Liu Y, Gharib SA, 
Stranger BE, De Jager PL, Aviv A, Levy D, Murabito JM, Munson PJ, Huan T, Hofman A, 
Uitterlinden AG, Rivadeneira F, van Rooij J, Stolk L, Broer L, Verbiest MM, Jhamai M, Arp 
P, Metspalu A, Tserel L, Milani L, Samani NJ, Peterson P, Kasela S, Codd V, Peters A, 
Ward-Caviness CK, Herder C, Waldenberger M, Roden M, Singmann P, Zeilinger S, Illig T, 
Homuth G, Grabe HJ, Völzke H, Steil L, Kocher T, Murray A, Melzer D, Yaghootkar H, 
Bandinelli S, Moses EK, Kent JW, Curran JE, Johnson MP, Williams-Blangero S, Westra 
HJ, McRae AF, Smith JA, Kardia SL, Hovatta I, Perola M, Ripatti S, Salomaa V, Henders 
AK, Martin NG, Smith AK, Mehta D, Binder EB, Nylocks KM, Kennedy EM, Klengel T, Ding 
J, Suchy-Dicey AM, Enquobahrie DA, Brody J, Rotter JI, Chen YD, Houwing-Duistermaat 
J, Kloppenburg M, Slagboom PE, Helmer Q, den Hollander W, Bean S, Raj T, Bakhshi N, 
Wang QP, Oyston LJ, Psaty BM, Tracy RP, Montgomery GW, Turner ST, Blangero J, 
Meulenbelt I, Ressler KJ, Yang J, Franke L, Kettunen J, Visscher PM, Neely GG, Korstanje 
R, Hanson RL, Prokisch H, Ferrucci L, Esko T, Teumer A, van Meurs JB, Johnson AD 
(2015) The transcriptional landscape of age in human peripheral blood. Nat Commun 6: 
8570. PMCID: PMC4639797 

 
121. Meikle PJ, Wong G, Tan R, Giral P, Robillard P, Orsoni A, Hounslow N, Magliano DJ, 

Shaw J, Curran JE, Blangero J, Kingwell BA, Chapman MJ (2015) Statin action favours 
normalisation of the plasma lipidome in the atherogenic mixed dyslipidemia of metabolic 
syndrome: Potential relevance to statin-associated dysglycemia. J Lipid Res 56(12): 2381-
2392. PMCID: PMC4655992 

 
122. Benton MC, Lea RA, Macartney-Coxson D, Bellis C, Carless MA, Curran JE, Hanna M, 

Eccles D, Chambers GK, Blangero J, Griffiths LR (2015) Serum bilirubin concentration is 
modified by UGT1A1 haplotypes and influences risk of type-2 diabetes in the Norfolk 
Island genetic isolate. BMC Genet 16:136. PMCID: PMC4667444 

 
123. Arya R, Del Rincon I, Farook VS, Restrepo JF, Winnier DA, Fourcaudot MJ, Battafarano 

DF, de Almeida M, Kumar S, Curran JE, Jenkinson CP, Blangero J, Duggirala R, 
Escalante A (2015) Genetic variants influencing joint damage in Mexican Americans and 
European Americans with rheumatoid arthritis. Genet Epidemiol 39(8): 678-688. 

 
124. Mathias SR, Knowles EM, Kent JW Jr, McKay DR, Curran JE, de Almeida MA, Dyer TD, 

Göring HH, Olvera RL, Duggirala R, Fox PT, Almasy L, Blangero J, Glahn DC (2016) 
Recurrent major depression and right hippocampal volume: A bivariate linkage and 
association study. Hum Brain Mapp 37(1): 191-202. PMCID: PMC4981180 

 
125. Kos MZ, Carless MA, Peralta J, Blackburn A, Almeida M, Roalf D, Pogue-Geile MF, 

Prasad K, Gur RC, Nimgaonkar V, Curran JE, Duggirala R, Glahn DC, Blangero J, Gur 
RE, Almasy L (2016) Exome sequence data from multigenerational families implicate 
AMPA receptor trafficking in neurocognitive impairment and schizophrenia risk. Schizophr 
Bull 42(2): 288-300. PMCID: PMC4753604 

 



126. Traurig M, Hanson RL, Marinelarena A, Kobes S, Piaggi P, Cole S, Curran JE, Blangero 
J, Göring H, Kumar S, Nelson RG, Howard BV, Knowler WC, Baier LJ, Bogardus C (2016) 
Analysis of SLC16A11 variants in 12,811 American Indians: genotype-obesity interaction 
for type 2 diabetes and an association with RNASEK expression. Diabetes 65(2): 510-519. 
PMCID: PMC4747458 

 
127. Sung YJ, Perusse L, Sarzynski MA, Fornage M, Sidney S, Sternfeld B, Rice T, Terry JG, 

Jacobs DR, Katzmarzyk P, Curran JE, Carr J, Blangero J, Ghosh S, Despres JP, 
Rankinen T, Rao DC, Bouchard C (2016) Genome-wide association studies suggest sex-
specific loci associated with abdominal and visceral fat. Int J Obes 40(4): 662-674. PMCID: 
PMC4821694  

 
128. Knowles EE, Kent JW Jr, McKay DR, Sprooten E, Mathias SR, Curran JE, Carless MA, de 

Almeida MA, Göring HH, Dyer TD, Olvera RL, Fox PT, Duggirala R, Almasy L, Blangero J, 
Glahn DC (2016) Genome-wide linkage on chromosome 10q26 for a dimensional scale of 
major depression. J Affect Disord 191: 123-131. PMCID: PMC4715913 

 
129. Mamtani M, Kulkarni H, Dyer TD, Göring HH, Neary J, Cole SA, Kent JW Jr, Kumar S, 

Glahn DC, Mahaney MC, Comuzzie AG, Almasy L, Curran JE, Duggirala R, Blangero J, 
Carless MA (2016) Genome- and epigenome-wide association study of 
hypertriglyceridemic waist in Mexican American families. Clin Epigenetics 8: 6. PMCID: 
PMC4721061 

 
130. Mamtani M, Curran JE, Blangero J, Kulkarni H (2016) Association of urinary phthalates 

with self-reported eye affliction/retinopathy in individuals with diabetes: National Health and 
Nutrition Examination Survey, 2001-2010. J Diabetes Res 2016: 7269896. PMCID: 
PMC4698956 

 
131. Zhou Y, Zhu G, Charlesworth JC, Simpson S Jr, Rubicz R, Göring HH, Patsopoulos NA, 

Laverty C, Wu F, Henders A, Ellis JJ, van der Mei I, Montgomery GW, Blangero J, Curran 
JE, Johnson MP, Martin NG, Nyholt DR, Taylor BV, ANZgene consortium (2016) Genetic 
loci for Epstein-Barr Virus nuclear antigen-1 are associated with risk of multiple sclerosis. 
Mult Scler 22(13): 1655-1664. 

 
132. Lu Y, Day FR, Gustafsson S, Buchkovich ML, Na J, Bataille V, Cousminer DL, Dastani Z, 

Drong AW, Esko T, Evans DM, Falchi M, Feitosa MF, Ferreira T, Hedman ÅK, Haring R, 
Hysi PG, Iles MM, Justice AE, Kanoni S, Lagou V, Li R, Li X, Locke A, Lu C, Mägi R, Perry 
JR, Pers TH, Qi Q, Sanna M, Schmidt EM, Scott WR, Shungin D, Teumer A, Vinkhuyzen 
AA, Walker RW, Westra HJ, Zhang M, Zhang W, Zhao JH, Zhu Z, Afzal U, Ahluwalia TS, 
Bakker SJ, Bellis C, Bonnefond A, Borodulin K, Buchman AS, Cederholm T, Choh AC, 
Choi HJ, Curran JE, de Groot LC, De Jager PL, Dhonukshe-Rutten RA, Enneman AW, 
Eury E, Evans DS, Forsen T, Friedrich N, Fumeron F, Garcia ME, Gärtner S, Han BG, 
Havulinna AS, Hayward C, Hernandez D, Hillege H, Ittermann T, Kent JW, Kolcic I, 
Laatikainen T, Lahti J, Mateo Leach I, Lee CG, Lee JY, Liu T, Liu Y, Lobbens S, Loh M, 
Lyytikäinen LP, Medina-Gomez C, Michaëlsson K, Nalls MA, Nielson CM, Oozageer L, 
Pascoe L, Paternoster L, Polašek O, Ripatti S, Sarzynski MA, Shin CS, Narančić NS, Spira 
D, Srikanth P, Steinhagen-Thiessen E, Sung YJ, Swart KM, Taittonen L, Tanaka T, 
Tikkanen E, van der Velde N, van Schoor NM, Verweij N, Wright AF, Yu L, Zmuda JM, 
Eklund N, Forrester T, Grarup N, Jackson AU, Kristiansson K, Kuulasmaa T, Kuusisto J, 
Lichtner P, Luan J, Mahajan A, Männistö S, Palmer CD, Ried JS, Scott RA, Stancáková A, 
Wagner PJ, Demirkan A, Döring A, Gudnason V, Kiel DP, Kühnel B, Mangino M, Mcknight 



B, Menni C, O'Connell JR, Oostra BA, Shuldiner AR, Song K, Vandenput L, van Duijn CM, 
Vollenweider P, White CC, Boehnke M, Boettcher Y, Cooper RS, Forouhi NG, Gieger C, 
Grallert H, Hingorani A, Jørgensen T, Jousilahti P, Kivimaki M, Kumari M, Laakso M, 
Langenberg C, Linneberg A, Luke A, Mckenzie CA, Palotie A, Pedersen O, Peters A, 
Strauch K, Tayo BO, Wareham NJ, Bennett DA, Bertram L, Blangero J, Blüher M, 
Bouchard C, Campbell H, Cho NH, Cummings SR, Czerwinski SA, Demuth I, Eckardt R, 
Eriksson JG, Ferrucci L, Franco OH, Froguel P, Gansevoort RT, Hansen T, Harris TB, 
Hastie N, Heliövaara M, Hofman A, Jordan JM, Jula A, Kähönen M, Kajantie E, Knekt PB, 
Koskinen S, Kovacs P, Lehtimäki T, Lind L, Liu Y, Orwoll ES, Osmond C, Perola M, 
Pérusse L, Raitakari OT, Rankinen T, Rao DC, Rice TK, Rivadeneira F, Rudan I, Salomaa 
V, Sørensen TI, Stumvoll M, Tönjes A, Towne B, Tranah GJ, Tremblay A, Uitterlinden AG, 
van der Harst P, Vartiainen E, Viikari JS, Vitart V, Vohl MC, Völzke H, Walker M, 
Wallaschofski H, Wild S, Wilson JF, Yengo L, Bishop DT, Borecki IB, Chambers JC, 
Cupples LA, Dehghan A, Deloukas P, Fatemifar G, Fox C, Furey TS, Franke L, Han J, 
Hunter DJ, Karjalainen J, Karpe F, Kaplan RC, Kooner JS, McCarthy MI, Murabito JM, 
Morris AP, Bishop JA, North KE, Ohlsson C, Ong KK, Prokopenko I, Richards JB, Schadt 
EE, Spector TD, Widén E, Willer CJ, Yang J, Ingelsson E, Mohlke KL, Hirschhorn JN, 
Pospisilik JA, Zillikens MC, Lindgren C, Kilpeläinen TO, Loos RJ (2016) New loci for body 
fat percentage reveal link between adiposity and cardiometabolic disease risk. Nat 
Commun 7: 10495. PMCID: PMC4740398 
 

133. Franke B, Stein JL, Ripke S, Anttila V, Hibar DP, van Hulzen KJ, Arias-Vasquez A, Smoller 
JW, Nichols TE, Neale MC, McIntosh AM, Lee P, McMahon FJ, Meyer-Lindenberg A, 
Mattheisen M, Andreassen OA, Gruber O, Sachdev PS, Roiz-Santiañez R, Saykin AJ, 
Ehrlich S, Mather KA, Turner JA, Schwarz E, Thalamuthu A, Yao Y, Ho YY, Martin NG, 
Wright MJ; Schizophrenia Working Group of the Psychiatric Genomics Consortium; 
Psychosis Endophenotypes International Consortium; Wellcome Trust Case Control 
Consortium 2; Enigma Consortium, O'Donovan MC, Thompson PM, Neale BM, Medland 
SE, Sullivan PF (2016) Genetic influences on schizophrenia and subcortical brain volumes: 
large-scale proof of concept. Nat Neurosci 19(3): 420-431. PMCID: PMC4852730 

 
134. Yerges-Armstrong LM, Chai S, O’Connell JR, Curran JE, Blangero J, Mitchell BD, 

Shuldiner AR, Damcott CM (2016) Gene expression differences between offspring of long-
lived individuals and controls in candidate longevity regions: Evidence for PAPSS2 as a 
longevity gene. J Gerontol A Biol Sci Med Sci 71(10): 1295-1299. PMCID: PMC5018562  

 
135. Kulkarni H, Mamtani M, Peralta J, Almeida M, Dyer TD, Göring HH, Johnson MP, 

Duggirala R, Mahaney MC, Olvera RL, Almasy L, Glahn DC, Williams-Blangero S, Curran 
JE, Blangero J (2016) Soluble forms of intercellular and vascular cell adhesion molecules 
independently predict progression to type 2 diabetes in Mexican American families. PLoS 
One 11(3): e0151177. PMCID: PMC4805238 
 

136. Chittoor G, Kent JW Jr, Almeida M, Puppala S, Farook VS, Cole SA, Haack K, Göring HH, 
MacCluer JW, Curran JE, Carless MA, Johnson MP, Moses EK, Almasy L, Mahaney MC, 
Lehman DM, Duggirala R, Comuzzie AG, Blangero J, Vorunganti VS (2016) GWAS and 
transcriptional analysis prioritize ITPR1 and CNTN4 for a serum uric acid 3p26 QTL in 
Mexican Americans. BMC Genomics 17(1): 276. PMCID: PMC4818944 
 

137. Mamtani M, Kulkarni H, Wong G, Weir JM, Barlow CK, Dyer TD, Almasy L, Mahaney MC, 
Comuzzie AG, Glahn DC, Magliano DJ, Zimmet P, Shaw J, Williams-Blangero S, 
Duggirala R, Blangero J, Meikle PJ, Curran JE (2016) Lipidomic risk score independently 



and cost-effectively predicts risk of future type 2 diabetes: Results from diverse cohorts. 
Lipids Health Dis 15(1): 67. PMCID: PMC4820916 

 
138. Hanson RL, Leti F, Tsinajinnie D, Kobes S, Puppala S, Curran JE, Almasy L, Lehman DM, 

Blangero J, Duggirala R, DiStefano JK (2016) The Arg59Trp variant in ANGPTL8 
(betatrophin) is associated with total and HDL-cholesterol in American Indians and 
Mexican Americans and differentially affects cleavage of ANGPTL3. Mol Genet Metab 
118(2): 128-137. PMCID: PMC4880492  

 
139. Hodgson K, Almasy L, Knowles EE, Kent JW, Curran JE, Dyer TD, Göring HH, Olvera RL, 

Fox PT, Pearlson GD, Krystal JH, Duggirala R, Blangero J, Glahn DC (2016) Genome-
wide significant loci for addiction and anxiety. Eur Psychiatry 36: 47-54. PMCID: 
PMC5483998 

 
140. Kumar S, Curran JE, Glahn DC, Blangero J (2016) Utility of lymphoblastoid cell lines for 

induced pluripotent stem cell generation. Stem Cells Int 2016:2349261. PMCID: 
PMC4914736 

 
141. Nicholson AM, Finch NA, Almeida M, Perkerson RB, van Blitterswijk M, Wojtas A, Cenik B, 

Rotondo S, Inskeep V, Almasy L, Dyer T, Peralta J, Jun G, Wood AR, Frayling TM, 
Fuchsberger C, Fowler S, Teslovich TM, Manning AK, Kumar S, Curran J, Lehman D, 
Abecasis G, Duggirala R, Pottier C, Zahir HA, Crook JE, Karydas A, Mitic L, Sun Y, 
Dickson DW, Bu G, Herz J, Yu G, Miller BL, Ferguson S, Petersen RC, Graff-Radford N, 
Blangero J, Rademakers R (2016) Prosaposin is a regulator of progranulin levels and 
oligomerization. Nat Commun 7: 11992. PMCID: PMC4931318 

 
142. Fuchsberger C, Flannick J, Teslovich TM, Mahajan A, Agarwala V, Gaulton KJ, Ma C, 

Fontanillas P, Moutsianas L, McCarthy DJ, Rivas MA, Perry JR, Sim X, Blackwell TW, 
Robertson NR, Rayner NW, Cingolani P, Locke AE, Tajes JF, Highland HM, Dupuis J, 
Chines PS, Lindgren CM, Hartl C, Jackson AU, Chen H, Huyghe JR, van de Bunt M, 
Pearson RD, Kumar A, Müller-Nurasyid M, Grarup N, Stringham HM, Gamazon ER, Lee J, 
Chen Y, Scott RA, Below JE, Chen P, Huang J, Go MJ, Stitzel ML, Pasko D, Parker SC, 
Varga TV, Green T, Beer NL, Day-Williams AG, Ferreira T, Fingerlin T, Horikoshi M, Hu C, 
Huh I, Ikram MK, Kim BJ, Kim Y, Kim YJ, Kwon MS, Lee J, Lee S, Lin KH, Maxwell TJ, 
Nagai Y, Wang X, Welch RP, Yoon J, Zhang W, Barzilai N, Voight BF, Han BG, Jenkinson 
CP, Kuulasmaa T, Kuusisto J, Manning A, Ng MC, Palmer ND, Balkau B, Stančáková A, 
Abboud HE, Boeing H, Giedraitis V, Prabhakaran D, Gottesman O, Scott J, Carey J, Kwan 
P, Grant G, Smith JD, Neale BM, Purcell S, Butterworth AS, Howson JM, Lee HM, Lu Y, 
Kwak SH, Zhao W, Danesh J, Lam VK, Park KS, Saleheen D, So WY, Tam CH, Afzal U, 
Aguilar D, Arya R, Aung T, Chan E, Navarro C, Cheng CY, Palli D, Correa A, Curran JE, 
Rybin D, Farook VS, Fowler SP, Freedman BI, Griswold M, Hale DE, Hicks PJ, Khor CC, 
Kumar S, Lehne B, Thuillier D, Lim WY, Liu J, van der Schouw YT, Loh M, Musani SK, 
Puppala S, Scott WR, Yengo L, Tan ST, Taylor HA Jr, Thameem F, Wilson G, Wong TY, 
Njølstad PR, Levy JC, Mangino M, Bonnycastle LL, Schwarzmayr T, Fadista J, Surdulescu 
GL, Herder C, Groves CJ, Wieland T, Bork-Jensen J, Brandslund I, Christensen C, 
Koistinen HA, Doney AS, Kinnunen L, Esko T, Farmer AJ, Hakaste L, Hodgkiss D, Kravic 
J, Lyssenko V, Hollensted M, Jørgensen ME, Jørgensen T, Ladenvall C, Justesen JM, 
Käräjämäki A, Kriebel J, Rathmann W, Lannfelt L, Lauritzen T, Narisu N, Linneberg A, 
Melander O, Milani L, Neville M, Orho-Melander M, Qi L, Qi Q, Roden M, Rolandsson O, 
Swift A, Rosengren AH, Stirrups K, Wood AR, Mihailov E, Blancher C, Carneiro MO, 
Maguire J, Poplin R, Shakir K, Fennell T, DePristo M, Hrabé de Angelis M, Deloukas P, 



Gjesing AP, Jun G, Nilsson P, Murphy J, Onofrio R, Thorand B, Hansen T, Meisinger C, 
Hu FB, Isomaa B, Karpe F, Liang L, Peters A, Huth C, O'Rahilly SP, Palmer CN, Pedersen 
O, Rauramaa R, Tuomilehto J, Salomaa V, Watanabe RM, Syvänen AC, Bergman RN, 
Bharadwaj D, Bottinger EP, Cho YS, Chandak GR, Chan JC, Chia KS, Daly MJ, Ebrahim 
SB, Langenberg C, Elliott P, Jablonski KA, Lehman DM, Jia W, Ma RC, Pollin TI, Sandhu 
M, Tandon N, Froguel P, Barroso I, Teo YY, Zeggini E, Loos RJ, Small KS, Ried JS, 
DeFronzo RA, Grallert H, Glaser B, Metspalu A, Wareham NJ, Walker M, Banks E, Gieger 
C, Ingelsson E, Im HK, Illig T, Franks PW, Buck G, Trakalo J, Buck D, Prokopenko I, Mägi 
R, Lind L, Farjoun Y, Owen KR, Gloyn AL, Strauch K, Tuomi T, Kooner JS, Lee JY, Park T, 
Donnelly P, Morris AD, Hattersley AT, Bowden DW, Collins FS, Atzmon G, Chambers JC, 
Spector TD, Laakso M, Strom TM, Bell GI, Blangero J, Duggirala R, Tai ES, McVean G, 
Hanis CL, Wilson JG, Seielstad M, Frayling TM, Meigs JB, Cox NJ, Sladek R, Lander ES, 
Gabriel S, Burtt NP, Mohlke KL, Meitinger T, Groop L, Abecasis G, Florez JC, Scott LJ, 
Morris AP, Kang HM, Boehnke M, Altshuler D, McCarthy MI (2016) The genetic 
architecture of type 2 diabetes. Nature 536(7614): 41-47. PMCID: PMC5034897 

 
143. Adams HH, Hibar DP, Chouraki V, Stein JL, Nyquist PA, Rentería ME, Trompet S, Arias-

Vasquez A, Seshadri S, Desrivières S, Beecham AH, Jahanshad N, Wittfeld K, Van der 
Lee SJ, Abramovic L, Alhusaini S, Amin N, Andersson M, Arfanakis K, Aribisala BS, 
Armstrong NJ, Athanasiu L, Axelsson T, Beiser A, Bernard M, Bis JC, Blanken LM, Blanton 
SH, Bohlken MM, Boks MP, Bralten J, Brickman AM, Carmichael O, Chakravarty MM, 
Chauhan G, Chen Q, Ching CR, Cuellar-Partida G, Braber AD, Doan NT, Ehrlich S, Filippi 
I, Ge T, Giddaluru S, Goldman AL, Gottesman RF, Greven CU, Grimm O, Griswold ME, 
Guadalupe T, Hass J, Haukvik UK, Hilal S, Hofer E, Hoehn D, Holmes AJ, Hoogman M, 
Janowitz D, Jia T, Kasperaviciute D, Kim S, Klein M, Kraemer B, Lee PH, Liao J, Liewald 
DC, Lopez LM, Luciano M, Macare C, Marquand A, Matarin M, Mather KA, Mattheisen M, 
Mazoyer B, McKay DR, McWhirter R, Milaneschi Y, Mirza-Schreiber N, Muetzel RL, 
Maniega SM, Nho K, Nugent AC, Loohuis LM, Oosterlaan J, Papmeyer M, Pappa I, 
Pirpamer L, Pudas S, Pütz B, Rajan KB, Ramasamy A, Richards JS, Risacher SL, Roiz-
Santiañez R, Rommelse N, Rose EJ, Royle NA, Rundek T, Sämann PG, Satizabal CL, 
Schmaal L, Schork AJ, Shen L, Shin J, Shumskaya E, Smith AV, Sprooten E, Strike LT, 
Teumer A, Thomson R, Tordesillas-Gutierrez D, Toro R, Trabzuni D, Vaidya D, Van der 
Grond J, Van der Meer D, Van Donkelaar MM, Van Eijk KR, Van Erp TG, Van Rooij D, 
Walton E, Westlye LT, Whelan CD, Windham BG, Winkler AM, Woldehawariat G, Wolf C, 
Wolfers T, Xu B, Yanek LR, Yang J, Zijdenbos A, Zwiers MP, Agartz I, Aggarwal NT, 
Almasy L, Ames D, Amouyel P, Andreassen OA, Arepalli S, Assareh AA, Barral S, Bastin 
ME, Becker DM, Becker JT, Bennett DA, Blangero J, van Bokhoven H, Boomsma DI, 
Brodaty H, Brouwer RM, Brunner HG, Buckner RL, Buitelaar JK, Bulayeva KB, Cahn W, 
Calhoun VD, Cannon DM, Cavalleri GL, Chen C, Cheng CY, Cichon S, Cookson MR, 
Corvin A, Crespo-Facorro B, Curran JE, Czisch M, Dale AM, Davies GE, De Geus EJ, De 
Jager PL, de Zubicaray GI, Delanty N, Depondt C, DeStefano AL, Dillman A, Djurovic S, 
Donohoe G, Drevets WC, Duggirala R, Dyer TD, Erk S, Espeseth T, Evans DA, Fedko IO, 
Fernández G, Ferrucci L, Fisher SE, Fleischman DA, Ford I, Foroud TM, Fox PT, Francks 
C, Fukunaga M, Gibbs JR, Glahn DC, Gollub RL, Göring HH, Grabe HJ, Green RC, 
Gruber O, Gudnason V, Guelfi S, Hansell NK, Hardy J, Hartman CA, Hashimoto R, 
Hegenscheid K, Heinz A, Le Hellard S, Hernandez DG, Heslenfeld DJ, Ho BC, Hoekstra 
PJ, Hoffmann W, Hofman A, Holsboer F, Homuth G, Hosten N, Hottenga JJ, Pol HE, Ikeda 
M, Ikram MK, Jr CR, Jenkinson M, Johnson R, Jönsson EG, Jukema JW, Kahn RS, Kanai 
R, Kloszewska I, Knopman DS, Kochunov P, Kwok JB, Lawrie SM, Lemaître H, Liu X, 
Longo DL, Jr WT, Lopez OL, Lovestone S, Martinez O, Martinot JL, Mattay VS, McDonald 
C, McIntosh AM, McMahon KL, McMahon FJ, Mecocci P, Melle I, Meyer-Lindenberg A, 



Mohnke S, Montgomery GW, Morris DW, Mosley TH, Mühleisen TW, Müller-Myhsok B, 
Nalls MA, Nauck M, Nichols TE, Niessen WJ, Nöthen MM, Nyberg L, Ohi K, Olvera RL, 
Ophoff RA, Pandolfo M, Paus T, Pausova Z, Penninx BW, Pike GB, Potkin SG, Psaty BM, 
Reppermund S, Rietschel M, Roffman JL, Romanczuk-Seiferth N, Rotter JI, Ryten M, 
Sacco RL, Sachdev PS, Saykin AJ, Schmidt R, Schofield PR, Sigurdsson S, Simmons A, 
Singleton A, Sisodiya SM, Smith C, Smoller JW, Soininen H, Srikanth V, Steen VM, Stott 
DJ, Sussmann JE, Thalamuthu A, Tiemeier H, Toga AW, Traynor BJ, Troncoso J, Turner 
JA, Tzourio C, Uitterlinden AG, Hernández MC, Van der Brug M, Van der Lugt A, Van der 
Wee NJ, Van Duijn CM, Van Haren NE, Van T Ent D, Van Tol MJ, Vardarajan BN, Veltman 
DJ, Vernooij MW, Völzke H, Walter H, Wardlaw JM, Wassink TH, Weale ME, Weinberger 
DR, Weiner MW, Wen W, Westman E, White T, Wong TY, Wright CB, Zielke HR, 
Zonderman AB, Deary IJ, DeCarli C, Schmidt H, Martin NG, De Craen AJ, Wright MJ, 
Launer LJ, Schumann G, Fornage M, Franke B, Debette S, Medland SE, Ikram MA, 
Thompson PM (2016). Novel genetic loci underlying human intracranial volume identified 
through genome-wide association. Nat Neurosci 19(12): 1569-1582. PMCID: PMC5227112 

 
144. Blangero J, Teslovich TM, Sim X, Almeida MA, Jun G, Dyer TD, Johnson M, Peralta JM, 

Manning A, Wood AR, Fuchsberger C, Kent JW Jr, Aguilar DA, Below JE, Farook VS, Arya 
R, Fowler S, Blackwell TW, Puppala S, Kumar S, Glahn DC, Moses EK, Curran JE, 
Thameem F, Jenkinson CP, DeFronzo RA, Lehman DM, Hanis C, Abecasis G, Boehnke 
M, Göring H, Duggirala R, Almasy L; T2D-GENES Consortium (2016) Omics-squared: 
human genomic, transcriptomic and phenotypic data for genetic analysis workshop 19. 
BMC Proc 10(Suppl 7): 71-77. PMCID: PMC5133484 

 
145. Kulkarni H, Mamtani M, Peralta JM, Diego V, Dyer TD, Göring H, Almasy L, Mahaney MC, 

Williams-Blangero S, Duggirala R, Curran JE, Blangero J (2016) Lack of association 
between SLC30A8 variants with type 2 diabetes in Mexican American families. J Diab Res 
2016:6463214. PMCID: PMC5118530 

 
146. Hodgson K, Poldrack RA, Curran JE, Knowles EE, Mathias S, Göring HH, Yao N, Olvera 

RL, Fox PT, Almasy L, Duggirala R, Barch DM, Blangero J, Glahn DC (2017) Shared 
genetic factors influence head motion during MRI and body mass index. Cereb Cortex 
27(12): 5539-5546. 

 
147. Hodgson K, Almasy L, Knowles EE, Kent JW Jr, Curran JE, Dyer TD, Göring HH, Olvera 

RL, Woolsey MD, Duggirala R, Fox PT, Blangero J, Glahn DC (2017) The genetic basis of 
the comorbidity between cannabis use and major depression. Addiction 112(1): 113-123. 
PMCID: PMC5148647 

 
148. Tabb KL, Hellwege JN, Palmer ND, Dimitrov L, Sajuthi S, Taylor KD, Ng MC, Hawkins GA, 

Chen YI, Brown WM, McWilliams D, Williams A, Lorenzo C, Norris JM, Long J, Rotter JI, 
Curran JE, Blangero J, Wagenknecht LE, Langefeld CD, Bowden DW (2017) Analysis of 
whole exome sequencing with cardiometabolic traits using family-based linkage and 
association in the IRAS Family Study. Ann Hum Genet 81(2): 49-58. PMCID: 
PMC5719883 

 
149. Knowles EE, Meikle PJ, Huynh K, Göring HH, Olvera RL, Mathias SR, Duggirala R, 

Almasy L, Blangero J, Curran JE, Glahn DC (2017) Serum phosphatidylinositol as a 
biomarker for bipolar disorder liability. Bipolar Disord 19(2): 107-115. PMCID: 
PMC5798864 

 



150. Yao L, Liu Y, Qiu Z, Kumar S, Curran JE, Blangero J, Chen Y, Lehman DM (2017) 
Molecular profiling of human iPS-derived hypothalamic neurons provides developmental 
insights to genetic loci for body weight regulation. J Neuroendocrinol 29(2). PMCID: 
PMC5328859 

 
151. Hibar DP, Adams HH, Jahanshad N, Chauhan G, Stein JL, Hofer E, Renteria ME, Bis JC, 

Arias-Vasquez A, Ikram MK, Desrivières S, Vernooij MW, Abramovic L, Alhusaini S, Amin 
N, Andersson M, Arfanakis K, Aribisala BS, Armstrong NJ, Athanasiu L, Axelsson T, 
Beecham AH, Beiser A, Bernard M, Blanton SH, Bohlken MM, Boks MP, Bralten J, 
Brickman AM, Carmichael O, Chakravarty MM, Chen Q, Ching CR, Chouraki V, Cuellar-
Partida G, Crivello F, Den Braber A, Doan NT, Ehrlich S, Giddaluru S, Goldman AL, 
Gottesman RF, Grimm O, Griswold ME, Guadalupe T, Gutman BA, Hass J, Haukvik UK, 
Hoehn D, Holmes AJ, Hoogman M, Janowitz D, Jia T, Jørgensen KN, Karbalai N, 
Kasperaviciute D, Kim S, Klein M, Kraemer B, Lee PH, Liewald DC, Lopez LM, Luciano M, 
Macare C, Marquand AF, Matarin M, Mather KA, Mattheisen M, McKay DR, Milaneschi Y, 
Muñoz Maniega S, Nho K, Nugent AC, Nyquist P, Loohuis LM, Oosterlaan J, Papmeyer M, 
Pirpamer L, Pütz B, Ramasamy A, Richards JS, Risacher SL, Roiz-Santiañez R, 
Rommelse N, Ropele S, Rose EJ, Royle NA, Rundek T, Sämann PG, Saremi A, Satizabal 
CL, Schmaal L, Schork AJ, Shen L, Shin J, Shumskaya E, Smith AV, Sprooten E, Strike 
LT, Teumer A, Tordesillas-Gutierrez D, Toro R, Trabzuni D, Trompet S, Vaidya D, Van der 
Grond J, Van der Lee SJ, Van der Meer D, Van Donkelaar MM, Van Eijk KR, Van Erp TG, 
Van Rooij D, Walton E, Westlye LT, Whelan CD, Windham BG, Winkler AM, Wittfeld K, 
Woldehawariat G, Wolf C, Wolfers T, Yanek LR, Yang J, Zijdenbos A, Zwiers MP, Agartz I, 
Almasy L, Ames D, Amouyel P, Andreassen OA, Arepalli S, Assareh AA, Barral S, Bastin 
ME, Becker DM, Becker JT, Bennett DA, Blangero J, van Bokhoven H, Boomsma DI, 
Brodaty H, Brouwer RM, Brunner HG, Buckner RL, Buitelaar JK, Bulayeva KB, Cahn W, 
Calhoun VD, Cannon DM, Cavalleri GL, Cheng CY, Cichon S, Cookson MR, Corvin A, 
Crespo-Facorro B, Curran JE, Czisch M, Dale AM, Davies GE, De Craen AJ, De Geus EJ, 
De Jager PL, De Zubicaray GI, Deary IJ, Debette S, DeCarli C, Delanty N, Depondt C, 
DeStefano A, Dillman A, Djurovic S, Donohoe G, Drevets WC, Duggirala R, Dyer TD, 
Enzinger C, Erk S, Espeseth T, Fedko IO, Fernández G, Ferrucci L, Fisher SE, Fleischman 
DA, Ford I, Fornage M, Foroud TM, Fox PT, Francks C, Fukunaga M, Gibbs JR, Glahn 
DC, Gollub RL, Göring HH, Green RC, Gruber O, Gudnason V, Guelfi S, Håberg AK, 
Hansell NK, Hardy J, Hartman CA, Hashimoto R, Hegenscheid K, Heinz A, Le Hellard S, 
Hernandez DG, Heslenfeld DJ, Ho BC, Hoekstra PJ, Hoffmann W, Hofman A, Holsboer F, 
Homuth G, Hosten N, Hottenga JJ, Huentelman M, Pol HE, Ikeda M, Jack CR Jr, 
Jenkinson M, Johnson R, Jönsson EG, Jukema JW, Kahn RS, Kanai R, Kloszewska I, 
Knopman DS, Kochunov P, Kwok JB, Lawrie SM, Lemaître H, Liu X, Longo DL, Lopez OL, 
Lovestone S, Martinez O, Martinot JL, Mattay VS, McDonald C, McIntosh AM, McMahon 
FJ, McMahon KL, Mecocci P, Melle I, Meyer-Lindenberg A, Mohnke S, Montgomery GW, 
Morris DW, Mosley TH, Mühleisen TW, Müller-Myhsok B, Nalls MA, Nauck M, Nichols TE, 
Niessen WJ, Nöthen MM, Nyberg L, Ohi K, Olvera RL, Ophoff RA, Pandolfo M, Paus T, 
Pausova Z, Penninx BW, Pike GB, Potkin SG, Psaty BM, Reppermund S, Rietschel M, 
Roffman JL, Romanczuk-Seiferth N, Rotter JI, Ryten M, Sacco RL, Sachdev PS, Saykin 
AJ, Schmidt R, Schmidt H, Schofield PR, Sigursson S, Simmons A, Singleton A, Sisodiya 
SM, Smith C, Smoller JW, Soininen H, Steen VM, Stott DJ, Sussmann JE, Thalamuthu A, 
Toga AW, Traynor BJ, Troncoso J, Tsolaki M, Tzourio C, Uitterlinden AG, Hernández MC, 
Van der Brug M, van der Lugt A, van der Wee NJ, Van Haren NE, van 't Ent D, Van Tol 
MJ, Vardarajan BN, Vellas B, Veltman DJ, Völzke H, Walter H, Wardlaw JM, Wassink TH, 
Weale ME, Weinberger DR, Weiner MW, Wen W, Westman E, White T, Wong TY, Wright 
CB, Zielke RH, Zonderman AB, Martin NG, Van Duijn CM, Wright MJ, Longstreth WT, 



Schumann G, Grabe HJ, Franke B, Launer LJ, Medland SE, Seshadri S, Thompson PM, 
Ikram MA (2017) Novel genetic loci associated with hippocampal volume. Nat Commun 8: 
13624. PMCID: PMC5253632 
 

152. Kulkarni H, Mamtani M, Blangero J, Curran JE (2017) Lipidomics in the study of 
hypertension in metabolic syndrome. Curr Hypertens Rep 19(1): 7. 
 

153. Weerasekera L, Rudnicka C, Sang Q, Curran JE, Johnson MP, Moses EK, Göring HH, 
Blangero J, Hricova J, Schlaich M, Matthews VB (2017) ADAM19: A novel target for 
metabolic disease in humans and mice. Mediators Inflamm 2017: 7281986. PMCID: 
PMC5318628 

 
154. Knowles EM, Huynh K, Meikle PJ, Göring HH, Olvera RL, Mathias SR, Duggirala R, 

Almasy L, Blangero J, Curran JE, Glahn DC (2017) The lipidome in major depressive 
disorder: Shared genetic influence for ether-phosphatidylcholines, a plasma-based 
phenotype related to inflammation, and disease risk. Eur Psychiatry 43: 44-50. PMCID: 
PMC5507360 

 
155. Manning A, Highland HM, Gasser J, Sim X, Tukiainen T, Fontanillas P, Grarup N, Rivas 

MA, Mahajan A, Locke AE, Cingolani P, Pers TH, Viñuela A, Brown AA, Wu Y, Flannick J, 
Fuchsberger C, Gamazon ER, Gaulton KJ, Im HK, Teslovich TM, Blackwell TW, Bork-
Jensen J, Burtt NP, Chen Y, Green T, Hartl C, Kang HM, Kumar A, Ladenvall C, Ma C, 
Moutsianas L, Pearson RD, Perry JR, Rayner NW, Robertson NR, Scott LJ, van de Bunt 
M, Eriksson JG, Jula A, Koskinen S, Lehtimäki T, Palotie A, Raitakari OT, Jacobs SB, 
Wessel J, Chu AY, Scott RA, Goodarzi MO, Blancher C, Buck G, Buck D, Chines PS, 
Gabriel S, Gjesing AP, Groves CJ, Hollensted M, Huyghe JR, Jackson AU, Jun G, 
Justesen JM, Mangino M, Murphy J, Neville M, Onofrio R, Small KS, Stringham HM, 
Trakalo J, Banks E, Carey J, Carneiro MO, DePristo M, Farjoun Y, Fennell T, Goldstein JI, 
Grant G, Hrabé de Angelis M, Maguire J, Neale BM, Poplin R, Purcell S, Schwarzmayr T, 
Shakir K, Smith JD, Strom TM, Wieland T, Lindstrom J, Brandslund I, Christensen C, 
Surdulescu GL, Lakka TA, Doney AS, Nilsson P, Wareham NJ, Langenberg C, Varga TV, 
Franks PW, Rolandsson O, Rosengren AH, Farook VS, Thameem F, Puppala S, Kumar S, 
Lehman DM, Jenkinson CP, Curran JE, Hale DE, Fowler SP, Arya R, DeFronzo RA, 
Abboud HE, Syvänen AC, Hicks PJ, Palmer ND, Ng MC, Bowden DW, Freedman BI, Esko 
T, Mägi R, Milani L, Mihailov E, Metspalu A, Narisu N, Kinnunen L, Bonnycastle LL, Swift 
A, Pasko D, Wood AR, Fadista J, Pollin TI, Barzilai N, Atzmon G, Glaser B, Thorand B, 
Strauch K, Peters A, Roden M, Müller-Nurasyid M, Liang L, Kriebel J, Illig T, Grallert H, 
Gieger C, Meisinger C, Lannfelt L, Musani SK, Griswold M, Taylor HA Jr, Wilson G Sr, 
Correa A, Oksa H, Scott WR, Afzal U, Tan ST, Loh M, Chambers JC, Sehmi J, Kooner JS, 
Lehne B, Cho YS, Lee JY, Han BG, Käräjämäki A, Qi Q, Qi L, Huang J, Hu FB, Melander 
O, Orho-Melander M, Below JE, Aguilar D, Wong TY, Liu J, Khor CC, Chia KS, Lim WY, 
Cheng CY, Chan E, Tai ES, Aung T, Linneberg A, Isomaa B, Meitinger T, Tuomi T, 
Hakaste L, Kravic J, Jørgensen ME, Lauritzen T, Deloukas P, Stirrups KE, Owen KR, 
Farmer AJ, Frayling TM, O'Rahilly SP, Walker M, Levy JC, Hodgkiss D, Hattersley AT, 
Kuulasmaa T, Stančáková A, Barroso I, Bharadwaj D, Chan J, Chandak GR, Daly MJ, 
Donnelly PJ, Ebrahim SB, Elliott P, Fingerlin T, Froguel P, Hu C, Jia W, Ma RC, McVean 
G, Park T, Prabhakaran D, Sandhu M, Scott J, Sladek R, Tandon N, Teo YY, Zeggini E, 
Watanabe RM, Koistinen HA, Kesaniemi YA, Uusitupa M, Spector TD, Salomaa V, 
Rauramaa R, Palmer CN, Prokopenko I, Morris AD, Bergman RN, Collins FS, Lind L, 
Ingelsson E, Tuomilehto J, Karpe F, Groop L, Jørgensen T, Hansen T, Pedersen O, 
Kuusisto J, Abecasis G, Bell GI, Blangero J, Cox NJ, Duggirala R, Seielstad M, Wilson JG, 



Dupuis J, Ripatti S, Hanis CL, Florez JC, Mohlke KL, Meigs JB, Laakso M, Morris AP, 
Boehnke M, Altshuler D, McCarthy MI, Gloyn AL, Lindgren CM (2017) A low-frequency 
inactivating Akt2 variant enriched in the Finnish population is associated with fasting insulin 
levels and type 2 diabetes risk. Diabetes 66(7): 2019-2032. PMCID: PMC5482074 
 

156. Hodgson K, Carless MA, Kulkarni H, Curran JE, Sprooten E, Knowles EE, Mathias S, 
Göring HH, Yao N, Olvera RL, Fox PT, Almasy L, Duggirala R, Blangero J, Glahn DC 
(2017) Epigenetic age acceleration assessed with human white-matter images. J Neurosci 
37(18): 4735-4743. PMCID: PMC5426566  

 
157. Justice AE, Winkler TW, Feitosa MF, Graff M, Fisher VA, Young K, Barata L, Deng X, 

Czajkowski J, Hadley D, Ngwa JS, Ahluwalia TS, Chu AY, Heard-Costa NL, Lim E, Perez 
J, Eicher JD, Kutalik Z, Xue L, Mahajan A, Renström F, Wu J, Qi Q, Ahmad S, Alfred T, 
Amin N, Bielak LF, Bonnefond A, Bragg J, Cadby G, Chittani M, Coggeshall S, Corre T, 
Direk N, Eriksson J, Fischer K, Gorski M, Neergaard Harder M, Horikoshi M, Huang T, 
Huffman JE, Jackson AU, Justesen JM, Kanoni S, Kinnunen L, Kleber ME, Komulainen P, 
Kumari M, Lim U, Luan J, Lyytikäinen LP, Mangino M, Manichaikul A, Marten J, 
Middelberg RPS, Müller-Nurasyid M, Navarro P, Pérusse L, Pervjakova N, Sarti C, Smith 
AV, Smith JA, Stančáková A, Strawbridge RJ, Stringham HM, Sung YJ, Tanaka T, Teumer 
A, Trompet S, van der Laan SW, van der Most PJ, Van Vliet-Ostaptchouk JV, Vedantam 
SL, Verweij N, Vink JM, Vitart V, Wu Y, Yengo L, Zhang W, Hua Zhao J, Zimmermann ME, 
Zubair N, Abecasis GR, Adair LS, Afaq S, Afzal U, Bakker SJL, Bartz TM, Beilby J, 
Bergman RN, Bergmann S, Biffar R, Blangero J, Boerwinkle E, Bonnycastle LL, Bottinger 
E, Braga D, Buckley BM, Buyske S, Campbell H, Chambers JC, Collins FS, Curran JE, de 
Borst GJ, de Craen AJM, de Geus EJC, Dedoussis G, Delgado GE, den Ruijter HM, 
Eiriksdottir G, Eriksson AL, Esko T, Faul JD, Ford I, Forrester T, Gertow K, Gigante B, 
Glorioso N, Gong J, Grallert H, Grammer TB, Grarup N, Haitjema S, Hallmans G, Hamsten 
A, Hansen T, Harris TB, Hartman CA, Hassinen M, Hastie ND, Heath AC, Hernandez D, 
Hindorff L, Hocking LJ, Hollensted M, Holmen OL, Homuth G, Jan Hottenga J, Huang J, 
Hung J, Hutri-Kähönen N, Ingelsson E, James AL, Jansson JO, Jarvelin MR, Jhun MA, 
Jørgensen ME, Juonala M, Kähönen M, Karlsson M, Koistinen HA, Kolcic I, Kolovou G, 
Kooperberg C, Krämer BK, Kuusisto J, Kvaløy K, Lakka TA, Langenberg C, Launer LJ, 
Leander K, Lee NR, Lind L, Lindgren CM, Linneberg A, Lobbens S, Loh M, Lorentzon M, 
Luben R, Lubke G, Ludolph-Donislawski A, Lupoli S, Madden PAF, Männikkö R, Marques-
Vidal P, Martin NG, McKenzie CA, McKnight B, Mellström D, Menni C, Montgomery GW, 
Musk AB, Narisu N, Nauck M, Nolte IM, Oldehinkel AJ, Olden M, Ong KK, Padmanabhan 
S, Peyser PA, Pisinger C, Porteous DJ, Raitakari OT, Rankinen T, Rao DC, Rasmussen-
Torvik LJ, Rawal R, Rice T, Ridker PM, Rose LM, Bien SA, Rudan I, Sanna S, Sarzynski 
MA, Sattar N, Savonen K, Schlessinger D, Scholtens S, Schurmann C, Scott RA, 
Sennblad B, Siemelink MA, Silbernagel G, Slagboom PE, Snieder H, Staessen JA, Stott 
DJ, Swertz MA, Swift AJ, Taylor KD, Tayo BO, Thorand B, Thuillier D, Tuomilehto J, 
Uitterlinden AG, Vandenput L, Vohl MC, Völzke H, Vonk JM, Waeber G, Waldenberger M, 
Westendorp RGJ, Wild S, Willemsen G, Wolffenbuttel BHR, Wong A, Wright AF, Zhao W, 
Zillikens MC, Baldassarre D, Balkau B, Bandinelli S, Böger CA, Boomsma DI, Bouchard C, 
Bruinenberg M, Chasman DI, Chen YD, Chines PS, Cooper RS, Cucca F, Cusi D, Faire U, 
Ferrucci L, Franks PW, Froguel P, Gordon-Larsen P, Grabe HJ, Gudnason V, Haiman CA, 
Hayward C, Hveem K, Johnson AD, Wouter Jukema J, Kardia SLR, Kivimaki M, Kooner 
JS, Kuh D, Laakso M, Lehtimäki T, Marchand LL, März W, McCarthy MI, Metspalu A, 
Morris AP, Ohlsson C, Palmer LJ, Pasterkamp G, Pedersen O, Peters A, Peters U, 
Polasek O, Psaty BM, Qi L, Rauramaa R, Smith BH, Sørensen TIA, Strauch K, Tiemeier H, 
Tremoli E, van der Harst P, Vestergaard H, Vollenweider P, Wareham NJ, Weir DR, 



Whitfield JB, Wilson JF, Tyrrell J, Frayling TM, Barroso I, Boehnke M, Deloukas P, Fox CS, 
Hirschhorn JN, Hunter DJ, Spector TD, Strachan DP, van Duijn CM, Heid IM, Mohlke KL, 
Marchini J, Loos RJF, Kilpeläinen TO, Liu CT, Borecki IB, North KE, Cupples LA (2017) 
Genome-wide meta-analysis of 241,258 adults accounting for smoking behaviour identifies 
novel loci for obesity traits. Nat Commun 8: 14977. PMCID: PMC5414044 

 
158. Kulkarni H, Mamtani M, Wong G, Weir JM, Barlow CK, Dyer TD, Almasy L, Mahaney MC, 

Comuzzie AG, Duggirala R, Meikle PJ, Blangero J, Curran JE (2017) Genetic correlation 
of the plasma lipidome with type 2 diabetes, prediabetes and insulin resistance in Mexican 
American families. BMC Genet 18(1): 48. PMCID: PMC5438505 

 
159. Farook VS, Reddivari L, Mummidi S, Puppala S, Arya R, Lopez-Alvarenga JC, Fowler SP, 

Chittor G, Resendez RG, Kumar BM, Comuzzie AG, Curran JE, Lehman DM, Jenkinson 
CP, Lynch JL, DeFronzo RA, Blangero J, Hale DE, Duggirala R, Vanamala JK (2017) 
Genetics of serum carotenoid levels and their correlation with obesity-related traits in 
Mexican American children. Am J Clin Nutr 106(1): 52-58. PMCID: PMC5486195 
 

160. Lake NJ, Taylor RL, Trahair H, Harikrishnan KN, Curran JE, Almeida M, Kulkarni H, 
Mukhamedova N, Hoang A, Low H, Murphy AJ, Johnson MP, Dyer TD, Mahaney MC, 
Göring HHH, Moses EK, Sviridov D, Blangero J, Jowett JBM, Bozaoglu K (2017) TRAK2, a 
novel regulator of ABCA1 expression, cholesterol efflux and HDL biogenesis. Eur Heart J 
38(48): 3579-3587. 

 
161. Ramstetter MD, Dyer T, Lehman DM, Curran JE, Duggirala R, Blangero J, Mezey JG, 

Williams AL (2017) Benchmarking relatedness inference methods with genome-wide data 
from thousands of relatives. Genetics 207(1): 75-82. PMCID: PMC5586387 

 
162. Mercader JM, Liao RG, Bell AD, Dymek Z, Estrada K, Tukiainen T, Huerta-Chagoya A, 

Moreno-Macías H, Jablonski KA, Hanson RL, Walford GA, Moran I, Chen L, Agarwala V, 
Ordoñez-Sánchez ML, Rodríguez-Guillen R, Rodríguez-Torres M, Segura-Kato Y, García-
Ortiz H, Centeno-Cruz F, Barajas-Olmos F, Caulkins L, Puppala S, Fontanillas P, Williams 
A, Bonàs-Guarch S, Hartl C, Ripke S; Diabetes Prevention Program Research Group, 
Tooley K, Lane J, Zerrweck C, Martínez-Hernández A, Córdova EJ, Mendoza-Caamal E, 
Contreras-Cubas C, González-Villalpando ME, Cruz-Bautista I, Muñoz-Hernández L, 
Gómez-Velasco D, Alvirde U, Henderson BE, Wilkens LR, Le Marchand L, Arellano-
Campos O, Riba L, Harden M, Platform BG, Gabriel S; T2D-GENES Consortium, Abboud 
HE, Cortes ML, Revilla-Monsalve C, Islas-Andrade S, Soberon X, Curran JE, Jenkinson 
CP, DeFronzo RA, Lehman DM, Hanis CL, Bell GI, Boehnke M, Blangero J, Duggirala R, 
Saxena R, MacArthur D, Ferrer J, McCarroll SA, Torrents D, Knowler WC, Baier LJ, Burtt 
N, González-Villalpando C, Haiman CA, Aguilar-Salinas CA, Tusié-Luna T, Flannick J, 
Jacobs SBR, Orozco L, Altshuler D, Florez JC (2017) A loss-of-function splice acceptor 
variant in IGF2 is protective for type 2 diabetes. Diabetes 66(11): 2903-2914. PMCID: 
PMC5652606 

163. Kos MZ, Carless MA, Peralta J, Curran JE, Quillen EE, Almeida M, Blackburn A, Blondell 
L, Roalf DR, Pogue-Geile MF, Gur RC, Göring HHH, Nimgaonkar VL, Gur RE, Almasy L 
(2017) Exome sequences of multiplex, multigenerational families reveal schizophrenia risk 
loci with potential implications for neurocognitive performance. Am J Med Genet B 
Neuropsychiatr Genet 174(8): 817-827. PMCID: PMC5760172 

 



164. Wu S, McCormick JB, Curran JE, Fisher-Hoch SP (2017) Transition from pre-diabetes to 
diabetes and predictors of risk in Mexican Americans. Diabetes Metab Sydnr Obes 10: 
491-503. PMCID: PMC5723109 

 
165. Cadby G, Melton PE, McCarthy NS, Almeida M, Williams-Blangero S, Curran JE, 

VandeBerg JL, Hui J, Musk AW, James AL, Hung J, Blangero J, Moses EK (2017) 
Pleiotropy of cardiometabolic syndrome with obesity-related anthropometric traits 
determined using empirically-derived kinships from the Busselton Health Study. Hum 
Genet 137(1): 45-53. 

 
166. Flannick J, Fuchsberger C, Mahajan A, Teslovich TM, Agarwala V, Gaulton KJ, Caulkins L, 

Koesterer R, Ma C, Moutsianas L, McCarthy DJ, Rivas MA, Perry JRB, Sim X, Blackwell 
TW, Robertson NR, Rayner NW, Cingolani P, Locke AE, Tajes JF, Highland HM, Dupuis J, 
Chines PS, Lindgren CM, Hartl C, Jackson AU, Chen H, Huyghe JR, van de Bunt M, 
Pearson RD, Kumar A, Müller-Nurasyid M, Grarup N, Stringham HM, Gamazon ER, Lee J, 
Chen Y, Scott RA, Below JE, Chen P, Huang J, Go MJ, Stitzel ML, Pasko D, Parker SCJ, 
Varga TV, Green T, Beer NL, Day-Williams AG, Ferreira T, Fingerlin T, Horikoshi M, Hu C, 
Huh I, Ikram MK, Kim BJ, Kim Y, Kim YJ, Kwon MS, Lee J, Lee S, Lin KH, Maxwell TJ, 
Nagai Y, Wang X, Welch RP, Yoon J, Zhang W, Barzilai N, Voight BF, Han BG, Jenkinson 
CP, Kuulasmaa T, Kuusisto J, Manning A, Ng MCY, Palmer ND, Balkau B, Stančáková A, 
Abboud HE, Boeing H, Giedraitis V, Prabhakaran D, Gottesman O, Scott J, Carey J, Kwan 
P, Grant G, Smith JD, Neale BM, Purcell S, Butterworth AS, Howson JMM, Lee HM, Lu Y, 
Kwak SH, Zhao W, Danesh J, Lam VKL, Park KS, Saleheen D, So WY, Tam CHT, Afzal U, 
Aguilar D, Arya R, Aung T, Chan E, Navarro C, Cheng CY, Palli D, Correa A, Curran JE, 
Rybin D, Farook VS, Fowler SP, Freedman BI, Griswold M, Hale DE, Hicks PJ, Khor CC, 
Kumar S, Lehne B, Thuillier D, Lim WY, Liu J, Loh M, Musani SK, Puppala S, Scott WR, 
Yengo L, Tan ST, Taylor HA, Thameem F, Wilson G, Wong TY, Njølstad PR, Levy JC, 
Mangino M, Bonnycastle LL, Schwarzmayr T, Fadista J, Surdulescu GL, Herder C, Groves 
CJ, Wieland T, Bork-Jensen J, Brandslund I, Christensen C, Koistinen HA, Doney ASF, 
Kinnunen L, Esko T, Farmer AJ, Hakaste L, Hodgkiss D, Kravic J, Lyssenko V, Hollensted 
M, Jørgensen ME, Jørgensen T, Ladenvall C, Justesen JM, Käräjämäki A, Kriebel J, 
Rathmann W, Lannfelt L, Lauritzen T, Narisu N, Linneberg A, Melander O, Milani L, Neville 
M, Orho-Melander M, Qi L, Qi Q, Roden M, Rolandsson O, Swift A, Rosengren AH, 
Stirrups K, Wood AR, Mihailov E, Blancher C, Carneiro MO, Maguire J, Poplin R, Shakir K, 
Fennell T, DePristo M, de Angelis MH, Deloukas P, Gjesing AP, Jun G, Nilsson P, Murphy 
J, Onofrio R, Thorand B, Hansen T, Meisinger C, Hu FB, Isomaa B, Karpe F, Liang L, 
Peters A, Huth C, O'Rahilly SP, Palmer CNA, Pedersen O, Rauramaa R, Tuomilehto J, 
Salomaa V, Watanabe RM, Syvänen AC, Bergman RN, Bharadwaj D, Bottinger EP, Cho 
YS, Chandak GR, Chan JCN, Chia KS, Daly MJ, Ebrahim SB, Langenberg C, Elliott P, 
Jablonski KA, Lehman DM, Jia W, Ma RCW, Pollin TI, Sandhu M, Tandon N, Froguel P, 
Barroso I, Teo YY, Zeggini E, Loos RJF, Small KS, Ried JS, DeFronzo RA, Grallert H, 
Glaser B, Metspalu A, Wareham NJ, Walker M, Banks E, Gieger C, Ingelsson E, Im HK, 
Illig T, Franks PW, Buck G, Trakalo J, Buck D, Prokopenko I, Mägi R, Lind L, Farjoun Y, 
Owen KR, Gloyn AL, Strauch K, Tuomi T, Kooner JS, Lee JY, Park T, Donnelly P, Morris 
AD, Hattersley AT, Bowden DW, Collins FS, Atzmon G, Chambers JC, Spector TD, 
Laakso M, Strom TM, Bell GI, Blangero J, Duggirala R, Tai ES, McVean G, Hanis CL, 
Wilson JG, Seielstad M, Frayling TM, Meigs JB, Cox NJ, Sladek R, Lander ES, Gabriel S, 
Mohlke KL, Meitinger T, Groop L, Abecasis G, Scott LJ, Morris AP, Kang HM, Altshuler D, 
Burtt NP, Florez JC, Boehnke M, McCarthy MI (2017) Sequence data and association 
statistics from 12,940 type 2 diabetes cases and controls. Sci Data 4: 170179 PMCID: 
PMC5735917 Erratum in Sci Data 5: 180002 (2018). 



 
167. Arya R, Escalante A, Farook VS, Restrepo JF, Battafarano DF, Almeida M, Kos MZ, 

Fourcaudot MJ, Mummidi S, Kumar S, Curran JE, Jenkinson CP, Blangero J, Duggirala R 
(2018) A genetic association study of carotid imtima-media thickness (CIMT) and plaque in 
Mexican Americans and European Americans with Rheumatoid Arthritis. Atherosclerosis 
271: 92-101. PMCID: PMC5886018 

 
168. Jun G, Manning AK, Almeida M, Zawistowski M, Wood AR, Teslovich TM, Fuchsberger C, 

Feng S, Cingolani P, Gaulton KJ, Dyer T, Blackwell TW, Chen H, Chines PS, Choi S, 
Churchhouse C, Fontanillas P, King R, Lee SY, Lincoln SE, Trubetskoy V, DePristo M, 
Fingerlin T, Grossman R, Grundstad J, Heath A, Kim J, Kim YJ, Laramie J, Lee J, Li H, Liu 
X, Livne O, Locke AE, Maller J, Mazur A, Morris AP, Pollin TI, Ragona D, Reich D, Rivas 
MA, Scott LJ, Sim X, Tearle R, Teo YY, Williams AL, Zöllner S, Curran JE, Peralta J, 
Akolkar B, Bell GI, Burtt NP, Cox NJ, Florez JC, Hanis CL, McKeon C, Mohlke KL, 
Seielstad M, Wilson JG, Atzmon G, Below JE, Dupuis J, Nicolae DL, Lehman D, Park T, 
Won S, Sladek R, Altshuler D, McCarthy MI, Duggirala R, Boehnke M, Frayling TM, 
Abecasis GR, Blangero J (2018) Evaluating the contribution of rare variants to Type 2 
Diabetes and related traits using pedigrees. Proc Natl Acad Sci USA 115(2): 379-384. 
PMCID: PMC5777025  

 
169. McCloskey K, de Livera AM, Collier F, Ponsonby AL, Carlin JB, Vuillermin P, Mellet NA, 

Jayawardana K, Weir JM, Blangero J, Curran JE, Burgner C, Meikle PJ, BIS Investigator 
group (2018) Gestational age and the cord blood lipidomic profile in late preterm and term 
infants. Neonatology 114(3): 215-222.  

 
170. Arya R, Escalante A, Farook VS, Restrepo JF, Battafarano DF, Almeida M, Kos MZ, 

Fourcaudot MJ, Mummidi S, Kumar S, Curran JE, Jenkinson CP, Blangero J, Duggirala R, 
del Rincon I (2018) Data on genetic associations of carotid atherosclerosis markers in 
Mexican American and European American rheumatoid arthritis subjects. Data Brief 17: 
820-829. PMCID: PMC5842364 

 
171. Arya R, Farook VS, Fowler SP, Puppala S, Chittoor G, Resendez RG, Mummidi S, 

Vanamala J, Almasy L, Curran JE, Comuzzie AG, Lehman DM, Jenkinson CP, Lynch JL, 
DeFronzo RA, Blangero J, Hale DE, Duggirala R, Diego VP (2018) Genetic and 
environmental (physical fitness and sedentary activity) interaction effects on 
cardiometabolic risk factors in Mexican American children and adolescents. Genet 
Epidemiol 42(4): 378-393. PMCID: PMC5980678 

 
172. Gao C, Tabb KL, Dimitrov LM, Taylor KD, Wang N, Guo X, Long J, Rotter JI, Watanabe 

RM, Curran JE, Blangero J, Langefeld CD, Bowden DW, Palmer ND (2018) Exome 
sequencing identifies genetic variants associated with circulating lipid levels in Mexican 
Americans: The Insulin Resistance Atherosclerosis Family Study (IRASFS). Sci Rep 8(1): 
5603. PMCID: PMC5884862 

 
173. Ramstetter MD, Shenoy SA, Dyer TD, Lehman DM, Curran JE, Duggirala R, Blangero J, 

Mezey JG, Williams AL (2018) Inferring identical-by-descent sharing of sample ancestors 
promotes high-resolution relative detection. Am J Hum Genet 103(1): 30-44. PMCID: 
PMC6035284 

 
174. Knowles EEM, Curran JE, Meikle PJ, Huynh K, Mathias SR, Göring HHH, VandeBerg JL, 

Mahaney MC, Jalbrzikowski M, Mosior MK, Michael LF, Olvera RL, Duggirala R, Almasy L, 



Glahn DC, Blangero J (2018) Disentangling the genetic overlap between cholesterol and 
suicide risk. Neuropsychopharmacology 43(13): 2556-2563. PMCID: PMC6224547 
 

175. Kumar S, Blangero J, Curran JE (2018) Induced pluripotent stem cells in disease 
modeling and gene identification. Methods Mol Biol 1706: 17-38. 

 
176. Glahn DC, Nimgaonkar VL, Raventós H, Contreras J, McIntosh AM, Thomson PA, 

Jablensky A, McCarthy NS, Charlesworth JC, Blackburn NB, Peralta JM, Knowles EEM, 
Mathias SR, Ament SA, McMahon FJ, Gur RC, Bucan M, Curran JE, Almasy L, Gur RE, 
Blangero J (2019) Rediscovering the value of families for psychiatric genetics research. 
Mol Psychiatry 24(4): 523-535. PMCID: PMC7028329 

 
177. Merino J, Dashti HS, Li SX, Sarnowski C, Justice AE, Graff M, Papoutsakis C, Smith CE, 

Dedoussis GV, Lemaitre RN, Wojczynski MK, Männistö S, Ngwa JS, Kho M, Ahluwalia TS, 
Pervjakova N, Houston DK, Bouchard C, Huang T, Orho-Melander M, Frazier-Wood AC, 
Mook-Kanamori DO, Pérusse L, Pennell CE, de Vries PS, Voortman T, Li O, Kanoni S, 
Rose LM, Lehtimäki T, Zhao JH, Feitosa MF, Luan J, McKeown NM, Smith JA, Hansen T, 
Eklund N, Nalls MA, Rankinen T, Huang J, Hernandez DG, Schulz CA, Manichaikul A, Li-
Gao R, Vohl MC, Wang CA, van Rooij FJA, Shin J, Kalafati IP, Day F, Ridker PM, 
Kähönen M, Siscovick DS, Langenberg C, Zhao W, Astrup A, Knekt P, Garcia M, Rao DC, 
Qi Q, Ferrucci L, Ericson U, Blangero J, Hofman A, Pausova Z, Mikkilä V, Wareham NJ, 
Kardia SLR, Pedersen O, Jula A, Curran JE, Zillikens MC, Viikari JS, Forouhi NG, 
Ordovás JM, Lieske JC, Rissanen H, Uitterlinden AG, Raitakari OT, Kiefte-de Jong JC, 
Dupuis J, Rotter JI, North KE, Scott RA, Province MA, Perola M, Cupples LA, Turner ST, 
Sørensen TIA, Salomaa V, Liu Y, Sung YJ, Qi L, Bandinelli S, Rich SS, de Mutsert R, 
Tremblay A, Oddy WH, Franco OH, Paus T, Florez JC, Deloukas P, Lyytikäinen LP, 
Chasman DI, Chu AY, Tanaka T (2019). Genome-wide meta-analysis of macronutrient 
intake of 91,114 European ancestry participants from the cohorts for heart and aging 
research in genomic epidemiology consortium. Mol Psychiatry 24(12): 1920-1932. PMCID: 
PMC6326896 

 
178. Knowles EEM, Mathias SR, Mollon J, Rodrigue A, Koenis MMG, Dyer TD, Göring HHH, 

Curran JE, Olvera RL, Duggirala R, Almasy L, Blangero J, Glahn DC (2019) A QTL on 
chromosome 3q23 influences processing speed in humans. Genes Brain Behav 18(4): 
e12530. PMCID: PMC6458095 

 
179. Alexander-Bloch AF, Mathias SR, Fox PT, Olvera RL, Göring HHH, Duggirala R, Curran 

JE, Blangero J, Glahn DC (2019) Human cortical thickness organized into genetically 
determined communities across spatial resolutions. Cereb Cortex 29(1): 106-118. PMCID: 
PMC6676978 

 
180. Chen H, Huffman JE, Brody JA, Wang C, Lee S, Li Z, Gogarten SM, Sofer T, Bielak LF, 

Bis JC, Blangero J, Bowler RP, Cade BE, Cho MH, Correa A, Curran JE, de Vries PS, 
Glahn DC, Guo X, Johnson AD, Kardia S, Kooperberg C, Lewis JP, Liu X, Mathias RA, 
Mitchell BD, O'Connell JR, Peyser PA, Post WS, Reiner AP, Rich SS, Rotter JI, Silverman 
EK, Smith JA, Vasan RS, Wilson JG, Yanek LR; NHLBI Trans-Omics for Precision 
Medicine (TOPMed) Consortium; TOPMed Hematology and Hemostasis Working Group, 
Redline S, Smith NL, Boerwinkle E, Borecki IB, Cupples LA, Laurie CC, Morrison AC, Rice 
KM, Lin X (2019) Efficient variant set mixed model association tests for continuous and 
binary traits in large-scale whole-genome sequencing studies. Am J Hum Genet 104(2): 
26-274. PMCID: PMC6372261 



 
181. Raboin MJ, Letaw J, Mitchell AD, Toffey D, McKelvey J, Roberts CT Jr, Curran JE, Vinson 

A (2019) Genetic architecture of human obesity traits in the rhesus macaque. Obesity 
27(3): 479-488. PMCID: PMC6389383 
 

182. Knowles EEM, Curran JE, Göring HHH, Mathias SR, Mollon J, Rodrigue A, Olvera RL, 
Leandro A, Duggirala R, Almasy L, Blangero J, Glahn DC (2019) Family-based analyses 
reveal novel genetic overlap between interleukin-8 and risk for suicide attempt. Brain 
Behav Immun 80: 292-299. PMCID: PMC7168352 

 
183. Rodrigue AL, Knowles EEM, Mollon J, Mathias SR, Koenis MMG, Peralta JM, Leandro AC, 

Fox PT, Sprooten E, Kochunov P, Olvera RL, Duggirala R, Almasy L, Curran JE, Blangero 
J, Glahn DC (2019) Evidence for pleiotropy between human cerebral white matter 
microstructure and inflammation. Hum Brain Mapp 40(14): 4180-4191. PMCID: 
PMC6707845  

 
184. Blackburn NB, Michael LF, Meikle PJ, Peralta JM, Mosior M, McAhren S, Bui HH, Bellinger 

MA, Giles C, Kumar S, Leandro AC, Almeida M, Weir JM, Mahaney MC, Dyer TD, Almasy 
L, VandeBerg JL, Williams-Blangero S, Glahn DC, Duggirala R, Kowala M, Blangero J, 
Curran JE (2019) Rare DEGS1 variant significantly alters de novo ceramide synthesis 
pathway. J Lipid Res 60(9): 1630-1639. PMCID: PMC6718439  

 
185. Hanson RL, Safabakhsh S, Curtis JM, Hsueh WC, Jones LI, Aflague TF, Duenas 

Sarmiento J, Kumar S, Blackburn NB, Curran JE, Mahkee D, Baier LJ, Knowler WC, 
Nelson RG (2019) Association of CREBRF variants with obesity and diabetes in Pacific 
Islanders from Guam and Saipan. Diabetologia 62(9): 1647-1652. PMCID: PMC6721609  

186. Kumar S, Espinosa EC, Leandro AC, Curran JE, Blangero J (2019) microRNA and mRNA 
interactions in induced pluripotent stem cell reprogramming of lymphoblastoid cell lines. 
Am J Stem Cells 8(2): 28-37.  PMCID: PMC6737382 

 
187. Sarnowski C, Leong A, Raffield LM, Wu P, de Vries PS, DiCorpo D, Guo X, Xu H, Liu Y, 

Zheng X, Hu Y, Brody JA, Goodarzi MO, Hidalgo BA, Highland HM, Jain D, Liu CT, Naik 
RP, O'Connell JR, Perry JA, Porneala BC, Selvin E, Wessel J, Psaty BM, Curran JE, 
Peralta JM, Blangero J, Kooperberg C, Mathias R, Johnson AD, Reiner AP, Mitchell BD, 
Cupples LA, Vasan RS, Correa A, Morrison AC, Boerwinkle E, Rotter JI, Rich SS, Manning 
AK, Dupuis J, Meigs JB; TOPMed Diabetes Working Group; TOPMed Hematology 
Working Group; TOPMed Hemostasis Working Group; National Heart, Lung, and Blood 
Institute TOPMed Consortium (2019). Impact of rare and common genetic variants on 
diabetes diagnosis by Hemoglobin A1c in multi-ancestry cohorts: The Trans-Omics for 
Precision Medicine Program. Am J Hum Genet 105(4): 706-718. PMCID: PMC6817529 

 
188. Writing Committee for the ENIGMA-CNV Working Group , van der Meer D, Sønderby IE, 

Kaufmann T, Walters GB, Abdellaoui A, Ames D, Amunts K, Andersson M, Armstrong NJ, 
Bernard M, Blackburn NB, Blangero J, Boomsma DI, Brodaty H, Brouwer RM, Bülow R, 
Cahn W, Calhoun VD, Caspers S, Cavalleri GL, Ching CRK, Cichon S, Ciufolini S, Corvin 
A, Crespo-Facorro B, Curran JE, Dalvie S, Dazzan P, de Geus EJC, de Zubicaray GI, de 
Zwarte SMC, Delanty N, den Braber A, Desrivieres S, Di Forti M, Doherty JL, Donohoe G, 
Ehrlich S, Eising E, Espeseth T, Fisher SE, Fladby T, Frei O, Frouin V, Fukunaga M, 
Gareau T, Glahn DC, Grabe HJ, Groenewold NA, Gústafsson Ó, Haavik J, Haberg AK, 
Hashimoto R, Hehir-Kwa JY, Hibar DP, Hillegers MHJ, Hoffmann P, Holleran L, Hottenga 
JJ, Hulshoff Pol HE, Ikeda M, Jacquemont S, Jahanshad N, Jockwitz C, Johansson S, 



Jönsson EG, Kikuchi M, Knowles EEM, Kwok JB, Le Hellard S, Linden DEJ, Liu J, 
Lundervold A, Lundervold AJ, Martin NG, Mather KA, Mathias SR, McMahon KL, McRae 
AF, Medland SE, Moberget T, Moreau C, Morris DW, Mühleisen TW, Murray RM, Nordvik 
JE, Nyberg L, Olde Loohuis LM, Ophoff RA, Owen MJ, Paus T, Pausova Z, Peralta JM, 
Pike B, Prieto C, Quinlan EB, Reinbold CS, Reis Marques T, Rucker JJH, Sachdev PS, 
Sando SB, Schofield PR, Schork AJ, Schumann G, Shin J, Shumskaya E, Silva AI, 
Sisodiya SM, Steen VM, Stein DJ, Strike LT, Tamnes CK, Teumer A, Thalamuthu A, 
Tordesillas-Gutiérrez D, Uhlmann A, Úlfarsson MÖ, van 't Ent D, van den Bree MBM, 
Vassos E, Wen W, Wittfeld K, Wright MJ, Zayats T, Dale AM, Djurovic S, Agartz I, Westlye 
LT, Stefánsson H, Stefánsson K, Thompson PM, Andreassen OA (2019) Association of 
copy number variation of the 15q11.2 BP1-BP2 region with cortical and subcortical 
morphology and cognition. JAMA Psychiatry 30: 1-11. PMCID: PMC6822096  

 
189. Caballero M, Seidman DN, Qiao Y, Sannerud J, Dyer TD, Lehman DM, Curran JE, 

Duggirala R, Blangero J, Carmi S, Williams AL (2019) Crossover interference and sex-
specific genetic maps shape identical by descent sharing in close relatives. PLoS Genet 
15(12): e1007979 PMCID: PMC6944377 
 

190. Diego VP, Luu BW, Hofmann M, Dinh LV, Almeida M, Powell JS, Rajalingam R, Peralta 
JM, Kumar S, Curran JE, Sauna ZE, Kellerman R, Park Y, Key NS, Escobar MA, Huynh 
H, Verhagen AM, Williams-Blangero S, Lehmann PV, Maraskovsky E, Blangero J, Howard 
TE (2020) Quantitative HLA-class-II/Factor VIII (FVIII) peptidomic variation in dendritic 
cells correlates with the immunogenic potential of therapeutic FVIII proteins in Hemophilia 
A. J Thromb Haemost 18(1): 201-216.  

 
191. Kumar S, Curran JE, Espinosa EC, Glahn DC, Blangero J (2020) Highly efficient induced 

pluripotent stem cell reprogramming of cryopreserved lymphoblastoid cell lines. J Biol 
Methods 7(1): e124. PMCID: PMC6974695 

 
192. Sønderby IE, Gústafsson Ó, Doan NT, Hibar DP, Martin-Brevet S, Abdellaoui A, Ames D, 

Amunts K, Andersson M, Armstrong NJ, Bernard M, Blackburn N, Blangero J, Boomsma 
DI, Bralten J, Brattbak HR, Brodaty H, Brouwer RM, Bülow R, Calhoun V, Caspers S, 
Cavalleri G, Chen CH, Cichon S, Ciufolini S, Corvin A, Crespo-Facorro B, Curran JE, Dale 
AM, Dalvie S, Dazzan P, de Geus EJC, de Zubicaray GI, de Zwarte SMC, Delanty N, den 
Braber A, Desrivières S, Donohoe G, Draganski B, Ehrlich S, Espeseth T, Fisher SE, 
Franke B, Frouin V, Fukunaga M, Gareau T, Glahn DC, Grabe H, Groenewold NA, Haavik 
J, Håberg A, Hashimoto R, Hehir-Kwa JY, Heinz A, Hillegers MHJ, Hoffmann P, Holleran 
L, Hottenga JJ, Hulshoff HE, Ikeda M, Jahanshad N, Jernigan T, Jockwitz C, Johansson S, 
Jonsdottir GA, Jönsson EG, Kahn R, Kaufmann T, Kelly S, Kikuchi M, Knowles EEM, 
Kolskår KK, Kwok JB, Hellard SL, Leu C, Liu J, Lundervold AJ, Lundervold A, Martin NG, 
Mather K, Mathias SR, McCormack M, McMahon KL, McRae A, Milaneschi Y, Moreau C, 
Morris D, Mothersill D, Mühleisen TW, Murray R, Nordvik JE, Nyberg L, Olde Loohuis LM, 
Ophoff R, Paus T, Pausova Z, Penninx B, Peralta JM, Pike B, Prieto C, Pudas S, Quinlan 
E, Quintana DS, Reinbold CS, Marques TR, Reymond A, Richard G, Rodriguez-Herreros 
B, Roiz-Santiañez R, Rokicki J, Rucker J, Sachdev P, Sanders AM, Sando SB, Schmaal L, 
Schofield PR, Schork AJ, Schumann G, Shin J, Shumskaya E, Sisodiya S, Steen VM, 
Stein DJ, Steinberg S, Strike L, Teumer A, Thalamuthu A, Tordesillas-Gutierrez D, Turner 
J, Ueland T, Uhlmann A, Ulfarsson MO, van 't Ent D, van der Meer D, van Haren NEM, 
Vaskinn A, Vassos E, Walters GB, Wang Y, Wen W, Whelan CD, Wittfeld K, Wright M, 
Yamamori H, Zayats T, Agartz I, Westlye LT, Jacquemont S, Djurovic S, Stefánsson H, 
Stefánsson K, Thompson P, Andreassen OA; 16p11.2 European Consortium, for the 



ENIGMA-CNV working group (2018) Dose response of the 16p11.2 distal copy number 
variant on intracranial volume and basal ganglia. Mol Psychiatry 25(3): 584-602. Correction 
in Mol Psychiatry 25(3): 695-695. PMCID: PMC7042770 
 

193. Mollon J, Curran JE, Mathias SR, Knowles EEM, Carlisle P, Fox PT, Olvera RL, Göring 
HHH, Rodrigue A, Almasy L, Duggirala R, Blangero J, Glahn DC (2020) Neurocognitive 
impairment in type 2 diabetes: Evidence for shared genetic etiology. Diabetologia 63(5): 
977-986. PMCID: PMC7150650 

 
194. Mathias SR, Knowles EEM, Mollon J, Rodrigue A, Koenis MMC, Alexander-Bloch AF, 

Winkler AM, Olvera RL, Duggirala R, Göring HHH, Curran JE, Fox PT, Almasy L, 
Blangero J, Glahn DC (2020) Minimal relationship between local gyrification and general 
cognitive ability in humans. Cereb Cortex 30(6): 3439-3450. PMCID: PMC7233007 

 
195. Seidman DN, Shenoy SA, Kim M, Babu R, Woods IG, Dyer TD, Lehman DM, Curran JE, 

Duggirala R, Blangero J, Williams AL (2020) Rapid, phase-free detection of long identical 
by descent segments enables effective relationship classification. Am J Hum Genet 106(4): 
453-466. PMCID: PMC7118564 

 
196. Alexander-Bloch AF, Raznahan A, Vandekar SN, Seidlitz J, Lu Z, Matthias SR, Knowles E, 

Mollon J, Rodrigue A, Curran JE, Göring HHH, Satterthwaite TD, Gur RE, Bassett DS, 
Hoftman GD, Pearlson G, Shinohara RT, Liu S, Fox PT, Almasy L, Blangero J, Glahn DC 
(2020) Imaging local genetic influences on cortical folding. Proc Natl Acad Sci USA 
117(13): 7430-7436. PMCID: PMC7132284 

 
197. Grasby KL, Jahanshad N, Painter JN, Colodro-Conde L, Bralten J, Hibar DP, Lind PA, 

Pizzagalli F, Ching CRK, McMahon MAB, Shatokhina N, Zsembik LCP, Thomopoulos SI, 
Zhu AH, Strike LT, Agartz I, Alhusaini S, Almeida MAA, Alnæs D, Amlien IK, Andersson M, 
Ard T, Armstrong NJ, Ashley-Koch A, Atkins JR, Bernard M, Brouwer RM, Buimer EEL, 
Bülow R, Bürger C, Cannon DM, Chakravarty M, Chen Q, Cheung JW, Couvy-Duchesne 
B, Dale AM, Dalvie S, de Araujo TK, de Zubicaray GI, de Zwarte SMC, den Braber A, 
Doan NT, Dohm K, Ehrlich S, Engelbrecht HR, Erk S, Fan CC, Fedko IO, Foley SF, Ford 
JM, Fukunaga M, Garrett ME, Ge T, Giddaluru S, Goldman AL, Green MJ, Groenewold 
NA, Grotegerd D, Gurholt TP, Gutman BA, Hansell NK, Harris MA, Harrison MB, Haswell 
CC, Hauser M, Herms S, Heslenfeld DJ, Ho NF, Hoehn D, Hoffmann P, Holleran L, 
Hoogman M, Hottenga JJ, Ikeda M, Janowitz D, Jansen IE, Jia T, Jockwitz C, Kanai R, 
Karama S, Kasperaviciute D, Kaufmann T, Kelly S, Kikuchi M, Klein M, Knapp M, Knodt 
AR, Krämer B, Lam M, Lancaster TM, Lee PH, Lett TA, Lewis LB, Lopes-Cendes I, 
Luciano M, Macciardi F, Marquand AF, Mathias SR, Melzer TR, Milaneschi Y, Mirza-
Schreiber N, Moreira JCV, Mühleisen TW, Müller-Myhsok B, Najt P, Nakahara S, Nho K, 
Olde Loohuis LM, Orfanos DP, Pearson JF, Pitcher TL, Pütz B, Quidé Y, Ragothaman A, 
Rashid FM, Reay WR, Redlich R, Reinbold CS, Repple J, Richard G, Riedel BC, Risacher 
SL, Rocha CS, Mota NR, Salminen L, Saremi A, Saykin AJ, Schlag F, Schmaal L, 
Schofield PR, Secolin R, Shapland CY, Shen L, Shin J, Shumskaya E, Sønderby IE, 
Sprooten E, Tansey KE, Teumer A, Thalamuthu A, Tordesillas-Gutiérrez D, Turner JA, 
Uhlmann A, Vallerga CL, van der Meer D, van Donkelaar MMJ, van Eijk L, van Erp TGM, 
van Haren NEM, van Rooij D, van Tol MJ, Veldink JH, Verhoef E, Walton E, Wang M, 
Wang Y, Wardlaw JM, Wen W, Westlye LT, Whelan CD, Witt SH, Wittfeld K, Wolf C, 
Wolfers T, Wu JQ, Yasuda CL, Zaremba D, Zhang Z, Zwiers MP, Artiges E, Assareh AA, 
Ayesa-Arriola R, Belger A, Brandt CL, Brown GG, Cichon S, Curran JE, Davies GE, 
Degenhardt F, Dennis MF, Dietsche B, Djurovic S, Doherty CP, Espiritu R, Garijo D, Gil Y, 



Gowland PA, Green RC, Häusler AN, Heindel W, Ho BC, Hoffmann WU, Holsboer F, 
Homuth G, Hosten N, Jack CR Jr, Jang M, Jansen A, Kimbrel NA, Kolskår K, Koops S, 
Krug A, Lim KO, Luykx JJ, Mathalon DH, Mather KA, Mattay VS, Matthews S, Mayoral Van 
Son J, McEwen SC, Melle I, Morris DW, Mueller BA, Nauck M, Nordvik JE, Nöthen MM, 
O'Leary DS, Opel N, Martinot MP, Pike GB, Preda A, Quinlan EB, Rasser PE, Ratnakar V, 
Reppermund S, Steen VM, Tooney PA, Torres FR, Veltman DJ, Voyvodic JT, Whelan R, 
White T, Yamamori H, Adams HHH, Bis JC, Debette S, Decarli C, Fornage M, Gudnason 
V, Hofer E, Ikram MA, Launer L, Longstreth WT, Lopez OL, Mazoyer B, Mosley TH, 
Roshchupkin GV, Satizabal CL, Schmidt R, Seshadri S, Yang Q; Alzheimer’s Disease 
Neuroimaging Initiative; CHARGE Consortium; EPIGEN Consortium; IMAGEN 
Consortium; SYS Consortium; Parkinson’s Progression Markers Initiative, Alvim MKM, 
Ames D, Anderson TJ, Andreassen OA, Arias-Vasquez A, Bastin ME, Baune BT, Beckham 
JC, Blangero J, Boomsma DI, Brodaty H, Brunner HG, Buckner RL, Buitelaar JK, Bustillo 
JR, Cahn W, Cairns MJ, Calhoun V, Carr VJ, Caseras X, Caspers S, Cavalleri GL, Cendes 
F, Corvin A, Crespo-Facorro B, Dalrymple-Alford JC, Dannlowski U, de Geus EJC, Deary 
IJ, Delanty N, Depondt C, Desrivières S, Donohoe G, Espeseth T, Fernández G, Fisher 
SE, Flor H, Forstner AJ, Francks C, Franke B, Glahn DC, Gollub RL, Grabe HJ, Gruber O, 
Håberg AK, Hariri AR, Hartman CA, Hashimoto R, Heinz A, Henskens FA, Hillegers MHJ, 
Hoekstra PJ, Holmes AJ, Hong LE, Hopkins WD, Hulshoff Pol HE, Jernigan TL, Jönsson 
EG, Kahn RS, Kennedy MA, Kircher TTJ, Kochunov P, Kwok JBJ, Le Hellard S, Loughland 
CM, Martin NG, Martinot JL, McDonald C, McMahon KL, Meyer-Lindenberg A, Michie PT, 
Morey RA, Mowry B, Nyberg L, Oosterlaan J, Ophoff RA, Pantelis C, Paus T, Pausova Z, 
Penninx BWJH, Polderman TJC, Posthuma D, Rietschel M, Roffman JL, Rowland LM, 
Sachdev PS, Sämann PG, Schall U, Schumann G, Scott RJ, Sim K, Sisodiya SM, Smoller 
JW, Sommer IE, St Pourcain B, Stein DJ, Toga AW, Trollor JN, Van der Wee NJA, van 't 
Ent D, Völzke H, Walter H, Weber B, Weinberger DR, Wright MJ, Zhou J, Stein JL, 
Thompson PM, Medland SE; Enhancing NeuroImaging Genetics through Meta-Analysis 
Consortium (ENIGMA)—Genetics working group (2020) The genetic architecture of the 
human cerebral cortex. Science 367(6484): eaay6690 PMCID: PMC7295264 
 

198. Li X, Li Z, Zhou H, Gaynor SM, Liu Y, Chen H, Sun R, Dey R, Arnett DK, Aslibekyan S, 
Ballantyne CM, Bielak LF, Blangero J, Boerwinkle E, Bowden DW, Broome JG, Conomos 
MP, Correa A, Cupples LA, Curran JE, Freedman BI, Guo X, Hindy G, Irvin MR, Kardia 
SLR, Kathiresan S, Khan AT, Kooperberg CL, Laurie CC, Liu XS, Mahaney MC, 
Manichaikul AW, Martin LW, Mathias RA, McGarvey ST, Mitchell BD, Montasser ME, 
Moore JE, Morrison AC, O'Connell JR, Palmer ND, Pampana A, Peralta JM, Peyser PA, 
Psaty BM, Redline S, Rice KM, Rich SS, Smith JA, Tiwari HK, Tsai MY, Vasan RS, Wang 
FF, Weeks DE, Weng Z, Wilson JG, Yanek LR; NHLBI Trans-Omics for Precision Medicine 
(TOPMed) Consortium; TOPMed Lipids Working Group, Neale BM, Sunyaev SR, Abecasis 
GR, Rotter JI, Willer CJ, Peloso GM, Natarajan P, Lin X. (2020) Dynamic incorporation of 
multiple in silico functional annotations empowers rare variant association analysis of large 
whole genome sequencing studies at scale. Nat Genet 52(9): 969-983. PMCID: 
PMC7483769  
 

199. Hofer E, Roshchupkin GV, Adams HHH, Knol MJ, Lin H, Li S, Zare H, Ahmad S, 
Armstrong NJ, Satizabal CL, Bernard M, Bis JC, Gillespie NA, Luciano M, Mishra A, 
Scholz M, Teumer A, Xia R, Jian X, Mosley TH, Saba Y, Pirpamer L, Seiler S, Becker JT, 
Carmichael O, Rotter JI, Psaty BM, Lopez OL, Amin N, van der Lee SJ, Yang Q, Himali JJ, 
Maillard P, Beiser AS, DeCarli C, Karama S, Lewis L, Harris M, Bastin ME, Deary IJ, 
Veronica Witte A, Beyer F, Loeffler M, Mather KA, Schofield PR, Thalamuthu A, Kwok JB, 
Wright MJ, Ames D, Trollor J, Jiang J, Brodaty H, Wen W, Vernooij MW, Hofman A, 



Uitterlinden AG, Niessen WJ, Wittfeld K, Bülow R, Völker U, Pausova Z, Bruce Pike G, 
Maingault S, Crivello F, Tzourio C, Amouyel P, Mazoyer B, Neale MC, Franz CE, Lyons 
MJ, Panizzon MS, Andreassen OA, Dale AM, Logue M, Grasby KL, Jahanshad N, Painter 
JN, Colodro-Conde L, Bralten J, Hibar DP, Lind PA, Pizzagalli F, Stein JL, Thompson PM, 
Medland SE; ENIGMA consortium, Sachdev PS, Kremen WS, Wardlaw JM, Villringer A, 
van Duijn CM, Grabe HJ, Longstreth WT Jr, Fornage M, Paus T, Debette S, Arfan Ikram 
M, Schmidt H, Schmidt R, Seshadri S (2020) Genetic correlations and genome-wide 
associations of cortical structure in general population samples of 22,284 adults. Nat 
Commun 11(1): 4796. PMCID: PMC7508833 
 

200. Bick AG, Weinstock JS, Nandakumar SK, Fulco CP, Bao EL, Zekavat SM, Szeto MD, Liao 
X, Leventhal MJ, Nasser J, Chang K, Laurie C, Burugula BB, Gibson CJ, Niroula A, Lin 
AE, Taub MA, Aguet F, Ardlie K, Mitchell BD, Barnes KC, Moscati A, Fornage M, Redline 
S, Psaty BM, Silverman EK, Weiss ST, Palmer ND, Vasan RS, Burchard EG, Kardia SLR, 
He J, Kaplan RC, Smith NL, Arnett DK, Schwartz DA, Correa A, de Andrade M, Guo X, 
Konkle BA, Custer B, Peralta JM, Gui H, Meyers DA, McGarvey ST, Chen IY, Shoemaker 
MB, Peyser PA, Broome JG, Gogarten SM, Wang FF, Wong Q, Montasser ME, Daya M, 
Kenny EE, North KE, Launer LJ, Cade BE, Bis JC, Cho MH, Lasky-Su J, Bowden DW, 
Cupples LA, Mak ACY, Becker LC, Smith JA, Kelly TN, Aslibekyan S, Heckbert SR, Tiwari 
HK, Yang IV, Heit JA, Lubitz SA, Johnsen JM, Curran JE, Wenzel SE, Weeks DE, Rao 
DC, Darbar D, Moon JY, Tracy RP, Buth EJ, Rafaels N, Loos RJF, Durda P, Liu Y, Hou L, 
Lee J, Kachroo P, Freedman BI, Levy D, Bielak LF, Hixson JE, Floyd JS, Whitsel EA, 
Ellinor PT, Irvin MR, Fingerlin TE, Raffield LM, Armasu SM, Wheeler MM, Sabino EC, 
Blangero J, Williams LK, Levy BD, Sheu WH, Roden DM, Boerwinkle E, Manson JE, 
Mathias RA, Desai P, Taylor KD, Johnson AD; NHLBI Trans-Omics for Precision Medicine 
Consortium, Auer PL, Kooperberg C, Laurie CC, Blackwell TW, Smith AV, Zhao H, Lange 
E, Lange L, Rich SS, Rotter JI, Wilson JG, Scheet P, Kitzman JO, Lander ES, Engreitz JM, 
Ebert BL, Reiner AP, Jaiswal S, Abecasis G, Sankaran VG, Kathiresan S, Natarajan P 
(2020) Inherited causes of clonal haematopoiesis in 97,691 whole genomes. Nature 
586(7831): 763-768. PMCID: PMC7944936 Erratum in Nature 591(7851): E27 (2021). 
 

201. Kumar S, Curran JE, DeLeon E, Leandro AC, Howard TE, Lehman DM, Williams-
Blangero S, Glahn DC, Blangero J (2020) Role of miRNA-mRNA interaction in neural stem 
cell differentiation of induced pluripotent stem cells. Int J Mol Sci 21(19): 6980. PMCID: 
PMC7582477 
 

202. Koenis MMG, Durnez J, Rodrigue AL, Mathias SR, Alexander-Bloch AF, Barrett JA, 
Doucet GE, Frangou S, Knowles EEM, Mollon J, Denbow D, Aberizk K, Zatony M, Janssen 
RJ, Curran JE, Blangero J, Poldrack RA, Pearlson GD, Glahn DC (2020) Associations of 
cannabis use disorder with cognition, brain structure, and brain function in African 
Americans. Hum Brain Mapping 42(6): 1727-1741.  PMCID: PMC7978126 
 

203. Nielsen JB, Rom O, Surakka I, Graham SE, Zhou W, Roychowdhury T, Fritsche LG, 
Gagliano Taliun SA, Sidore C, Liu Y, Gabrielsen ME, Skogholt AH, Wolford B, Overton W, 
Zhao Y, Chen J, Zhang H, Hornsby WE, Acheampong A, Grooms A, Schaefer A, Zajac 
GJM, Villacorta L, Zhang J, Brumpton B, Løset M, Rai V, Lundegaard PR, Olesen MS, 
Taylor KD, Palmer ND, Chen YD, Choi SH, Lubitz SA, Ellinor PT, Barnes KC, Daya M, 
Rafaels N, Weiss ST, Lasky-Su J, Tracy RP, Vasan RS, Cupples LA, Mathias RA, Yanek 
LR, Becker LC, Peyser PA, Bielak LF, Smith JA, Aslibekyan S, Hidalgo BA, Arnett DK, 
Irvin MR, Wilson JG, Musani SK, Correa A, Rich SS, Guo X, Rotter JI, Konkle BA, Johnsen 
JM, Ashley-Koch AE, Telen MJ, Sheehan VA, Blangero J, Curran JE, Peralta JM, 



Montgomery C, Sheu WH, Chung RH, Schwander K, Nouraie SM, Gordeuk VR, Zhang Y, 
Kooperberg C, Reiner AP, Jackson RD, Bleecker ER, Meyers DA, Li X, Das S, Yu K, 
LeFaive J, Smith A, Blackwell T, Taliun D, Zollner S, Forer L, Schoenherr S, Fuchsberger 
C, Pandit A, Zawistowski M, Kheterpal S, Brummett CM, Natarajan P, Schlessinger D, Lee 
S, Kang HM, Cucca F, Holmen OL, Åsvold BO, Boehnke M, Kathiresan S, Abecasis GR, 
Chen YE, Willer CJ, Hveem K (2020) Loss-of-function genomic variants highlight potential 
therapeutic targets for cardiovascular disease. Nat Commun 11(1): 6417. PMCID: 
PMC7749177 
 

204. Kochunov P, Zavaliangos-Petropulu A, Jahanshad N, Thompson PM, Ryan MC, Chiappelli 
J, Chen S, Du X, Hatch K, Adhikari B, Sampath H, Hare S, Kvarta M, Goldwaser E, Yang 
F, Olvera RL, Fox PT, Curran JE, Blangero J, Glahn DC, Tan Y, Hong LE (2021) A white 
matter connection of Schizophrenia and Alzheimer’s Disease. Schizophr Bull 47(1): 197-
206. PMCID: PMC7825012 
 

205. Morales LD, Cromack DT, Tripathy D, Fourcaudot M, Kumar S, Curran JE, Carless M, 
Göring HHH, Hu SL, Lopez-Alvarenga JC, Garske KM, Pajukanta P, Small KS, 
Glastonbury CA, Das SK, Langefeld C, Hanson RL, Hsueh WC, Norton L, Arya R, 
Mummidi S, Blangero J, DeFronzo RA, Duggirala R, Jenkinson CP (2021) Further 
evidence supporting a potential role for ADH1B in obesity. Sci Rep 11(1): 1932. PMCID: 
PMC7820614 

 
206. Taliun D, Harris DN, Kessler MD, Carlson J, Szpiech ZA, Torres R, Taliun SAG, Corvelo A, 

Gogarten SM, Kang HM, Pitsillides AN, LeFaive J, Lee SB, Tian X, Browning BL, Das S, 
Emde AK, Clarke WE, Loesch DP, Shetty AC, Blackwell TW, Smith AV, Wong Q, Liu X, 
Conomos MP, Bobo DM, Aguet F, Albert C, Alonso A, Ardlie KG, Arking DE, Aslibekyan S, 
Auer PL, Barnard J, Barr RG, Barwick L, Becker LC, Beer RL, Benjamin EJ, Bielak LF, 
Blangero J, Boehnke M, Bowden DW, Brody JA, Burchard EG, Cade BE, Casella JF, 
Chalazan B, Chasman DI, Chen YI, Cho MH, Choi SH, Chung MK, Clish CB, Correa A, 
Curran JE, Custer B, Darbar D, Daya M, de Andrade M, DeMeo DL, Dutcher SK, Ellinor 
PT, Emery LS, Eng C, Fatkin D, Fingerlin T, Forer L, Fornage M, Franceschini N, 
Fuchsberger C, Fullerton SM, Germer S, Gladwin MT, Gottlieb DJ, Guo X, Hall ME, He J, 
Heard-Costa NL, Heckbert SR, Irvin MR, Johnsen JM, Johnson AD, Kaplan R, Kardia 
SLR, Kelly T, Kelly S, Kenny EE, Kiel DP, Klemmer R, Konkle BA, Kooperberg C, Köttgen 
A, Lange LA, Lasky-Su J, Levy D, Lin X, Lin KH, Liu C, Loos RJF, Garman L, Gerszten R, 
Lubitz SA, Lunetta KL, Mak ACY, Manichaikul A, Manning AK, Mathias RA, McManus DD, 
McGarvey ST, Meigs JB, Meyers DA, Mikulla JL, Minear MA, Mitchell BD, Mohanty S, 
Montasser ME, Montgomery C, Morrison AC, Murabito JM, Natale A, Natarajan P, Nelson 
SC, North KE, O'Connell JR, Palmer ND, Pankratz N, Peloso GM, Peyser PA, Pleiness J, 
Post WS, Psaty BM, Rao DC, Redline S, Reiner AP, Roden D, Rotter JI, Ruczinski I, 
Sarnowski C, Schoenherr S, Schwartz DA, Seo JS, Seshadri S, Sheehan VA, Sheu WH, 
Shoemaker MB, Smith NL, Smith JA, Sotoodehnia N, Stilp AM, Tang W, Taylor KD, Telen 
M, Thornton TA, Tracy RP, Van Den Berg DJ, Vasan RS, Viaud-Martinez KA, Vrieze S, 
Weeks DE, Weir BS, Weiss ST, Weng LC, Willer CJ, Zhang Y, Zhao X, Arnett DK, Ashley-
Koch AE, Barnes KC, Boerwinkle E, Gabriel S, Gibbs R, Rice KM, Rich SS, Silverman EK, 
Qasba P, Gan W; NHLBI Trans-Omics for Precision Medicine (TOPMed) Consortium, 
Papanicolaou GJ, Nickerson DA, Browning SR, Zody MC, Zöllner S, Wilson JG, Cupples 
LA, Laurie CC, Jaquish CE, Hernandez RD, O'Connor TD, Abecasis GR (2021) 
Sequencing of 53,831 diverse genomes from the NHLBI TOPMed Program. Nature 
590(7845): 290-299. PMCID: PMC7875770  
 



207. Sønderby IE, van der Meer D, Moreau C, Kaufmann T, Walters GB, Ellegaard M, 
Abdellaoui A, Ames D, Amunts K, Andersson M, Armstrong NJ, Bernard M, Blackburn NB, 
Blangero J, Boomsma DI, Brodaty H, Brouwer RM, Bülow R, Boen R, Cahn W, Calhoun 
VD, Caspers S, Ching CRK, Cichon S, Ciufolini S, Crespo-Facorro B, Curran JE, Dale 
AM, Dalvie S, Dazzan P, de Geus EJC, de Zubicaray GI, de Zwarte SMC, Desrivieres S, 
Doherty JL, Donohoe G, Draganski B, Ehrlich S, Eising E, Espeseth T, Fejgin K, Fisher 
SE, Fladby T, Frei O, Frouin V, Fukunaga M, Gareau T, Ge T, Glahn DC, Grabe HJ, 
Groenewold NA, Gústafsson O, Haavik J, Haberg AK, Hall J, Hashimoto R, Hehir-Kwa JY, 
Hibar DP, Hillegers MHJ, Hoffmann P, Holleran L, Holmes AJ, Homuth G, Hottenga J, 
Hulshoff Pol HE, Ikeda M, Jahanshad N, Jockwitz C, Johansson S, Jönsson EG, 
Jørgensen NR, Kikuchi M, Knowles EEM, Kumar K, Le Hellard S, Leu C, Linden DE, Liu J, 
Lundervold A, Johansen Lundervold A, Maillard A, Martin NG, Martin-Brevet S, Mather KA, 
Mathias SR, McMahon KL, McRae AF, Medland SE, Meyer-Lindenberg A, Moberget T, 
Modenato C, Monereo Sánchez J, Morris DW, Mühleisen TW, Murray RM, Nielsen J, 
Nordvik JE, Nyberg L, Olde Loohuis LM, Ophoff RA, Owen MJ, Paus T, Pausova Z, 
Peralta JM, Pike GB, Prieto C, Quinlan EB, Reinbold CS, Reis Marques T, Rucker JJH, 
Sachdev PS, Sando SB, Schofield PR, Schork AJ, Schumann G, Shin J, Shumskaya E, 
Silva AI, Sisodiya SM, Steen VM, Stein DJ, Strike LT, Suzuki IK, Tamnes CK, Teumer A, 
Thalamuthu A, Tordesillas-Gutiérrez D, Uhlmann A, Úlfarsson MO, van 't Ent D, van den 
Bree MBM, Vanderhaeghen P, Vassos E, Wen W, Wittfeld K, Wright MJ, Agartz I, Djurovic 
S, Westlye LT, Stefánsson H, Stefánsson K, Jacquemont S, Thompson PM, Andreassen 
OA, for the ENIGMA-CNV working group (2021) 1q21.1 distal copy number variants are 
associated with cerebral and cognitive alterations in humans. Transl Psychiatry 11(1): 182. 
PMCID: PMC7985307 
 

208. Blackburn NB, Leandro AC, Nahvi N, Devlin MA, Leandro M, Martinez Escobedo I, Peralta 
JM, George J, Stacy BA, deMaar TW, Blangero J, Keniry M, Curran JE (2021) 
Transcriptomic profiling of fibropapillomatosis in green sea turtles (Chelonia mydas) from 
South Texas. Front Immunol 12: 630988. PMCID: PMC7943941 

209. Kumar S, Curran JE, Kumar K, DeLeon E, Leandro AC, Peralta J, Williams-Blangero S, 
Blangero J (2021) Disease modelling and disease gene discovery in cardiomyopathies: A 
molecular study of induced pluripotent stem cell generated cardiomyocytes. Int J Mol Sci 
22(7): 3311. PMCID: PMC8037452 

 
210. Kumar S, Curran JE, Williams-Blangero S, Blangero J (2021) Efficient generation of 

functional hepatocytes from human induced pluripotent stem cells for disease modeling 
and disease gene discovery. Methods Mol Biol Mar 27 [Online ahead of print]  
 

211. Natarajan P, Pampana A, Graham SE, Ruotsalainen SE, Perry JA, de Vries PS, Broome 
JG, Pirruccello JP, Honigberg MC, Aragam K, Wolford B, Brody JA, Antonacci-Fulton L, 
Arden M, Aslibekyan S, Assimes TL, Ballantyne CM, Bielak LF, Bis JC, Cade BE, Do R, 
Doddapaneni H, Emery LS, Hung YJ, Irvin MR, Khan AT, Lange L, Lee J, Lemaitre RN, 
Martin LW, Metcalf G, Montasser ME, Moon JY, Muzny D, O'Connell JR, Palmer ND, 
Peralta JM, Peyser PA, Stilp AM, Tsai M, Wang FF, Weeks DE, Yanek LR, Wilson JG, 
Abecasis G, Arnett DK, Becker LC, Blangero J, Boerwinkle E, Bowden DW, Chang YC, 
Chen YI, Choi WJ, Correa A, Curran JE, Daly MJ, Dutcher SK, Ellinor PT, Fornage M, 
Freedman BI, Gabriel S, Germer S, Gibbs RA, He J, Hveem K, Jarvik GP, Kaplan RC, 
Kardia SLR, Kenny E, Kim RW, Kooperberg C, Laurie CC, Lee S, Lloyd-Jones DM, Loos 
RJF, Lubitz SA, Mathias RA, Martinez KAV, McGarvey ST, Mitchell BD, Nickerson DA, 
North KE, Palotie A, Park CJ, Psaty BM, Rao DC, Redline S, Reiner AP, Seo D, Seo JS, 
Smith AV, Tracy RP, Vasan RS, Kathiresan S, Cupples LA, Rotter JI, Morrison AC, Rich 



SS, Ripatti S, Willer C; NHLBI Trans-Omics for Precision Medicine (TOPMed) Consortium; 
FinnGen, Peloso GM (2021) Chromosome Xq23 is associated with lower atherogenic lipid 
concentrations and favorable cardiometabolic indices.  Nat Commun 12(1): 2182. PMCID: 
PMC8042019 
 

212. Hu Y, Stilp AM, McHugh CP, Rao S, Jain D, Zheng X, Lane J, Méric de Bellefon S, Raffield 
LM, Chen MH, Yanek LR, Wheeler M, Yao Y, Ren C, Broome J, Moon JY, de Vries PS, 
Hobbs BD, Sun Q, Surendran P, Brody JA, Blackwell TW, Choquet H, Ryan K, Duggirala 
R, Heard-Costa N, Wang Z, Chami N, Preuss MH, Min N, Ekunwe L, Lange LA, Cushman 
M, Faraday N, Curran JE, Almasy L, Kundu K, Smith AV, Gabriel S, Rotter JI, Fornage M, 
Lloyd-Jones DM, Vasan RS, Smith NL, North KE, Boerwinkle E, Becker LC, Lewis JP, 
Abecasis GR, Hou L, O'Connell JR, Morrison AC, Beaty TH, Kaplan R, Correa A, Blangero 
J, Jorgenson E, Psaty BM, Kooperberg C, Walton RT, Kleinstiver BP, Tang H, Loos RJF, 
Soranzo N, Butterworth AS, Nickerson D, Rich SS, Mitchell BD, Johnson AD, Auer PL, Li 
Y, Mathias RA, Lettre G, Pankratz N, Laurie CC, Laurie CA, Bauer DE, Conomos MP, 
Reiner AP; NHLBI Trans-Omics for Precision Medicine (TOPMed) Consortium (2021) 
Whole genome sequencing association analysis of quantitative red blood cell phenotypes: 
The NHLBI TOPMed program. Am J Hum Genet 108(5): 874-893. PMCID: PMC8206199 
(available on 2021-11-06) Erratum in Am J Hum Genet 108(6): 1165 (2021). 
 

213. Blackburn NB, Meikle PJ, Peralta JM, Kumar S, Leandro AC, Bellinger MA, Giles C, Huynh 
K, Mahaney MC, Göring HHH, VandeBerg JL, Williams-Blangero J, Glahn DC, Duggirala 
R, Blangero J, Michael LF, Curran JE (2021) Identifying the lipidomic effects of a rare 
loss-of-function deletion in ANGPTL3. Circ Genom Precis Med 14(3): e003232. PMCID: 
PMC8206021 (available on 2022-06-01) 

 
214. Knowles EEM, Peralta JM, Almasy L, Nimgaonkar V, McMahon FJ, McIntosh AM, 

Thomson P, Mathias SR, Gur RC, Curran JE, Raventós H, Contreras J, Jablensky A, 
Badcock A, Blangero J, Gur RE, Glahn DC (2021) Genetic overlap profiles of cognitive 
ability in psychotic and affective illnesses: A multisite study of multiplex pedigrees. Biol 
Psychiatry 90(6): 373-384. PMCID: PMC8403107 (available on 2022-09-15) 

 
215. Lopez-Alvarenga JC, Martinez DA, Diaz-Badillo A, Morales LD, Arya R, Jenkinson CP, 

Curran JE, Lehman DM, Blangero J, Duggirala R, Mummidi S, Martinez RD (2021) 
Association of HIV-1 infection and antiretroviral therapy with type 2 diabetes in the 
Hispanic population of the Rio Grande Valley, Texas, USA. Front Med 8: 676979. PMCID: 
PMC8287129 

 
216. Mikhaylova AV, McHugh CP, Polfus LM, Raffield LM, Boorgula MP, Blackwell TW, Brody 

JA, Broome J, Chami N, Chen MH, Conomos MP, Cox C, Curran JE, Daya M, Ekunwe L, 
Glahn DC, Heard-Costa N, Highland HM, Hobbs BD, Ilboudo Y, Jain D, Lange LA, Miller-
Fleming TW, Min N, Moon JY, Preuss MH, Rosen J, Ryan K, Smith AV, Sun Q, Surendran 
P, de Vries PS, Walter K, Wang Z, Wheeler M, Yanek LR, Zhong X, Abecasis GR, Almasy 
L, Barnes KC, Beaty TH, Becker LC, Blangero J, Boerwinkle E, Butterworth AS, Chavan S, 
Cho MH, Choquet H, Correa A, Cox N, DeMeo DL, Faraday N, Fornage M, Gerszten RE, 
Hou L, Johnson AD, Jorgenson E, Kaplan R, Kooperberg C, Kundu K, Laurie CA, Lettre G, 
Lewis JP, Li B, Li Y, Lloyd-Jones DM, Loos RJF, Manichaikul A, Meyers DA, Mitchell BD, 
Morrison AC, Ngo D, Nickerson DA, Nongmaithem S, North KE, O'Connell JR, Ortega VE, 
Pankratz N, Perry JA, Psaty BM, Rich SS, Soranzo N, Rotter JI, Silverman EK, Smith NL, 
Tang H, Tracy RP, Thornton TA, Vasan RS, Zein J, Mathias RA; NHLBI Trans-Omics for 
Precision Medicine (TOPMed) Consortium, Reiner AP, Auer PL (2021) Whole-genome 



sequencing in diverse subjects identifies genetic correlates of leukocyte traits: The NHLBI 
TOPMed program. Am J Hum Genet 108(10): 1836-1851. PMCID: PMC8546043 
(available on 2022-04-07) 

 
217. Goyal S, Tanigawa Y, Zhang W, Chai JF, Almeida M, Sim X, Lerner M, Chainakul J, 

Ramiu JG, Seraphin C, Apple B, Vaughan A, Muniu J, Peralta J, Lehman DM, Ralhan S, 
Wander GS, Singh JR, Mehra NK, Sidorov E, Peyton MD, Blackett PR, Curran JE, Tai ES, 
van Dam R, Cheng CY, Duggirala R, Blangero J, Chambers JC, Sabanayagam C, Kooner 
JS, Rivas MA, Aston CE, Sanghera DK (2021) APOC3 genetic variation, serum 
triglycerides, and risk of coronary artery disease in Asian Indians, Europeans, and other 
ethnic groups. Lipids Health Dis 20(1): 113. PMCID: PMC8456544 

 
218. Tran NK, Lea RA, Holland S, Nguyen Q, Raghubar AM, Sutherland HG, Benton MC, Haupt 

LM, Blackburn NB, Curran JE, Blangero J, Mallett AJ, Griffiths LR (2021) Multi-phenotype 
genome-wide association studies of the Norfolk Island isolate implicate pleiotropic loci 
involved in chronic kidney disease. Sci Rep 11(1): 19425. PMCID: PMC8484585 

 
219. Little A, Hu Y, Sun Q, Jain D, Broome J, Chen MH, Thibord F, McHugh C, Surendran P, 

Blackwell TW, Brody JA, Bhan A, Chami N, Vries PS, Ekunwe L, Heard-Costa N, Hobbs 
BD, Manichaikul A, Moon JY, Preuss MH, Ryan K, Wang Z, Wheeler M, Yanek LR, 
Abecasis GR, Almasy L, Beaty TH, Becker LC, Blangero J, Boerwinkle E, Butterworth AS, 
Choquet H, Correa A, Curran JE, Faraday N, Fornage M, Glahn DC, Hou L, Jorgenson E, 
Kooperberg C, Lewis JP, Lloyd-Jones DM, Loos RJF, Min N, Mitchell BD, Morrison AC, 
Nickerson D, North KE, O'Connell JR, Pankratz N, Psaty BM, Vasan RS, Rich SS, Rotter 
JI, Smith AV, Smith NL, Tang H, Tracy RP, Conomos MP, Laurie CA, Mathias RA, Li Y, 
Auer PL; NHLBI Trans-Omics for Precision Medicine (TOPMed) Consortium, Thornton T, 
Reiner AP, Johnson AD, Raffield LM (2022) Whole genome sequence analysis of platelet 
traits in the NHLBI trans-omics for precision medicine initiative. Hum Mol Genet 31(3): 347-
361. PMCID: PMC8825339 (available on 2022-09-06) 

 
220. Kim D, Justice AE, Chittoor G, Blanco E, Burrows R, Graff M, Howard AG, Wang Y, Rohde 

R, Buchanan VL, Voruganti VS, Almeida M, Peralta J, Lehman DM, Curran JE, Comuzzie 
AG, Duggirala R, Blangero J, Albala C, Santos JL, Angel B, Lozoff B, Gahagan S, North 
KE (2021) Genetic determinants of metabolic biomarkers and their associations with 
cardiometabolic traits in Hispanic/Latino adolescents. Pediatr Res Oct 13 [Online ahead of 
print] 

 
221. Hindy G, Dornbos P, Chaffin MD, Liu DJ, Wang M, Selvaraj MS, Zhang D, Park J, Aguilar-

Salinas CA, Antonacci-Fulton L, Ardissino D, Arnett DK, Aslibekyan S, Atzmon G, 
Ballantyne CM, Barajas-Olmos F, Barzilai N, Becker LC, Bielak LF, Bis JC, Blangero J, 
Boerwinkle E, Bonnycastle LL, Bottinger E, Bowden DW, Bown MJ, Brody JA, Broome JG, 
Burtt NP, Cade BE, Centeno-Cruz F, Chan E, Chang YC, Chen YI, Cheng CY, Choi WJ, 
Chowdhury R, Contreras-Cubas C, Córdova EJ, Correa A, Cupples LA, Curran JE, 
Danesh J, de Vries PS, DeFronzo RA, Doddapaneni H, Duggirala R, Dutcher SK, Ellinor 
PT, Emery LS, Florez JC, Fornage M, Freedman BI, Fuster V, Garay-Sevilla ME, García-
Ortiz H, Germer S, Gibbs RA, Gieger C, Glaser B, Gonzalez C, Gonzalez-Villalpando ME, 
Graff M, Graham SE, Grarup N, Groop LC, Guo X, Gupta N, Han S, Hanis CL, Hansen T, 
He J, Heard-Costa NL, Hung YJ, Hwang MY, Irvin MR, Islas-Andrade S, Jarvik GP, Kang 
HM, Kardia SLR, Kelly T, Kenny EE, Khan AT, Kim BJ, Kim RW, Kim YJ, Koistinen HA, 
Kooperberg C, Kuusisto J, Kwak SH, Laakso M, Lange LA, Lee J, Lee J, Lee S, Lehman 
DM, Lemaitre RN, Linneberg A, Liu J, Loos RJF, Lubitz SA, Lyssenko V, Ma RCW, Martin 



LW, Martínez-Hernández A, Mathias RA, McGarvey ST, McPherson R, Meigs JB, 
Meitinger T, Melander O, Mendoza-Caamal E, Metcalf GA, Mi X, Mohlke KL, Montasser 
ME, Moon JY, Moreno-Macías H, Morrison AC, Muzny DM, Nelson SC, Nilsson PM, 
O'Connell JR, Orho-Melander M, Orozco L, Palmer CNA, Palmer ND, Park CJ, Park KS, 
Pedersen O, Peralta JM, Peyser PA, Post WS, Preuss M, Psaty BM, Qi Q, Rao DC, 
Redline S, Reiner AP, Revilla-Monsalve C, Rich SS, Samani N, Schunkert H, Schurmann 
C, Seo D, Seo JS, Sim X, Sladek R, Small KS, So WY, Stilp AM, Tai ES, Tam CHT, Taylor 
KD, Teo YY, Thameem F, Tomlinson B, Tsai MY, Tuomi T, Tuomilehto J, Tusié-Luna T, 
Udler MS, van Dam RM, Vasan RS, Viaud Martinez KA, Wang FF, Wang X, Watkins H, 
Weeks DE, Wilson JG, Witte DR, Wong TY, Yanek LR; AMP-T2D-GENES, Myocardial 
Infarction Genetics Consortium; NHLBI Trans-Omics for Precision Medicine (TOPMed) 
Consortium; NHLBI TOPMed Lipids Working Group, Kathiresan S, Rader DJ, Rotter JI, 
Boehnke M, McCarthy MI, Willer CJ, Natarajan P, Flannick JA, Khera AV, Peloso GM 
(2022) Rare coding variants in 35 genes associate with circulating lipid levels-A multi-
ancestry analysis of 170,000 exomes. Am J Hum Genet 109(1): 81-96. PMCID: 
PMC8764201 (available on 2022-07-06) 
 

222. He KY, Kelly TN, Wang H, Liang J, Zhu L, Cade BE, Assimes TL, Becker LC, Beitelshees 
AL, Bielak LF, Bress AP, Brody JA, Chang YC, Chang YC, de Vries PS, Duggirala R, Fox 
ER, Franceschini N, Furniss AL, Gao Y, Guo X, Haessler J, Hung YJ, Hwang SJ, Irvin MR, 
Kalyani RR, Liu CT, Liu C, Martin LW, Montasser ME, Muntner PM, Mwasongwe S, Naseri 
T, Palmas W, Reupena MS, Rice KM, Sheu WH, Shimbo D, Smith JA, Snively BM, Yanek 
LR, Zhao W, Blangero J, Boerwinkle E, Chen YI, Correa A, Cupples LA, Curran JE, 
Fornage M, He J, Hou L, Kaplan RC, Kardia SLR, Kenny EE, Kooperberg C, Lloyd-Jones 
D, Loos RJF, Mathias RA, McGarvey ST, Mitchell BD, North KE, Peyser PA, Psaty BM, 
Raffield LM, Rao DC, Redline S, Reiner AP, Rich SS, Rotter JI, Taylor KD, Tracy R, Vasan 
RS; Samoan Obesity, Lifestyle and Genetic Adaptations Study (OLaGA) Group, NHLBI 
Trans-Omics for Precision Medicine (TOPMed) Consortium, Morrison AC, Levy D, 
Chakravarti A, Arnett DK, Zhu X (2022) Rare coding variants in RCN3 are associated with 
blood pressure. BMC Genomics 23(1): 148. PMCID: PMC8858539 
 

223. Fernández-Rhodes L, Graff M, Buchanan VL, Justice AE, Highland HM, Guo X, Zhu W, 
Chen HH, Young KL, Adhikari K, Palmer ND, Below JE, Bradfield J, Pereira AC, Glover L, 
Kim D, Lilly AG, Shrestha P, Thomas AG, Zhang X, Chen M, Chiang CWK, Pulit S, 
Horimoto A, Krieger JE, Guindo-Martínez M, Preuss M, Schumann C, Smit RAJ, Torres-
Mejía G, Acuña-Alonzo V, Bedoya G, Bortolini MC, Canizales-Quinteros S, Gallo C, 
González-José R, Poletti G, Rothhammer F, Hakonarson H, Igo R, Adler SG, Iyengar SK, 
Nicholas SB, Gogarten SM, Isasi CR, Papnicolaou G, Stilp AM, Qi Q, Kho M, Smith JA, 
Langefeld CD, Wagenknecht L, Mckean-Cowdin R, Gao XR, Nousome D, Conti DV, Feng 
Y, Allison MA, Arzumanyan Z, Buchanan TA, Ida Chen YD, Genter PM, Goodarzi MO, Hai 
Y, Hsueh W, Ipp E, Kandeel FR, Lam K, Li X, Nadler JL, Raffel LJ, Roll K, Sandow K, Tan 
J, Taylor KD, Xiang AH, Yao J, Audirac-Chalifour A, de Jesus Peralta Romero J, Hartwig 
F, Horta B, Blangero J, Curran JE, Duggirala R, Lehman DE, Puppala S, Fejerman L, 
John EM, Aguilar-Salinas C, Burtt NP, Florez JC, García-Ortíz H, González-Villalpando C, 
Mercader J, Orozco L, Tusié-Luna T, Blanco E, Gahagan S, Cox NJ, Hanis C, Butte NF, 
Cole SA, Comuzzie AG, Voruganti VS, Rohde R, Wang Y, Sofer T, Ziv E, Grant SFA, 
Ruiz-Linares A, Rotter JI, Haiman CA, Parra EJ, Cruz M, Loos RJF, North KE (2022) 
Ancestral diversity improves discovery and fine-mapping of genetic loci for anthropometric 
traits-The Hispanic/Latino Anthropometry Consortium. HGG Adv 3(2): 100099. PMCID: 
PMC8990175 
 



224. Nakao T, Bick AG, Taub MA, Zekavat SM, Uddin MM, Niroula A, Carty CL, Lane J, 
Honigberg MC, Weinstock JS, Pampana A, Gibson CJ, Griffin GK, Clarke SL, 
Bhattacharya R, Assimes TL, Emery LS, Stilp AM, Wong Q, Broome J, Laurie CA, Khan 
AT, Smith AV, Blackwell TW, Codd V, Nelson CP, Yoneda ZT, Peralta JM, Bowden DW, 
Irvin MR, Boorgula M, Zhao W, Yanek LR, Wiggins KL, Hixson JE, Gu CC, Peloso GM, 
Roden DM, Reupena MS, Hwu CM, DeMeo DL, North KE, Kelly S, Musani SK, Bis JC, 
Lloyd-Jones DM, Johnsen JM, Preuss M, Tracy RP, Peyser PA, Qiao D, Desai P, Curran 
JE, Freedman BI, Tiwari HK, Chavan S, Smith JA, Smith NL, Kelly TN, Hidalgo B, Cupples 
LA, Weeks DE, Hawley NL, Minster RL; Samoan Obesity, Lifestyle and Genetic 
Adaptations Study (OLaGA) Group, Deka R, Naseri TT, de Las Fuentes L, Raffield LM, 
Morrison AC, Vries PS, Ballantyne CM, Kenny EE, Rich SS, Whitsel EA, Cho MH, 
Shoemaker MB, Pace BS, Blangero J, Palmer ND, Mitchell BD, Shuldiner AR, Barnes KC, 
Redline S, Kardia SLR, Abecasis GR, Becker LC, Heckbert SR, He J, Post W, Arnett DK, 
Vasan RS, Darbar D, Weiss ST, McGarvey ST, de Andrade M, Chen YI, Kaplan RC, 
Meyers DA, Custer BS, Correa A, Psaty BM, Fornage M, Manson JE, Boerwinkle E, 
Konkle BA, Loos RJF, Rotter JI, Silverman EK, Kooperberg C, Danesh J, Samani NJ, 
Jaiswal S, Libby P, Ellinor PT, Pankratz N, Ebert BL, Reiner AP, Mathias RA, Do R; NHLBI 
Trans-Omics for Precision Medicine (TOPMed) Consortium, Natarajan P (2022) Mendelian 
randomization supports bidirectional causality between telomere length and clonal 
hematopoiesis of indeterminate potential. Sci Adv 8(14): eabl6579. 

 
 
Papers Under Review: 

 
225. Mathias SR, Knowles EEM, Rodrigue AL, Woolsey MK, Hernandez AM, Garrett AS, Fox 

PT, Olvera RL, Peralta J, Kumar S, Goring HHH, Duggirala R, Curran JE, Blangero J, 
Glahn DC (nd) Contributions of genetic factors, socioeconomic status, and cognitive 
abilities to solving the cocktail-party problem. 

 
226. Knowles EEM, Peralta JM, Rodrigue A, Mathias SR, Mollon JM, Leandro AC, Curran JE, 

Blangero J, Glahn DC (nd) Transcriptome-wide association study identified candidate 
genes for psychosis in African American individuals. 

 
227. Leandro AC, Michael LF, Almeida M, Kuokkanen M, Huynh K, Giles C, Duong T, Diego 

VP, Duggirala R, Clarke GD, Blangero J, Meikle PJ, Curran JE (nd) Influence of genetic 
variation on the human lipidome and epicardial fat volume on reduction of CVD in Mexican 
American individuals. 
 

228. Zeng W, Beyene HB, Kuokkanen M, Miao G, Magliano DJ, Umans JG, Franceschini N, 
Cole SA, Michailidis G, Lee ET, Howard BV, Fein O, Curran JE, Blangero J, Meikle PJ, 
Zhao J (nd) Longitudinal lipidomic profiling risk for chronic kidney disease: Findings from 
diverse prospective cohorts. 

 
Book Chapters:  
 
1. Curran JE, Bellis C, Almasy L, Blangero J (2015) Genomic studies of human populations: 

Resequencing approaches to the identification of human quantitative loci. In: Duggirala R, 
Almasy L, Williams-Blangero S, Paul SFD, Kole C (eds.) Genome Mapping and Genomics 
in Human and Non-Human Primates. Springer-Verlag, Germany pp. 289-299. 
 



2. Glahn DC, Knowles EE, Mathias SR, Almasy L, Hodgson K, Yao N, Olvera RL, Curran JE, 
Blangero J (2016) Conceptualizing major depression: From genes to neuroanatomy to 
epidemiology. In: Lehner T, Miller BL, State MW. (eds) Genomics, Circuits, and Pathways 
in Clinical Neuropsychiatry. Elsevier Inc, pp. 487-501. 

 
3. Kumar S, Blangero J, Curran JE (2018) Induced pluripotent stem cells in disease 

modeling and gene identification. In: DiStefano J. (eds) Disease Gene Identification. 
Methods in Molecular Biology, vol1706. Humana Press, New York, NY, pp. 17-38. 

 
4. Kumar S, Curran JE (2018) Human Genome Project. In: Braaten EB. (eds) The SAGE 

Encyclopedia of Intellectual and Developmental Disorders. SAGE Publications, Thousand 
Oaks, CA, pp. 766-769. 

 


	Contact Information
	Education & Training
	Research Interests
	Publications

